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software tools. This study summaries some approaches to Fig 1. Chromatogram of 22 PFAS analyzed on LC-Q/TOF Fig 2. Low level EICs and calibration curves for PFBA, PFOS and PFOA

screen and identify new and emerging PFAS on an LC-Q/TOF
instrument without the need for every analytical standard.

Screening Strategies for PFAS

Using Libraries & Databases Increasing scope with Metabolite and Transformation Products Identification of 6:2 FTS in a wastewater effluent sample
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Retention Time Prediction for Increased Confidence Identifying Homologous series using Repeating Units & Kendrick Mass Defect
Adding retention time information is another Many PFAS are separated by a —CF, unit and this is a critical tool in identifying
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