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Gene Drive Organisms – Executive Summary

EXECUTIVE SUMMARY
Biotechnology is facing profound transitions due to technological advances that
augment the speed, quality and depth of genetic engineering intervention. This
ever continued pace of development is posing challenges to the ability of understanding the possible impacts on biodiversity, human and animal health, environment and nature conservation. One example of a rapidly evolving scientific
field in this context are genetically modified organisms (GMOs) with synthetic
gene drives, also referred to as gene drive organisms (GDOs). Gene drive organisms are designed to spread genetically engineered traits into wild populations. As gene drives have been proposed to control pathogens, pests and invasive species, GDOs gain much attention in the scientific literature, the administration and the public.
GDOs represent a general shift in both, the strategy on how agricultural and environmental issues are being addressed, and how GMOs will interact with the
environment. In contrast to classical GMOs, GDOs are intended to spread in the
environment and will be applied to modify wildlife instead of crops. Being a
powerful tool, gene drives have also been suggested to be applied in nature
conservation. Because of the far-reaching consequences for the environment
and nature conservation, gene drives are discussed in the EPA/ENCA Interest
Group on Risk Assessment and Monitoring of GMOs.
The present document provides an overview over the technical realization of
gene drives and their proposed applications, including nature conservation. The
main focus of the report is on four aspects:
i) The environmental implications of GDOs
ii) The challenges that applications pose for the environmental risk
assessment, monitoring and risk management
iii) Critical uncertainties associated with the approach
iv) Conceptual and legal challenges of GDO applications in nature conservation
While gene drive applications might have the potential to address environmental
or human health issues, they also bear the potential for significant and irreversible environmental harm.
In order to assess gene drive applications, methods for risk assessment, environmental monitoring and risk management need to be developed and operational before any release of GDOs into the environment takes place. Due to the
complexity of GDOs and its interaction with the environment, it remains unclear
if and how risk assessment could result in sufficiently reliable conclusions. In
parallel, societal and ethical issues need to be fully addressed when considering a GDO release.
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1

BACKGROUND AND AIM OF THE REPORT

In the last years, novel techniques have become available to edit the genome of
virtually any sexually reproducing organism. Some of these techniques enable
the preferential inheritance of specific alleles or traits within a population, a phenomenon called `gene drive´. Being a fast evolving scientific field, many potential
applications of GMOs with synthetic gene drive, also referred to as `gene drive
organisms´ (GDOs), were proposed and many promises were made – including
the solution of pressing challenges, such as the control or even eradication of
pathogen-transmitting insect vectors, agricultural pests or invasive species.
Although most of the applications using GDOs are still conceptual and not ready
for release yet, they attract much attention from the scientific literature, the media and regulators. This is mainly because the release of self-sustaining GMOs
into the environment ‒ deliberate or not ‒ has the ability to elicit long term, large
scale and potentially irreversible changes in wild populations, natural communities and even highly valued natural ecosystems. This has triggered concerns
regarding appropriate provisions for the containment of these organisms and
appropriate regulatory oversight and governance.
Scientific academies around the world have outlined not only the potentials, but
also highlighted issues regarding the safety of gene drive applications as well as
apparent gaps in the regulatory oversight (NASEM 2016, EUROPEAN COMMISSION
2017, and AAS 2017). In Europe, several countries are discussing regulatory,
risk or risk assessment aspects of GDOs (AEBI & SCHOENENBERGER 2016, RIVM
2016, 2018, BIOTEKNOLOGIRADET 2017, ZKBS 2016, HCB 2017, SC NAT 2017). In
June 2018, the European Commission has commissioned a mandate to the European Food Safety Authority (EFSA) for an opinion on risk assessment of gene
drive organisms. The purpose of the opinion is to determine whether the existing guidance for GMO risk assessment is adequate or if updated guidance in
specific areas is needed (EUROPEAN COMMISSION 2018, EFSA 2018). In addition,
international bodies have addressed GDOs. The Organisation for Economic Cooperation and Development (OECD) and the World Health Organisation (WHO)
have issued documents with relevance to the release of GM mosquitoes with
gene drive (W HO 2014, OECD 2018). At their last meetings, the Conference of
Parties to the Convention on Biological Diversity (CBD) as well as the Conference of the Parties serving as the Meeting of the Parties to the Cartagena Protocol on Biosafety, each have adopted a decision, in which the issue of organisms containing engineered gene drives is considered (CBD 2018a, b). In both
decisions, the application of the precautionary approach and the strengthening
of the involvement of indigenous peoples and local communities in the decision
making process when GDOs are considered for release into the environment
are emphasized. Furthermore, both decisions foresee the establishment of an
Ad-Hoc Technical Expert Group (AHTEG). The one under the CBD, the AHTEG
on synthetic biology, at its meeting in June 2019, inter alia noted conceptual
and legal issues that could arise by some applications of synthetic biology, including GDOs. The AHTEG on risk assessment under the Cartagena Protocol
will meet in 2020 and shall inter alia make recommendations as to whether additional guidance on risk assessment is needed for living modified organisms
containing engineered gene drives. Some of the issues addressed may warrant
further consideration in cooperation with the appropriate bodies (see Chapter 8).

6
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The relevance of gene drives has also been recognized by international conser1
vation organisations such as the IUCN .
The debated risks scenarios and hypothetical benefits of GDOs have led to differing views regarding the use and release of such organisms. While some
groups are in favour of a moratorium of the environmental release of GDOs due
to the apparent gaps in the regulatory oversight and the potential for serious
ecological and societal effects, others emphasize the potential benefits of gene
drive applications and encourage further development and continued laboratory
research. Meanwhile, it is apparent that decisions for the release of GDOs must
not be left to risk managers alone but need a broader interdisciplinary stakeholder involvement and possibly an international governance body for the supervision and control of testing and releases of GDOs.
Against this background, the aim of this report is to delineate the potential implications of a potential use of GDOs for the environment, including nature conservation, and to address the uncertainties linked with gene drive applications.
The report also analyses the challenges GDOs will pose to the environmental
risk assessment, the post-release monitoring and the risk management.

1

https://www.iucn.org/theme/science-and-economics/our-work/other-work/synthetic-biology-andbiodiversity-conservation
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2

TECHNICAL REALIZATION AND
CLASSIFICATION

In sexually reproducing organisms, all genomic information underlies the rules
of Mendelian inheritance and evolutionary selection. However, sometimes
spreading of genetic elements into populations independent of selective (dis-)
advantages can be observed. Equal allele segregation can be circumvented by
`greater-than-Mendelian´ or `super-Mendelian´ transmission of a specific genetic element (BURT & TRIVERS 2006). This phenomenon is referred to as gene
drive. Natural gene drives are difficult to study due to the complexity and diverse
mechanisms (homing endonucleases, underdominance). Even for active gene
drives observed in nature, there is often uncertainty about the molecular mechanism behind the drive (e.g. MEDEA).
For a growing number of species, genetic modification has become a standard
procedure in the laboratory. However, genetic modification of wild populations is
hard to achieve because organisms bred in the laboratory are usually outcompeted by their wild relatives. This is even more relevant for traits that reduce the
individual`s fitness. A possible solution is promised by the engineering of artificial or synthetic gene drive systems. Creating synthetic gene drives is challenging, nevertheless various strategies have already been developed (see e.g.
CHAMPER et al. 2016). The general purpose of synthetic gene drives is to enable
a rapid genetic modification of wild organisms by spreading a desired trait
through the whole population. After the initial genetic modification and the release of few gene-drive individuals into the environment, the genetic modification step is shifted from the laboratory into the field and into natural ecosystems.

2.1

Technical realization of gene drive applications

Gene drives cannot be engineered in all types of organisms due to practical and
technical restrictions. For a gene drive to spread, sexual reproduction is a prerequisite and a short generation time is highly favourable. Hence, the main targets of current gene drive research are small, often mobile animals with short
generation times (e.g. insects) (see Chapter 4). With new molecular methods
and tools such as CRISPR/Cas, gene drive research has become more feasible
and has been accelerated. Synthetic gene drives have been shown to be functional in laboratory experiments in a number of species including yeast
(DICARLO et al. 2015), fruit fly (BUCHMAN et al. 2018, GANTZ & BIER 2015a),
mosquito (HAMMOND et al. 2016, GANTZ et al. 2015, W INDBICHLER et al. 2011)
and recently mouse (GRUNWALD et al. 2019).

8
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Synthetic gene drives harness a subset of different molecular mechanisms and
genetic phenomena, sometimes in combination (e.g. OBERHOFER et al. 2019).
2
The most important concepts are :
1. The use of a homing endonuclease gene (HEG), which is able to cut the
DNA at a desired position (BURT 2003). This can e.g. be used to copy and
paste the gene drive onto the homologous chromosome, thereby converting
heterozygotes to homozygotes within a single generation. Another mechanism uses HEGs to cleave an essential gene, while at the same time providing
a rescued version of that gene (OBERHOFER et al. 2019). HEGs still remain
difficult to engineer in the laboratory. With the exploitation of CRISPR/Cas,
which can easily be engineered to function as a HEG, gene drive research
was considerably enhanced (ESVELT et al. 2014).
2. Genetic material which hinders inheritance can favour and drive certain alleles within a population. Naturally occurring gene drives with a biased production of gametes has for example been shown in fruit fly (segregation distorter), flour beetle (MEDEA) or the house mouse (t-haplotype). Such gene
drives can be engineered in the laboratory using different approaches, e.g.
chromosomal rearrangements or toxin/antidote systems (CHEN et al. 2007,
AKBARI et al. 2013).

2.2

Classification of gene drives

Gene drives can be designed to introduce and spread a genetic modification
permanently into a whole population or species. Those gene drives are referred
to as modification drives. The introduced gene changes a desired trait in all individuals of a natural population. Those gene drives and the introduced modification can be designed to persist in the target population unlimited in time and
space, resulting in a replacement of the natural population.
A second strategy introduces gene drives to reduce or even eliminate a population or species. Those gene drives are referred to as suppression drives. The
latter result in a fitness reduction in the overall population or species, eventually
causing it to crash. While a successful eradication of the target population will
also remove the gene drive, including the genetic modification, from the environment, the consequences of the gene drive will remain.
The mechanism of the specific gene-drive application determines its propagation behaviour. Gene drives can be categorized as global, when they potentially
affect all organisms of a species, or local, when they aim to affect only a determined (sub-)population. Different mechanisms were theoretically proposed and
practically used in laboratory experiments to engineer those propagation behaviours. A key property of each gene-drive concept is its ability or inability to be
confined to certain individuals or populations. Intrinsically, local drives involve a
trade-off: In order to remain local, gene drive organisms need to be released at

2

Not considered here is the use of microorganisms (Wolbachia) to skew inheritance rates of
insects (mosquitoes), as biotechnology is solely used to introduce the microorganism into the
insect and not to manipulate the organisms themselves (microorganism or the insect).
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a high initial threshold. The threshold needed for the drive to take effect depends on the mechanism and the molecular construction of the drive as well as
on the characteristics of the target population. Thresholds typically vary between 25% and 60% of organisms that need to carry a gene drive per population. In the case of the eradication of invasive rodents on islands (see Chapter 4),
the implementation of the drive would have to be linked to a massive release of
gene drive rodents. Despite this drawback, threshold-dependent gene drive systems theoretically offer the advantage that the gene drive is less likely to spread
between two populations if the migration between those populations is lower
than the threshold.
Low or no threshold gene drives may become global by being able to spread to
whole populations and migrate between populations (e.g. global `CRISPR´
drive). Intrinsically, a spatial control of threshold independent gene drives is not
possible on the molecular level. Concepts to limit the spread of the gene drive in
time (number of generations) were proposed but have not yet been shown in
practice (e.g. NOBLE et al. 2016). Global gene drives have the potential to affect
all individuals of a given species (or species complex). Conceptually, such gene
drives offer the option to either create an entirely genetically modified species
(global modification drive) or to induce global extinction (global suppression
drive).
The possibility to reverse a gene drive is in practice of great importance because of the potentially high impact GDOs may have on ecosystems and because of the capacity of some gene drives to theoretically spread unlimited in
time and space (intended or unintended). Concepts for reversibility of gene
drives have been theoretically proposed for many gene-drive systems and modelled in some cases. Mechanistically, reversal can be achieved either by `flooding´ the population with wild type individuals or the release of additional, counteracting drives. Both approaches contain significant uncertainties and limitations with possible negative effects on the environment. As synthetic gene drives
have not been tested in the field so far, no data are available that can demonstrate the feasibility of the proposed concepts to reverse gene drives.

10
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3

GENE DRIVE APPLICATIONS – AN OVERVIEW

Since the first proof-of-concept studies have shown the functionality of gene
drives under laboratory conditions (e.g. W INDBICHLER et al. 2011, AKBARI et al.
2013, GANTZ & BIER 2015a, 2015b, HAMMOND et al. 2017), this new technique
was praised as powerful, precise and promising remedy for a range of globally
or locally relevant environmental or human health problems (ESVELT et al. 2014,
NASEM 2016, AAS 2017). Despite their novelty and complexity, GDOs may be
ready for environmental release within the next decade. First releases of GDOs
were projected for mid-2020 (BARTSCH et al. 2017) or even earlier (SCUDELLARI
2019).
Probably the most widely discussed example of a gene drive application aims to
deploy gene drive mosquitoes in order to substantially reduce populations of
malaria-transmitting mosquitoes in sub-Saharan Africa (NAJJAR et al. 2017).
This project is promoted by the research alliance ‘Target Malaria’ and supported
3
by the Bill & Melinda Gates Foundation . By applying a phased approach, genetically modified mosquitoes without gene drive would be tested first. Consid4
ering the commitment of African leadership to eliminate malaria by 2030 , the
current ambition of the Target Malaria alliance to conduct first field releases of
5
gene-drive organisms in 2026 seems to be realistic. Another example of research motivated to solve health issues is the `mice against ticks´ project, which
aims at immunizing the white-footed mice on Nantucket Island, USA, in order to
deplete one specific vector reservoir of the Lyme pathogen (NAJJAR et al. 2017).
Although currently cisgenic mice are being developed, the use of a local gene
drive approach has also been proposed as an option to spread immunized mice
across the island (BUCHTHAL et al. 2018).
Gene drive technology has also been proposed to be used in agricultural breeding, e.g. as a tool to speed up the breeding process of livestock (GONEN et al.
2017). Another target of the gene drive technology is the control of weeds,
pests or pathogens in agriculture (NASEM 2016). In the USA, agricultural producer representatives have already expressed commercial interest in gene
drive applications targeting agricultural pests and have co-funded related research programs (ETC 2018). Experiments have shown the functionality of a
gene drive in the spotted wing fruit flies (Diptera: Drosophila suzukii), an invasive pest from Japan damaging small fruit crops (BUCHMAN et al. 2017). Other
target pests are the Mediterreanean fruit fly (Diptera: Ceratitis capitata), moths
like the cotton leafworm (Lepidoptera: Spodoptera littoralis), aphids, plant hoppers, whiteflies or nematodes (ETC 2018, SCOTT et al. 2018). A different field of
gene drive research aims to develop gene drives to restore herbicide susceptibility in resistant weedy plant species, e.g. horseweed or pigweed (ESVELT et al.
2014, OYE et al. 2014, NASEM 2016, MIN et al. 2018). By this approach, genetic
adaptations in weed populations that provide resistance to herbicides could be
reversed (re-sensitizing drives). Sensitizing drives could also confer vulnerability
3

https://targetmalaria.org/.

4

http://alma2030org.content/african-heads-state-adopt-roadmap-eliminate-malaria-afrika-2030

5

https://www.economist.com/briefing/2018/11/08/the-promise-and-peril-of-gene-drives and
https://www.businessinsider.de/target-malaria-wants-to-end-mosquito-borne-disease-using-genedrives-2019-1?r=US&IR=T
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of a (hitherto non-resistant) weed species to a particular new chemical compound
to be used as novel control strategy. Another approach targets sex-specific
genes for weed population suppression. However, several technical challenges
still have to be solved before gene drives can be applied in plants.
Another, still hypothetical, use of gene drive technology targets pest behaviour
or ecological services in agriculture (ETC 2018). A US company has filed a patent aiming at inserting a switchable optogenetic gene into honey bees by use
of gene drive, thereby allowing farmers to attract the beneficial insects for pollination using an external light source. Alternatively, it has been suggested to deter pest or noxious insects from humans, crops and livestock by changing their
behaviour. Another proposal for agricultural benefit included the release of
GDOs to remove genetic pollution caused by GMOs (ETC 2018). Specifically
designed GDOs could interbreed with GMOs in the wild, thereby restoring the
wild type variety.
The US Defence Advanced Research Projects Agency (DARPA) supports re6
search aiming at the safety and accuracy of genome editing and gene drives
(RUDENKO et al. 2018). These activities triggered concerns about the potential
7
dual use of gene drive applications, in particular regarding potential military use
(ETC 2018). These concerns are further pushed by reports on research by
DARPA on non gene drive-based agricultural genetic technologies aiming at
horizontal environmental genetic alteration agents, such as the dispersal of infectious GM viruses to edit crop chromosomes in situ (REEVES et al. 2018).
The potentially beneficial use of gene drive technology for conservation purposes has also been proposed and is dealt with in Chapter 5.

6

https://www.darpa.mil/program/safe-genes

7

https://www.theguardian.com/science/2017/dec/04/us-military-agency-invests-100m-in-geneticextinction-technologies
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4

GENE DRIVE APPROACHES FOR NATURE
CONSERVATION

As gene-drive applications offer the possibility to modify wild populations, it is
not surprising that some concepts using GDOs aim at benefiting nature conservation. In fact, an increasing number of publications promote the use of gene
drive to achieve protection goals linked to the conservation of species and ecosystems (e.g. JOHNSON et al. 2016, PIAGGIO et al. 2017, RODE et al. 2018,
PHELPS et al. 2019, REDFORD et al. 2019).
The use of GDOs is only one example of synthetic biology targeting nature conservation. Other projects relate to the restoration of species (de-extinction projects), or aim to ease the pressure on wildlife trade with endangered species
(e.g. synthetic rhino horn or alternatives for the amoebocyte lysate from horseshoe crabs). The latter also relate to conservation issues but are out of the
scope of this document.
Despite the large body of publications that emerges in the field of nature conservation and synthetic biology, the present approaches to use gene drive in
nature conservation focus on only few applications. Most of them are related to
the control or the eradication of invasive species (e.g. suppression drives). Few
are concerned with the possibility to drive alleles into natural populations to increase their resilience to stressors such as pathogens (e.g. modification drives).
Given that conventional means to reduce invasive species are non-specific (e.g.
poisons) and labour intensive, controlling invasive species with gene drive is believed to save costs and to be environmentally more benign (CAMPBELL et al.
2015, LEITSCHUH et al. 2018), especially when applied in larger areas (HARVEYSAMUEL et al. 2017). Although most approaches to control invasive species target economic pests, there is a sliding transition from pest management to nature conservation, as some economic pests may also threaten biodiversity and
protected species. Some researchers therefore propagate gene drive as a
means to control (invasive) species harmful for biodiversity. Recent publications
exemplify the broad range of species which may be targeted by gene drive
(NASEM 2016, MORO et al. 2018, DEARDEN et al. 2018). Examples include many
taxa such as starfish, wasps, toads, snakes, possums, rats, foxes or starlings.
Especially in Australia and New Zealand, research Institutions such as CSIRO
analyse whether gene drive approaches can be used as a tool to eliminate in8
vasive fauna and flora, mainly introduced from Europe .
Because confinement, both in space and time, will be a key issue for the practical implementation of the first GDOs released, invasive species on islands are
the most likely candidates for a gene drive application to be put in practice. A
9
prominent example is the `genetic biocontrol of invasive rodents´ supported by
10
conservation organizations , governmental bodies (USDA, CSIRO) as well as
universities (e.g. North Caroline State University). One of the affiliated groups at
the US North Caroline State University is currently developing gene drive mice

8

https://www.csiro.au/

9

https://www.geneticbiocontrol.org/

10

https://www.islandconservation.org/
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using the `daughterless-gene approach´. The gene drive is meant to decrease
invasive mouse populations by use of a meiotic gene drive system, making all
offspring either male or sterile. The conservation goal in this context is to relieve
the pressure caused by rodents on threatened bird populations.
Another gene drive application linked to the protection of bird populations has a
focus on avian malaria. In this project, negative effects of the pathogen on the
bird population of Hawaii are to be countered by suppressing the mosquito vector, which is also invasive on Hawaii. In this case, researchers justify the use of
GDOs by stating that current conservation strategies may be insufficient to protect bird populations, especially at higher elevations (LIAO et al. 2017). Other
ideas aim to manipulate protected species by enhancing their fitness and resilience to stressors. To do so, gene drives could deliver the respective genomic
changes into wild populations. Examples of such research are considerations to
combat the bacterial infection of amphibians with chytrid fungi which are a
worldwide serious threat to amphibians. Other ideas aim to modify dinoflagellates which are associated with corals to lessen the effect of global warming on
coral bleaching.
Apart from projects using gene-drive applications with a clear focus on nature
conservation, a range of gene drive applications may impact nature conservation goals indirectly. Using gene drives as a means to assist pest management
means that wild populations may be modified, reduced or eradicated in a way
and on a scale which is unprecedented. The same argument holds true for the
most prominent project involving gene drive, the `Target Malaria Project´ (see
Chapter 4). Reduction of population size or eradication of a population or species will have consequences for food webs and ecosystems that are difficult to
assess (see Chapter 6). It is therefore important to stress that gene drive technology has the potential to affect nature conservation in both, potentially positive and negative, ways. This is particularly paradoxical in the case of projects
with the intention to embrace GDOs to counter invasive species. On the one
hand, their disappearance from the ecosystem they invaded might substantially
benefit the local conservation efforts. On the other hand, they have a large potential to cause environmental harm if GDOs escape to the geographic regions
where these species are native or have their centre of origin. Any escape of
GDOs from the intended localities into such regions could elicit severe negative
consequences for nature conservation.

14
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5
5.1

ENVIRONMENTAL IMPLICATIONS
Potential risks of gene drive organisms for the
environment

Organisms with gene drives represent a fundamental shift in the way how public
health, agricultural and environmental issues are being addressed and how genetically modified organisms will interact with the environment., In contrast to
classical GMOs, where the spread into the environment and the diffusion of the
genetic modification into wild populations is not intentional, GDO releases are
intended for modification of wild populations. Thereby, GDOs essentially induce
the modification of natural populations after their release into the environment.
By doing so, wild species are genetically modified and exploited to further
spread the genetic construct by inheritance. In addition, up to now crop plants
were protected against pests and pathogens by the use of resistant varieties,
plant protection agents or specific management methods. When applying GDOs,
protective measures are typically intended to affect individuals of the noxious
species also outside the cultivation area of a specific crop plant. In this regard
GDOs represent a fundamental strategy change when compared to environmental releases of GMOs (SIMON et al. 2018).
Gene flow between a GM plant and a wild or weedy relative has so far been
considered an unintended consequence which may result in adverse environmental effects (EFSA 2010, ELLSTRAND et al. 2013). In contrast, with GDOs the
highly accelerated and possibly total and infinite spread of edited genes or novel traits within populations typically is a key feature of the gene drive technology
with profound implications for the targeted wild population as well as the ecosystems in which the organisms are released.
Another important issue is the likelihood of gene flow and hybridisation between
different species or subspecies. If interspecific gene flow and hybridization of
wild species with a gene drive with related species is theoretically possible, then
effects on species other than the target species need to be considered (particularly if the gene drive target site or a similar sequence is present). For example,
gene drive applications have been proposed to suppress or even eradicate disease-transmitting mosquito species (Chapter 4). Interspecific gene flow and hybridization between different mosquito species within the genus Anopheles and
the potential for adaptive gene flow within this genus across the African continent has been highlighted (MILES et al. 2016). Thus, suppression drives have
the potential to eradicate species, also other than the target one.
Suppression drives could also impact food chains and whole ecosystems and
their biodiversity, e.g. by the loss of prey and important food sources for higher
trophic levels. Depending on the specific role of the species targeted by gene
drive technology in a particular ecosystem, predators, prey species, competitors
or even complex ecological functions may be negatively affected.
Releasing GDOs may also have evolutionary consequences that are presently
poorly understood. The introduction of novel mortality factors or selection pressures in a wild population may even have evolutionary consequences on nontarget organisms. The reduction of genetic diversity in the remaining population,
changes in vector biology or in ecological interactions are likely (DAVID et al.
2013). Depending on the specific gene drive mechanism applied and the gene
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drive`s ability to spread within a population, the evolutionary consequences for
the targeted population comprise decreased fitness, population declines and
risk of extinction for a (meta)population or the whole species. Experience with
(insect) species released for the purpose of classical biological pest control has
shown that species used for biocontrol can become invasive, particularly in nonnative environments, with diverse ramifications for the non-target species and
the environment (LOUDA et al. 2003). CRISPR-based gene drives are likely to
be invasive in wild populations with unknown potential for ecological effects
(NOBLE et al. 2018). Other effects may include depletion of the genetic or phenotypic diversity and changes in the mating system of a species (DAVID et al.
2013, BULL 2016). For gene drive applications targeting pathogen-transmitting
vectors such as mosquitoes, evolutionary responses of the pathogens due to
changes in its vector population are considered possible (MEDLOCK et al. 2009).
A prominently discussed effect is the loss of functionality and durability of the
gene drive due to the occurrence of resistance to the gene drive mechanism in
the target population (see also 7.1). Failures of the cell`s repair mechanism during the cut and repair process of the DNA, but also mutations in the genome of
the DNA or of any enzymatic component of the drive mechanism may lead to
molecular resistance to the gene drive (CHAMPER et al. 2017). Behavioural resistance can induce changes in mating, feeding or breeding behaviour in the
wild population, thereby circumventing the spread of the gene drive (MCINNIS et
al. 1996, BULL 2015). The occurrence of molecular resistance has not only been
theoretically explored but also shown in cage experiments and represents a major obstacle in the practical deployment of GDOs (CALLAWAY 2017a, HAMMOND
et al. 2017). In case resistance occurs, the effectiveness of the gene drive
mechanism is not provided, and the aim of the gene drive application will not be
achieved. Although a lack of function of a gene drive may not be considered per
se as an ecological risk, it may entail risks to human health and the environment, e.g. in particular if conventional control strategies have been changed or
halted (MURPHY et al. 2010, DAVID et al. 2013, BULL 2015). A key question in
this regard is how long a gene drive needs to remain functional in order to
achieve the goal of its release and if this can be reliably predicted.

5.2

Challenges for the environmental risk assessment

As GDOs are genetically modified organisms, they will be subject to existing
GMO regulation in the European Union, with risk assessment and post-release
monitoring. Environmental risk assessment (ERA) is a structured process with
the aim to identify risks of a particular stressor to specific protection goals and
to estimate the probability with which anticipated adverse effects are likely to
occur. In the EU, as in many other countries, the ERA is science-based and on
a case-by-case basis. Several guidance documents for the ERA of GMOs are
available, such as for GM plants, GM animals including GM insects as well as
for specific aspects of the ERA (e.g. EFSA 2010, 2011a and 2013). Specifically
for the ERA of GM insects, guidelines have been published by the WHO (WHO
2014). However, as most GMOs today are crop plants, the available guidelines
and experiences do neither reflect the aforementioned fundamental shift from
GMOs to GDOs, nor the shift from crop plants to wild species.
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Compared to classical GMOs, the potential adverse effects of GDOs will certainly differ in magnitude and permanence due to the large scale and long-term
character of the gene drive applications proposed so far. Hence, the quantification of risks to the environment by the application of GDOs may be very difficult.
The inherent characteristics of GDOs - the intentional and long-term, potentially
unlimited, spread and persistence of novel genes and traits in wild populations –
may account for high uncertainty in predictions of the adverse effects and speculative risk estimations (Chapter 7). Delayed and large-scale risks pose new
challenges to the risk assessment as appropriate methodologies are currently
lacking. Also, in many cases the necessary data on the biology, ecology and
population dynamics of target and non-target species will be missing.
Consequently, risk assessment methodologies need to be adapted to the specificities of GDOs with more emphasis put on the assessment of uncertainties
and recognition of knowledge gaps. In principle, current ERA provisions in the
EU allow the identification and estimation of uncertainties and knowledge gaps
(EFSA SCIENTIFIC COMMITTEE 2018). However, in both the EU and in the US, the
adequate consideration of uncertainties in the ERA of GM crops and GM mosquitoes has been questioned (HILBECK et al. 2011, MEGHANI & KUZMA 2018).
Another issue which needs to be addressed is the step-by-step principle or
stepwise approach foreseen for the release of GMO in Europe (EUROPEAN
COMMISSION 2002, EFSA 2010). The principle ensures a phased testing regime,
starting with laboratory tests and some form of physical or ecological confinement before conducting open field trials and environmental releases. The rationale behind this approach is that a GMO shall be gradually released into the
environment, only if its safe use at the previous step can be shown. For GDOs,
such a gradual reduction of containment and increase in environmental release
is, in practice, difficult to achieve, as a single release of a GDO into the environment may spread into the whole population (NOBLE et al. 2018, SIMON et al.
2018). As the outcome of a GDO escape may pose high risks, more research is
needed on how to experimentally test GDOs in a contained environment, both
in space and in time. First proposals for confinement methods for lab experiments and field trials (molecular, ecological, and physical) have been made
(AKBARI et al. 2015, RIVM 2017) but not yet applied. In addition, available risk
mitigation measures are a necessary requirement before first field releases can
be conducted (OYE et al 2014).
National GMO regulations and ERA provisions will not suffice to cover the specific challenges of GDOs for the assessment of environmental and human
health risks. The potential spread and transboundary movement of GDOs
across national borders and their potential impact on different communities
poses novel governance issues, which cannot be covered by current ERA provisions. Ethical and societal considerations need to be addressed even before
GDOs are being developed (Kofler et al. 2018). Last but not least, the question
of the retrievability of a GDO has to be addressed. For classical GMOs, the approval of the release into the environment has to be renewed when the consent
period (usually 10 years) has expired. In case no re-approval is granted, placing
on the market and therefore further environmental release is not allowed. For
classical, non-spreading GMOs this is feasible, while the retrieval of continuously spreading GDOs is hardly possible once release into the environment has
occurred.
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In the European Union, the existing regulatory provisions for GMOs such as Directive 2001/18/EC and its Annexes, Commission Directive (EU) 2018/350, as
well as the Guidance Documents issued by EFSA will be useful as a starting
point to carry out the ERA also for GDOs. However, the potential shortcomings
of currently applied risk assessment requirements for GDOs have to be recognized and a review of current risk assessment provisions with regard to their eligibility for GDOs is envisaged until 2020 (EUROPEAN COMMISSION 2018). Also
outside the EU, controversies about the regulation of GD applications emerge
and challenges for risk assessment requirements also in other countries have
been highlighted (OYE et al 2014, NASEM 2016, AAS 2017, CALLAWAY 2017b,
ECNH 2018). Experience and regulations from other areas, such as the assessment of biocontrol agents or efforts to control invasive species also can provide
valuable information.

5.3

Challenges for the environmental monitoring

The monitoring of environmental effects after release of a GMO into the environment is an important element of the regulatory framework for GMOs in the
EU. Experimental releases as well as the placing on the market of GMOs have
to be accompanied by monitoring measures with the aim to detect effects of the
GMO to human health and the environment, and to facilitate – where required –
early and appropriate mitigation action.
The design of each post-market monitoring should be science-based and closely related to the outcome of the case-by-case ERA. A guidance document for
post-market environmental monitoring (PMEM) is so far only available for GM
plants (EFSA 2011b). Several additional publications contribute to the implementation of an adequate EU-wide PMEM standard of GM plants (e.g. PASCHER et
al. 2010, UMWELTBUNDESAMT 2011, ZÜGHART et al. 2013). Similar to ERA guidance, all these documents neither reflect the specific challenges of monitoring
(effects of) GDOs nor those of wild species.
The current PMEM provisions therefore need to be adapted, further developed
or newly designed to meet the specific requirements of GDOs. Particularly the
ability of GDOs to induce long term, large scale and potentially irreversible
changes in wild populations, natural communities and natural ecosystems calls
for adequate methodologies, monitoring locations and monitoring time frames.
The observation and documentation of the exposure of GDOs to the environment is an important basis for the detection of harmful effects and the derivation
of cause-effect relationships. Therefore surveying the efficacy of the GDOs as
well as their presence and prevalence in wild populations are important tasks of
the PMEM. In addition, PMEM must ensure that potential adverse effects on the
environment are timely detected, in particular if these become only evident in
large-scale applications (DEVOS et al. 2016). Because of the novel features of
GDOs and the potential for long-term environmental harm, sufficient funding for
a long-term PMEM has to be provided.
For GDOs as a public health tool, particularly the epidemiological impact as well
as potential side effects of the application must be constantly monitored, similarly to pharmacovigilance of medicinal products (W HO 2014). In this context, criteria for the acceptability of risks for effects of GDOs on human health and the
environment will be inevitable in order to facilitate decision-making before releasing GDOs into the environment.
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6

CRITICAL UNCERTAINTIES OF GENE DRIVE
ORGANISMS

So far, gene drive applications are mostly theoretical concepts although few applications are in preparation for field releases. Evidence for the functionality of
GDOs is provided largely by proof-of-concept studies with selected organisms
in the laboratory while operational use of GDOs under realistic environmental
conditions is still lacking. Hence, several uncertainties regarding GDOs have to
be highlighted.

6.1

Uncertainty of the evolutionary robustness of the gene
drive mechanism in the environment

The functionality of a specific gene drive approach under realistic environmental
conditions is one of the major question marks framing the discussion on gene
drives and their promises to solve some of the most pressing environmental and
human health issues. The efficacy of gene drive mechanisms has so far only
been demonstrated in laboratory or cage experiments, predominantly with unsatisfactory results (e.g. GRUNWALD et al. 2019). Depending on the targeted
species and the specific drive approach chosen, the synthetic trait has been
spread throughout a target population after 3 to 20 generations under controlled
conditions (GANTZ et al. 2015, HAMMOND et al. 2017, BUCHMAN et al. 2018).
However, GDOs used in experiments so far are usually genetically uniform
strains, which can only be bred in the laboratory. Such strains cannot be fully
compared to wild populations. Wild population are genetically more diverse,
with different genetic backgrounds and variations in their target sequences, as
shown for the Malaria-transmitting species Anopheles gambiae (MILES et al.
2016). Such genetic variability can lower the conversion efficiency of synthetic
CRISPR gene drives and therefore hamper the spread of the intended trait
(DRURY et al. 2016, CHAMPER et al. 2017). In addition, differences in ecological
factors between wild-type organisms and GDOs with regard to dispersal or mating behaviour can affect the success of a gene drive (ECKHOFF et al. 2016). Also
sub-optimal conditions during environmental release with regard to food availability, the presence of competitors, predators, mating conditions and climatic
factors or temporal and spatial connectivity of sub-populations can affect the
transmission rate of the edited gene and consequently the effectiveness of the
GD in situ.
A major constraint of currently developed gene drives is the fast evolution of resistance to the drive, which may hamper the spread of the drive in a population.
Resistance to the drive occurs at the molecular level if the targeted sequence
mutates, either naturally or due to errors in the cell`s DNA repair system during
the copying process, or because of interferences with the CRISPR mechanism
at RNA or protein level (ESVELT et al. 2014, BULL & MALIK 2017). Because of the
high selection pressure, such mutations typically spread fast in the target population. Alternative gene drive architectures, e.g. by targeting multiple genes,
several sites within the gene or targeting highly conserved genes, have been
proposed in order to avoid resistance development (e.g. NOBLE et al. 2017,
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CHAMPER et al. 2018). Another approach is targeting one or multiple sites in
highly conserved vital genes, where mutations are less likely and, if they occur,
very probably lethal to the individual (KYROU et al. 2018). However, these approaches are still mainly theoretical and also require scientific evidence of their
functionality under realistic conditions. Another possibility for evolutionary escape of target organisms from gene drives is based on the behavioural plasticity
of organisms, specifically through altered or non-random mating behaviour of
the targeted species (MCINNIS et al. 1996, DRURY et al. 2016, ZENTNER & W ADE
2017). Evolutionary decay of the gene drive can also be mediated by vector or
parasite resistance to the drive (BULL 2015). Several pathways for GDOs to develop resistance to the GD and to overcome the evolutionary stability of a gene
drive have been theoretically identified (CHAMPER et al. 2017). However, predicting the different escape mechanisms to a specific gene drive approach can
only be achieved through experience (BULL 2015). While failure rates of conventional eradication techniques of invasive species due to resistance are well
known, these are also likely but highly unpredictable for gene drive-based control methods (LEITSCHUH et al. 2018).

6.2

Knowledge gaps in the biology and ecology of wild
species

Gene drive technology allows targeting a broad range of wild organisms from
yeast to mammals. So far, GMOs released into the environment, were mostly
crop species with a long history of use in agriculture, a limited genetic variability
as well as extensive knowledge of their (molecular) biology and environmental
behaviour in a human-controlled agro-environment as the basis for a sciencebased evaluation of potential risks (Chapter 6). In contrast, our knowledge on
the biology, ecology, genome-environment interactions, ecosystem role and
function of wild species in natural environments is incomplete, as it is for general ecosystem functioning and community dynamics. For example in the case
of gene drive applications targeting weed species, polygenic resistance mechanisms are not yet fully understood (NEVE 2018). For mosquitoes, as potential
first target organisms for gene drive, their long-distance dispersal ability high
above ground has been discovered only recently, contrasting previous predictions (LEHMANN et al. 2018). Experience with pest eradication programs such as
the New World screwworm fly has shown that knowledge on the ecological impact of pest species as well as of their eradication is limited and more ecological
knowledge is required before and after population suppression programs (SCOTT
et al. 2018). For the ERA, the modelling of large-scale or long-term effects requires sound scientific data on population and ecological parameters rather
than vague assumptions. Hence, uncertainties and knowledge gaps of basic biological parameters may result in highly speculative risk estimations.
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6.3

Unintended effects at the molecular level with unknown
ramifications for gene-environment interactions

The design of a synthetic gene drive is associated with components that are
novel (e.g. CRISPR/Cas in eukaryotes) and complex (e.g. toxin/antidote systems based on RNAi), all of which need to be thoroughly concerted (Grunwald
et al. 2019). In this context, target specificity of site-specific nucleases is important and genome editing at off-target sites has been reported for many of the
approaches used for GDOs as unintended effects at the molecular level (see
summary in UMWELTBUNDESAMT 2014). Once CRISPR-GDOs have been released, the specific gene drive mechanism will repeatedly be copied into each
new generation. For homing endonucleases, a longstanding history of safe use,
e.g. regarding eukaryotic genome stability, is lacking. This is true for both, the
mechanistic components that ensure super-Mendelian inheritance as well as
the payload gene, taken from a different species, inducing the functional change.
In the long term, off-target effects and unintended effects at the molecular level
may occur with unknown ramifications for the resulting phenotype as well as for
genome-environment interactions. Gene drive mechanisms act by skewing natural inheritance. In order to achieve this, its molecular components are often
acting in the germline, at pivotal and vulnerable stages of development (e.g. during spermatogenesis, gametogenesis) or in early zygotes. Viable deviations of
the intended modification happening in the germline will result in inheritance of
the undesired change. With gene drives, novel complex and synthetic molecular
components are released into the environment and might remain there indefinitely.

6.4

Lack of reliable containment of and reversal methods
for gene drive organisms

One of the major concerns of GDOs is their accidental release from containments and consequent unintended spread in target and non-target populations.
Hence, strategies and safeguards have been suggested to prevent such uncontrolled releases of GDOs, either at the molecular level or by physical or ecological containment, or by a combination of these (AKBARI et al. 2015). Physical and
ecological containment methods aim at restricting GDOs to enclosed environments or to geographical locations where no wild populations of the target organism exist. While there is experience with the physical containment of GM insects as well as respective guidelines for its implementation (BENEDICT et al.
2008, W HO 2014), ecological confinement can be easily overcome if assumptions on ecological conditions turn out to be erroneous, e.g. regarding the dispersal ability of the target organisms or if accidental or deliberate transport of
GDOs into their native environments occurs. Therefore, additional molecular
mitigation strategies have been called for in case GDOs spread into non-target
populations or if other adverse effects become evident. For threshold dependent gene drives, the release of wild-type organisms was proposed to dilute a
gene drive-modified target population, thereby phasing out the gene drive
(AKBARI et al. 2013). For homing endonucleases such as CRISPR/Cas gene
drives, molecular countermeasures for their reversal have been explored that
are also based on gene drive mechanisms (ESVELT et al. 2014). These aim at
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deleting or replacing the original gene drive or rendering wild-type organisms
immune or resistant to the original drive (GANTZ & BIER 2015b, ESVELT et al.
2014, VELLA et al. 2017, MARSHALL & AKBARI 2017). Predictions on the efficacy
of these methods are theoretical and controversial as the success of some of
the proposed methods varies with the underlying assumptions (VELLA et al.
2017). Because the counter gene drive requires time to pervade the population,
the negative environmental effects by the original gene drive cannot be stopped
immediately. Even if the original gene drive can finally be halted and reversed, a
full restoration of the wild type genotype cannot be achieved due to the presence of certain synthetic molecular elements in the target population. Hence the
proposed remediation strategies for unwanted gene drives are still theoretical
and require scientific evidence of their functionality under realistic conditions.
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7
7.1

A BROADER TECHNOLOGY ASSESSMENT
PERSPECTIVE
Legal and conceptual challenges of GDO applications
in nature conservation

Genetic-engineering applications including GDOs in nature conservation pose
conceptual and legal challenges for nature conservation, which add to the high11
ly complex risk assessment . While challenges for the risk assessment of
GDOs are currently discussed on different levels, conceptual and legal challenges are hardly considered at present.
Legal challenges concern the status of originally protected species which have
been genetically modified by genetic engineering. It needs to be clarified for example, if these GMOs keep their status as protected species and – when appli12
cable – their status in CITES , as they are not a wildtype organism of the species to which the protection status has been granted. Also, the status of the
GMO as a potentially invasive species will need to be evaluated, since the genetic modification of wild populations could be classified as non-native in their
native range.
In addition, questions on a conceptual level need to be addressed with great
care. These include the legitimacy and the basic impact of genetic engineering
as a tool in nature conservation. For example, the relation between naturalness
and artificiality needs to be evaluated with respect to nature-conservation concepts. The further genetic engineering proceeds to create artificial organisms,
the greater will be the influence on concepts and ideas of life and nature. The
discussion as to whether genetic engineering is permissible in nature conservation must therefore also focus on the search for a borderline between the evolved
and the increasing mechanisation of organisms and ecosystems. The question
arises as to whether the use of genetic engineering and in particular GDOs in
nature conservation is a critical transgression of this borderline. It has also to be
discussed whether genetic modifications of ecosystems are conceptually compatible with our to-date definitions and understanding of biological diversity.
Challenges on a more concrete level include applications in which protected species are intended to be made resistant to disease by genetic engineering, because natural resistances are not likely to evolve any more. Such applications
reflect a rather static understanding of nature conservation, which has to be
taken into account.
The evaluation of the appropriateness of the use of genetic engineering as a
tool in nature conservation also needs to include a comparison with other potential tools. What are the risks of a GMO-oriented approach to nature conservation that combats the problems symptomatically rather than remedying the
causes? To what extent does the use of genetic engineering compete on a resource level with other means and instruments of nature conservation, and how
should the use of resources be weighted? In the context of AHTEG Synthetic

11

https://www.cbd.int/meetings/SYNBIO-AHTEG-2019-01, page 9
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Biology, the effects of genetic engineering applications in nature conservation
on the cultural practices of Indigenous People and Local Communities (IPLCs)
were discussed. The focus in the discussion was on the potential impact of
GDO on the cultural practice of IPLCs to maintain the balance of nature's elements and to their ability to live in harmony with Mother Nature.
In summary, there are challenges to GDOs application in nature conservation
that need further investigations and evaluations, both on a scientific level and
on a societal normative level. For such an evaluation, instruments of technology
assessment might be helpful and warrant a structure in the discourse.

7.2

A technology assessment perspective

A technology assessment approach could provide instruments to evaluate
GDOs on a broader level. Technology assessment is an interdisciplinary scientific approach that has developed scientific methods and comprehensible criteria
to assess technical applications and to propose possible courses of action. At a
fundamental level, this approach can discuss the prerequisites, consequences
and appropriateness of the technology compared to other means for achieving
environmental and societal goals. On a larger scale, it could include an assessment of the social, economic and cultural impacts that go beyond the risk assessment of GDOs. Technology assessment can help to create a better information base and provide normative orientation. Even if technology assessment
tools are currently available on a general level to evaluate genetic engineering,
the technology assessment concepts and methods will need to be substantiated
and driven forward before being applied to gene drive applications in the context of nature protection.
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CONCLUSIONS

Novel genetic approaches are in the phase of development to address environmental, agricultural and public health issues. Synthetic gene drives represent
one of these approaches and have the power to spread genes, including genes
with negative fitness effects, through a natural population or species.
Although the main focus of gene drive research is on human health (i.e. control
of vector borne diseases) or the management of pests and invasive species,
applications specifically designed for nature conservation are also discussed. Of
all applications for nature conservation proposed so far, the use of suppression
drives to eliminate invasive species on islands have the highest likelihood for
realization. However, all gene drive applications are at a very early stage of research and must overcome many technical and practical problems before being
available for release into the environment.
Because gene drives have the potential to wipe out populations over large areas or even affect whole species and ecosystems, their ecological implications
and environmental risks are likely to be considerable. The present report highlights these risks as well as the critical uncertainties and knowledge gaps, both
in the technology itself and in the data and methods available for the environmental risk assessment and monitoring. Due to the long term character of gene
drive applications, the consideration of these knowledge gaps and uncertainties
is of critical importance to assess the technology.
GDOs differ in many ways from classical GMOs. The potential of these novel
genetic approaches to genetically modify or eradicate wild populations is as yet
unprecedented. The release of GDOs has the ability for an unparalleled temporal and spatial exposure of the environment and severe implications for nature conservation goals. It is therefore crucial to scrutinize and update the environmental risk assessment and the post-release monitoring in order to be fit for
purpose before first environmental releases of GDOs are performed, if gene
drives are to be considered a viable option in the future. Today`s risk assessment tools are not ready and the required knowledge and data are not available
to assess the highly complex risk scenarios and relationships of GDOs with its
environment. Therefore gene drives pose numerous challenges to risk assessment and it is currently unclear whether a robust evaluation of potential risks will
be feasible in the future, especially when considering the precautionary principle.
In principle, gene drive approaches to genetically modify or eradicate wild populations conceptually challenge nature conservation goals. In addition to a sciencebased risk assessment, societal and ethical questions of GDO releases must be
addressed. The pervasive character of gene drives coupled with the aim to
transform or eradicate wild populations and the difficulty to perform field testing
indicate the need for a more comprehensive technology assessment. Such an
assessment must also address ethical questions regarding nature conservation,
e.g. the intention to change the genetic constitution and diversity of wildlife by
means of modern biotechnology.
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ABBREVIATIONS

CBD .................... Convention on Biological Diversity
CISRO ................ Commonwealth Scientific and Industrial Research Organisation
CITES ................. Convention on international trade in endangered species of wild fauna
and flora
GDO ................... gene drive organism
GM ..................... genetically modified
GMO ................... genetically modified organism
HEG ................... homing endonuclease gene
IUCN ................. International Union for Conservation of Nature
EFSA .................. European Food Safety Authority
ERA .................... environmental risk assessment
EU ...................... European Union
MEDEA .............. Maternal Effect Dominant Embryonic Arrest
OECD ................. Organisation for Economic Co-operation and Development
USDA ................. United States Department of Agriculture
WHO .................. World Health Organisation

26

Umweltbundesamt  REP-0705, Vienna 2020

Gene Drive Organisms – Literature

10 LITERATURE
AAS (2017): Synthetic gene drives in Australia: Implications of emerging technologies.
Australian Academy of Sciences. www.science.org.au
AEBI, A. & N. SCHOENENBERGER, N. (2016): Gene transfers into the environment.
University of Neuchatel, Innovabridge, Switzerland.
AKBARI, O. S.; MATZEN, K. D.; MARSHALL, J. M.; HUANG, H.; W ARD, C. M.; HAY, B. A. (2013):
A synthetic gene drive system for local, reversible modification and suppression
of insect populations. Current Biology 23 (8): 671–677.
doi: 10.1016/j.cub.2013.02.059.
AKBARI, O.; BELLEN, H. J.; BIER, E.; BULLOCK, S. L.; BURT, A. et al. (2015): Safeguarding
gene drive experiments in the laboratory. Science 349 (6251): 927–929.
BARTSCH, D. (2017) Challenges for the Regulation of Gene Drive Technology. Organizers
conclusion. Workshop, 20-24 March 2017, Leiden, The Netherlands.
BENEDICT, M.; D`ABBS, P.; DOBSON, S.; GOTTLIEB, M.; HARRINGTON, L. et al. (2008):
Guidance for contained field trials of vector mosquitoes engineered to contain a
gene drive system: recommendations of a Scientific Working Group. Vector-borne
and zoonotic diseases 8 (2): 127. doi: 10.1089/vbz.2007.0273.
BIOTEKNOLOGIRADET (2017): Statement on Gene Drives. Norwegian Biotechnology
Advisory Board. http://www.bioteknologiradet.no/filarkiv/2017/02/Statement-ongene-drives.pdf
BUCHMAN A., MARSHALL J. M., OSTROVSKI D., YANG T., AKBARI O. S. (2018) Synthetically
engineered Medea gene drive system in the worldwide crop pest Drosophila
suzukii. PNAS 115 (18): 4725–4730; doi: 10.1073/pnas.1713139115.
BUCHTHAL, J.; W EISS EVANS, S.; LUNSHOF, J., TELFORD III, S. R.; ESVELT, K. M. (2018): Mice
against ticks: an experimental community-guided effort to prevent tick-borne
disease by altering the shared environment. Phil. Trans. R. Soc. B 374: 20180105.
BULL, J. J. (2015): Evolutionary decay and the prospects for long-term disease
intervention using engineered insect vectors. Evolution, Medicine and Public
Health. doi: 10.1093/emph/eov013.
BULL, J. J. (2016): Lethal gene drive selects inbreeding. bioRxiv, doi: 10.1101/046847.
BULL, J. J. & MALIK, H. S. (2017): The gene drive bubble: new realities. PLoS Genetics 13
(7): e1006850, doi: 10.1371/journal.pgen.1006850.
BURT, A. (2003): Site-specific selfish genes as tools for the control and genetic
engineering of natural populations. Proc. Biol. Sci. 270 (1518): 921–928, doi:
10.1098/rspb.2002.2319.
BURT, A. & TRIVERS, R. (2006): Genes in Conflict: The biology of selfish genetic elements.
Harvard University Press. Cambridge, Massachusetts, London, England.
CALLAWAY, E. (2017a): Gene drives meet the resistance. Nature 542: 15.
CALLAWAY, E. (2017b): US agencies tackle gene drives. Nature 547: 388–389.

Umweltbundesamt  REP-0705, Vienna 2020

27

Gene Drive Organisms – Literature

CAMPBELL, K. J.; BEEK, J.; EASON, C. T.; GLEN, A. S.; GODWIN, J.; GOULD, F.; HOLMES, N. D.;
HOWALD, G. R.; MADDEN, F. M.; PONDER, J. B.; THREADGILL, D. W.; W EGMANN, A. &
BAXTER, G. S. (2015): The next generation of rodent eradications: innovative
technologies and tools to improve species specificity and increase their feasibility
on islands. Biol. Cons. 185: 47–58.
CBD (2018a): Risk Assessment and Risk Management (Articles 15 and 16) Decision
adopted by the Parties to the Cartagena Protocol on Biosafety.
CBD/CP/MOP/DEC/9/13 Conference oft he Parties tot he Convention on
Biological Diversity serving as the Meeting of the Parties to the Cartagena
th
Protocol on Biosafety. 9 Meeting. Sharm El-Sheikh, Egypt, 17-29 November
2018; https://www.cbd.int/decisions/mop/?m=cp-mop-09
CBD (2018b): Synthetic Biology. Decision adopted by the Conference of the Parties to
the convention on biological diversity. CBD/COP/DEC/14/19 Conference of the
th
Parties to the Convention on Biological Diversity, 14 Meeting, Sharm El-Sheikh,
Egypt, 17-29 November 2018; https://www.cbd.int/decisions/cop/?m=cop-14
CHAMPER, J.; BUCHMAN, A. & AKBARI, O. S. (2016) Cheating evolution. Engineering gene
drives to manipulate the fate of wild populations. Nature Rev. Gen. 17 (3):
146–159, doi: 10.1038/nrg.2015.34.
CHAMPER J., REEVES R., OH S. Y., LIU C., LIU J., CLARK A. G., MESSER P. W. (2017): Novel
CRISPR/Cas9 gene drive constructs reveal insights into mechanisms of
resistance allele formation and drive efficiency in genetically diverse populations.
PLoS Genetics 13 (7), doi: 10.1371/journal.pgen.1006796.
CHAMPER, J.; LIU, J.; OH, S. Y.; REEVES, R.; LUTHRA, A.; OAKES, N.; CLARK, A. G. & MESSER,
P. W. (2018): Reducing resistance allele formation in CRISPR gene drive. PNAS,
https://doi.org/10.1073/pnas.1720354115
CHEN, C.-H.; HUANG, H.; W ARD, C. M.; SU, J. T.; SCHAEFFER, L. V.; GUO, M. & HAY, B. A.
(2007): A synthetic maternal-effect selfish genetic element drives population
replacement in Drosophila. Science 316 (5824): 597–600. doi: 10.1126/science.
DAVID, A. S.; KASER, J. M.; MOREY, A. C.; ROTH, A. M. & ANDOW , D. A. (2013): Release of
genetically engineered insects: a framework to identify potential ecological
effects. Ecology and Evolution 3 (11): 4000–4015.
DEARDEN, P. K.; GEMMELL, N. J.; MERCIER, O. R.; LESTER, P. J.; SCOTT, M. J.; NEWCOMB, R.
D.; BUCKLEY, T. R.; JACOBS, J. M. E.; GOLDSON, S. G. & PENMAN, D. R. (2018): The
potential for the use of gene drives for pest control in New Zealand: a
perspective. Journal of the Royal Society of New Zealand 48 (4), 225–244.
DEVOS, Y.; GAUGITSCH, H.; GRAY, A.; MALTBY, L.; MARTIN, J. et al. (2016): Advancing
environmental risk assessment of regulated products under EFSA`s remit. EFSA
Journal 14 (S1), doi: 10.2903/j.efsa.2016.s0508.
DICARLO, J. E.; CHAVEZ, A.; DIETZ, S. L.; ESVELT, K. M.; CHURCH, G. M. (2015):
Safeguarding CRISPR-Cas9 gene drives in yeast. Nature Biotechnology 33 (12):
1250–1255, doi: 10.1038/nbt.3412.
DRURY, D. W.; SINIARD, D. J.; ZENTNER, G. E. & W ADE, M. J. (2016): CRISPR/Cas9 gene
drives in genetically variable and non-randomly mating wild populations. bioRxiv,
doi: 10.1101/071670.

28

Umweltbundesamt  REP-0705, Vienna 2020

Gene Drive Organisms – Literature

ECKHOFF, P. A.; W ENGER, E. A.; GODFRAY, H. C. J. & BURT, A. (2016): Impact of mosquito
gene drive on malaria elimination in a computational model with explicit spatial
and temporal dynamics. PNAS,doi: 10.1073/pnas.1611064114.
EFSA (2010): Guidance on the environmental risk assessment of genetically modified
plants. EFSA Journal 8 (11): 1879.
EFSA (2011a): Guidance on selection of comparators for the risk assessment of
genetically modified plants and derived food and feed. EFSA Journal 9 (5): 2149.
EFSA (2011b): Guidance on the Post-Market Environmental Monitoring (PMEM) of
genetically modified plants. EFSA Journal 9 (8): 2316.
EFSA (2013): Guidance on the environmental risk assessment of genetically modified
animals. EFSA Journal 11 (5): 3200.
EFSA (2018): EFSA opinion on genetically modified organisms engineered with gene
drives (gene drive modified organisms) and their implications for risk assessment
methodologies. Mandate No. M-2018-0138;
http://registerofquestions.efsa.europa.eu
EFSA SCIENTIFIC COMMITTEE (2018): Guidance on Uncertainty Analysis in Scientific
Assessments. EFSA Journal 16 (1): 5123;
https://doi.org/10.2903/j.efsa.2018.5123
ECNH (2018): Gene Drives – Ethical considerations on the use of gene drives in the
environment. Federal Ethics Committee on Non-Human Biotechnology ECNH.
https://www.ekah.admin.ch/
ELLSTRAND, N. C.; MEIRMANS, P.; RONG, J.; BARTSCH, D.; GOSH, A.; DE JONG, T. J.; HACCOU,
P.; LU, B.-R.; SNOW, A. A.; STEWARD JR., C.N.; STRASBURG, J. L.; VAN TIENDEREN, P.
H.; VRIELING, K. & HOOFTMANN, D. (2013): Introgression of crop alleles into wild or
weedy populations. Annual Review of Ecology, Evolution and Systematics 44:
325–345.
ESVELT, K. M.; SMIDLER, A. L.; CATTERUCCIA, F. & CHURCH, G. M. (2014): Concerning RNAguided gene drives for the alteration of wild populations. eLife,
doi: 10.7554/eLife.03401.
ETC (2018): Forcing the farm. How gene drive organisms could entrench industrial
agriculture and threaten food sovereignty. www.etcgroup.org
EUROPEAN COMMISSION (2002): Commission Decision of 24 July 2002 establishing
guidance notes supplementing Annex II to Directive 2001/18/EC of the European
Parliament and of the Council on the deliberate release into the environment of
genetically modified organisms and repealing Council Directive 90/220/EEC.
Official Journal L 106; 2002/623/EC.
EUROPEAN COMMISSION (2017): New Techniques in Agricultural Biotechnology.
Explanatory Note 02. Directorate-General for Research and Innovation, Scientific
Advice Mechanism (SAM).
EUROPEAN COMMISSION (2018): Request for an EFSA opinion on genetically modified
organisms engineered with gene drives (gene drive modified organisms) and their
implications for risk assessment methodologies. Directorate-General for Health
and Food Safety. SANTE/E3/IC/gk (2018)3162633.

Umweltbundesamt  REP-0705, Vienna 2020

29

Gene Drive Organisms – Literature

GANTZ, V. M. & BIER, E. (2015a): The mutagenic chain reaction: A method for converting
heterozygous to homozygous mutations. Science 348 (6233): 442-444, doi:
10.1126/science.aaa5945.
GANTZ, V. M. & BIER, E. (2015b): The dawn of active genetics. BioEssays. Doi:
10.1002/bies.201500102.
GANTZ, V. M.; JASINSKIENE, N.; TATARENKOVA, O.; FAZEKAS, A.; MACIAS, V. M.; BIER, E. &
JAMES, A. A. (2015): Highly efficient Cas9-mediated gene drive for population
modification of the malaria vector mosquito Anopheles stephensi. PNAS 112 (49),
E6736-43. Doi: 10.1073/pnas.1521077112.
GONEN, S.; JENKO, J.; GORJANC, G.; MILEHAM, A. J.; W HITELAW, C. B. A. & HICKEY, J. M.
(2017): Potential of gene drives with genome editing to increase genetic gain in
livestock breeding programs. Genetics Selection Evolution 49:3.
GRUNWALD, H. A.; GANTZ, V. M.; POPLAWSKI, G.; XU, X. S.; BIER, E. & COOPER, K. L. (2019):
Super-Mendelian inheritance mediated by CRISPR-Cas9 in the female mouse
germline. Nature, doi: 10.1038/s41586-019-0875-2.
HAMMOND, A.; GALIZI, R.; KYROU, K.; SIMONI, A.; SINISCALCHI, C.; KATSANOS, D. et al. (2016):
A CRISPR-Cas9 gene drive system targeting female reproduction in the malaria
mosquito vector Anopheles gambiae. Nature Biotechnology 34 (1): 78–83, doi:
10.1038/nbt.3439.
HAMMOND, A.; KYROU, K.; BRUTTINI, M.; NORTH, A.; GALIZI, R.; KARLSSON, X.; CARPI; F. M.;
D`AURIZIO, R.; CRISANTI, A. & NOLAN, T. (2017): The creation and selection of
mutations resistant to a gene drive over multiple generations in the malaria
mosquito. bioRxiv. doi: 10.1101/149005.
HARVEY-SAMUEL, T.; ANT, T. & ALPHEY, L. (2017): Towards the genetic control of invasive
species. Biological invasions 19 (6): 1683–1703.
HCB (2017): Scientific opinion in response to the referral of 12 October 2015 concerning
use of genetically modified mosquitoes for vector control. Haute Conseil des
Biotechnologies. http://www.hautconseildesbiotechnologies.fr/en
HILBECK, A.; MEIER, M.; RÖMBKE, J.; JÄNSCH, S.; TEICHMANN, H. & TAPPESER, B. (2011):
Environmental risk assessment of genetically modified plants - concepts and
controversies. Environmental Sciences Europe:23:13.
JOHNSON, J. A.; ALTWEGG, R.; EVANS, D. M.; EWEN, J. G.; GORDON, I. J.; PETTORELLI, N. &
YOUNG, J. K. (2016): Is there a future for genome-editing technologies in
conservation? Animal Conservation, 19 (2), 97–101.
KOFLER, N.; COLLINS, J. P.; KUZMA, J.; MARRIS, E.; ESVELT, K. et al. (2018): Editing nature:
local roots of global governance. Science 362 (6414) 527–529.
KYROU, K.; HAMMOND, A. M.; GALIZI, R.; KRANJC, N.; BURT, A.; BEAGHTON, A. K.; NOLAN, T. &
CRISANTI, A. (2018): A CRISPR-Cas9 gene drive targeting doublesex causes
complete population suppression in cages Anopheles gambiae mosquitoes.
Nature Biotechnology, doi:10.1038/nbt.4245.
LEHMANN, T. et al. (2018): Wind-borne migration of mosquitoes and pathogens. Potential
for bio-surveillance. ESA, ESC and ESBC joint annual meeting, Vancouver,
November 14, 2018 www.sciencenews.org/article/mosquitoes-winds-africa-sahelmalaria

30

Umweltbundesamt  REP-0705, Vienna 2020

Gene Drive Organisms – Literature

LEITSCHUH, C. M.; KANAVY, D.; BACKUS, G. A.; VALDEZ, R. X.; SERR, M. et al. (2018):
Developing gene drive technologies to eradicate invasive rodents from islands.
Journal of Responsible Innovation 5 (S1): 121-138. doi:
10.1080/23299460.2017.1365232.
LIAO, W.; ATKINSON, C. T.; LAPOINTE, D. A. & SAMUEL, M. D. (2017): Mitigating Future Avian
Malaria Threats to Hawaiian Forest Birds from Climate Change. PloS one, 12 (1),
e0168880.
LOUDA, S. M.; PEMBERTON, R. W.; JOHNSON, M. T. & FOLLETT, P. A. (2003): Nontarget
effects – The Achilles`heel of biological control? Retrospective analyses to reduce
risk associated with biocontrol introductions. Ann. Rev. Entomol 48: 365-396.
MARSHALL, J. M. & AKBARI, O. S. (2017): Can CRISPR-based gene drive be confined in
the wild? A question for molecular and population biology. bioRxiv,
doi: 10.1101/173914.
MCINNIS, D. O.; LANCE, D. R. & JACKSON, C. G. (1996): Behavioral resistance to the sterile
insect technique by Mediterranean fruit fly (Diptera: Tephritidae) in Hawaii. Annals
of the Entomological Society of America 89: 739–744.
MEDLOCK, J.; LUZ, P. M.; STRUCHINER, C. J. & GALVANI, A. P. (2009): The impact of
transgenic mosquitoes on dengue virulence to humans and mosquitoes.
American Naturalist 174 (4) 565–577.
MEGHANI, Z. & KUZMA, J. (2018): Regulating animals with gene drive systems: lessons
from the regulatory assessment of a genetically engineered mosquito. Journal of
Responsible Innovation 5 (S1): 203–222.
MILES, A.; LAWNICZAK, M. K. N.; DONNELLY, M. & KWIATKOWSKI, D. (2016): Natural diversity
of the malaria vector Anopheles gambiae. bioRxiv, doi: 10.1101/096289.
MIN, J.; SMIDLER, A. L.; NAJJAR, D.; ESVELT, K. M. (2018): Harnessing gene drive. Journal
of Responsible Innovation 5 (Sup1): 40-65, doi:10.1080/23299460.2017.1415586.
MORO, D.; BYRNE, M., KENNEDY, M.; CAMPBELL, S. &TIZARD, M. (2018): Identifying
knowledge gaps for gene drive research to control invasive animal species: The
next CRISPR step. Global Ecology and Conservation 13 (2018) e00363.
MURPHY, B.; JANSEN, C.; MURRAY, J. & DE BARRO, P. (2010): Risk analysis on the
Australian release of Aedes aegypti (L.) (Diptera: Culicidae) containing
Wolbachia. www.cisro.au
NAJJAR, D. A.; NORMANDIN, A. M.; STRAIT, E. A. & ESVELT, K. M. (2017): Driving towards
ecotechnologies. Pathogens and Global Health 111 (8) 448-458, doi:
10.1080/20477724.2018.1452844.
NASEM (2016): Gene Drives on the Horizon: Advancing Science, Navigating Uncertainty,
and Aligning Research with Public Values. National Academy of Sciences,
Engineering and Medicine, Washington DC. doi: 10.17226/23405.
NEVE, P. (2018): Gene drive systems: do they have a place in agricultural weed
management? Pest Management Science, doi 10.1002/ps.5137.
NOBLE, C.; MIN, J.; OLEJARZ, J.; BUCHTHAL, J.; CHAVEZ, A.; SMIDLER, A. L. et al. (2016):
Daisy-chain gene drives for the alteration of local populations. PNAS 116 (17):
8275-8282; https://doi.org/10.1073/pnas.1716358116
NOBLE, C.; OLEJARZ, J.; ESVELT, K. M.; CHURCH, G. M. & NOWAK, M. A. (2017): Evolutionary
dynamics of CRISPR gene drives. Science Advances 3: e1601964.

Umweltbundesamt  REP-0705, Vienna 2020

31

Gene Drive Organisms – Literature

NOBLE, C.; ADLAM, B.; CHURCH, G. M.; ESVELT, K. M. & NOWAK, M. A. (2018): Current
CRISPR gene drive systems are likely to be highly invasive in wild populations.
eLife 2018;7:e33423. doi: https://doi.org/10.7554/eLife.33423
OBERHOFER, G.; IVY, T. & HAY, B. A. (2019): Cleave and Rescue, a novel selfish genetic
element and general strategy for gene drive. PNAS 116 (13): 6250–6259.
OECD (2018): Consensus Document on the Biology of Mosquito Aedes aegypti. Series
on Harmonisation of Regulatory Oversight in Biotechnology No. 65.
ENV/JM/MONO(2018)23. www.oecd.org
OYE, K. A.; ESVELT, K.; APPLETON, E.; CATTERUCCIA, F.; CHURCH, G. M.; KUIKEN, T.;
LIGHTFOOT, S. B.Y.; MCNAMARA, J.; SMIDLER, A. L. & COLLINS, J. P. (2014):
Regulating gene drives. Sciencexpress, doi: 10.1126/science.1254287.
PASCHER, K.; MOSER, D.; DULLINGER, S.; SACHSLEHNER, L.; GROS, P.; SAUBERER, N.;
TRAXLER, A. & FRANK, T. (2010): Biodiversität in österreichischen
Ackerbaugebieten im Hinblick auf die Freisetzung und den Anbau von
gentechnisch veränderten Kulturpflanzen, Federal Ministry for Health, Vienna.
PHELPS, M. P.; SEEB, L. W. & SEEB, J. E. (2019): Transforming ecology and conservation
biology through genome editing. Conservation Biology.
https://doi.org/10.1111/cobi.13292
REDFORD, K. H.; BROOKS, T. M.; MACFARLANE, N. B. W. & ADAMS, J.S. (2019): Genetic
frontiers for conservation: an assessment of synthetic biology and biodiversity
conservation: technical assessment. IUCN, International Union for Conservation
of Nature. doi: 10.2305/IUCN.CH.2019.05.en;
https://portals.iucn.org/library/sites/library/files/documents/2019-012-En.pdf
REEVES, R. G.; VOENEKY, S.; CAETANO-ANOLLÉS, D.; BECK, F. & BOETE, C. (2018):
Agricultural research, or a new bioweapon system. Science 362 (6410): 35–37.
PIAGGIO, A. J.; SEGELBACHER, G.; SEDDON, P. J.; ALPHEY, L.; BENNETT, E. L.; CARLSON,
R. H.; FRIEDMAN, R. M.; KANAVY, D.; PHELAN, R.; REDFORD, K. H.; ROSALES, M.;
SLOBODIAN, L. & W HEELER, K. (2017): Is It Time for Synthetic Biodiversity
Conservation? Trends in Ecology & Evolution, 32 (2), 97–107.
RIVM (2016): Gene Drives. Policy Report. RIVM Letter report 2016-0023. National
Institute of Public Health and the Environment, The Netherlands. www.rivm.nl/en
RIVM (2017): Contained use of gene drive technology. National Institute for Public Health.
th
January 20 2017, Utrecht, The Netherlands. www.rivm.nl/en
RIVM (2018): Risk assessment method for activities involving organisms with a gene
drive under contained use. RIVM Letter report 2018-0090. National Institute of
Public Health and the Environment, The Netherlands. www.rivm.nl/en
RODE, N. O.; ESTOUP, A.; BOURGUET, D.; COURTIER-ORGOGOZO, V. & DEBARRE, F. (2018):
Population management using gene drive: molecular design, spread dynamics
modelling and assessment of ecological risks
https://zenodo.org/record/2566978#.XRMp9mfV5aQ
RUDENKO, L.; PALMER, M. J. & OYE, K. (2018): Considerations for the governance of gene
drive organisms. Pathogens and Global Health.
https://doi.org/10.1080/20477724.2018.1478776

32

Umweltbundesamt  REP-0705, Vienna 2020

Gene Drive Organisms – Literature

SC NAT (2017): Gene Drives – eine Technik für die Manipulation wilder Populationen.
Zusammenfassung einer Tagung der Foren Genforschung und Biodiversität vom
18. September 2017 in Ittigen b. Bern. Swiss Academy of Sciences.
www.scnat.ch
SCOTT, M. J.; GOULD, F.; LORNZEN, M.; GRUBBS, N.; EDWARDS, O. & O`BROCHTA, D. (2018):
Agricultural production: assessment of the potential use of Cas9-mediated gene
drive systems for agricultural pest control. Journal of Responsible Innovation 5
(S1): 98–120.
SCUDELLARI, M. (2019): Self-destructing mosquitoes and sterilized rodents: the promise of
gene drives. Nature 571: 160–162. doi: 10.1038/d41586-019-02087-5.
SIMON, S.; OTTO, M. & ENGELHARD, M. (2018): Synthetic Gene Drive: between continuity
and novelty. EMBO reports 19:e45760.
UMWELTBUNDESAMT (2011): Monitoring genetically modified organisms. A joint policy
paper by BfN (Germany), FOEN (Switzerland) and Umweltbundesamt (Austria).
Reports, REP-0305. Umweltbundesamt. Vienna. www.umweltbundesamt.at
UMWELTBUNDESAMT (2014): Eckerstorfer M., Miklau M., Gaugitsch H.: New plant breeding
techniques and risks associated with their application. Reports REP-0477, pp 90.
Umweltbundesamt Vienna.
VELLA, M. R.; GUNNING, C. E.; LOYD, A. L. & GOULD, F. (2017): Evaluating strategies for
reversing CRISPR-Cas9 gene drives. bioRxiv. 10.1101/144097.
WHO (2014): The Guidance Framework for testing genetically modified mosquitoes.
Programme for Research and Training in Tropical diseases. www.who.int
W INDBICHLER, N.; MENICHELLI, M.; PAPATHANOS, P. A.; THYME, S. B.; LI, H.; ULGE, U. Y.;
HOVDE, B. T.; BAKER, D.; MONNAT JR., R. J.; BURT, A. & CRISANTI, A. (2011): A
synthetic homing endonuclease-based gene drive system in the human malaria
mosquito. Nature 473 (7346): 212-215.
ZENTNER, G. E. & W ADE, M. J. (2017): The promise and peril of CRISPR gene drives.
Bioessays 39: 1700109.
ZKBS (2016): Stellungnahme der ZKBS zur Einstufung von gentechnischen Arbeiten zur
Herstellung und Verwendung von höheren Organismen mit rekombinanten GeneDrive-Systemen. Zentrale Kommission für die Biologische Sicherheit .
www.bvl.bund.de
ZÜGHART, W.; BEISMANN, H. & SCHRÖDER, W. (2013): Tools for a scientifically rigorous and
efficient monitoring of genetically modified organisms (GMOs) – VDI Guidelines to
ensure high quality of GMO-monitoring data. BioRisk 8: 3–13;
doi: 10.3897/biorisk.8.4036.

Umweltbundesamt  REP-0705, Vienna 2020

33

ENVIRONMENT
AGENCY AUSTRIA

umweltbundesamt
Umweltbundesamt GmbH
Spittelauer Lände 5
1090 Vienna/Austria
Tel.: +43-(0)1-313 04
Fax: +43-(0)1-313 04/5400
office@umweltbundesamt.at
www.umweltbundesamt.at

Recent advances in biotechnology aim at the genetic modification of wild
living populations. Some potential applications consider self-propagating
genetic elements to generate gene drive organisms (GDOs), also for nature
conservation. Due to the potential of GDOs to spread spatially and
temporally unlimited, impacts on the environment and ecosystems may
be irreversible and are difficult to predict.
This technical report summarizes the status of gene drive applications
currently discussed in the scientific literature. It outlines their potential
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