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ALLERGENS IN TRADITIONAL FOOD
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ALLERGENS IN NOVEL FOODS PROTEOMIC APPROACHES TO IDENTIFY ALLERGENS IN NOVEL FOODS

Figure 1. Novel protein sources of plant, algal, fungal and insect Table 3. Relevant examples of the recent use of proteomic approaches for the detection of allergens in
origins are being researched by the food industry. novel foods.
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BIOINFORMATIC TOOLS

Table 2. Bioinformatic software tools most used for allergen analysis.
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Advanced technologies, including biosensors, could identify specific interactions between receptors and allergens, enabling us to address the challenges of food safety monitoring. /
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