
0

2

4

6

−
lo

g
1

0
(P

)

0

0.2

0.4

0.6

0.8

1
r2COVID19_HGI_B1_ALL_20201020

Lead variant: chr3:45966331:G:T

0.000

0.025

0.050

0.075

0.100

P
IP

99% CS

1

0.0

0.2

0.4

0.6

0.8

1.0

45700000 45800000 45900000 46000000 46100000 46200000

r2

gnomAD

AFR

AMR

ASJ

EAS

EST

FIN

NFE

NWE

SEU

SACM1L CCR9

CXCR6

SLC6A20 LZTFL1 FYCO1 XCR1 CCR1

Chromosome 3


