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1. Overview

- To develop high-throughput monitoring method of fatty acid metabolites
including eicosanoids.

4. Results
4-1. Method development

* Previously we have reported a MRM method consisted of 326 MRM
transitions for 196 targets including eicosanoids, other fatty acid metabolites
and 18 deuterium labeled analogs for internal standards, ISTD (ASMS 2019).
The method enabled us to quantitatively detect 109 targets in the serum from

4-2. Micro-sampling and SPE treatment

« MSW? is a unique device for micro-sampling plasma from whole blood (Figure
3). Here we used this device for correcting exact amount 5.6 yL of plasma and
serum. Fatty acids extraction was as follows; 5.6 yL of human plasma or serum
was mixed with 300 yL methanol including 0.1% formic acid and 10 uL of 18
internal standards and vortexed for 5 minutes. After centrifuged, supernatant

4-4. Human plasma profiling

* Over 50 targets were detected from 5.6 yL of human plasma including major
arachidonic acid metabolites such as 5-, 8-, 11-, 12- and 15-HETEs. LC/MS
analysis was triplicated. Peak height ratio (target/corresponding internal
standard) and analytical reproducibility of the 36 targets were listed in Table 2.

- LC/MS system equipped with ultra fast triple quadrupole mass
spectrometer LCMS-8060 and Nexera™ LC-40 series was used.

- 200 MRM transitions were set in 10 minutes’ chromatography. Over 30 Table 2 36 targets detected in 5.6 L of human plasma.
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spectrometer LCMS-8060 (ShimadZU Corporation) was used. A Shim- Figure 2 Overlaid MRM chromatoarams. Internal standard mixture of 18 EA AEA 10,143 9279 12,068 111 8,512 7872 10461 123 7,977 9,225 9532 75 103 M. Yamada, T. Nakamura, A. Murata and T. Hattori, MP-546, 67th ASMS (2019)
. g g - LA 13-HODE 29,649 38,642 33,445 10.9 28,785 41,983 31,699 16.6 40,794 38,265 35,807 5.3 10.9 . .
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and 1 msec. for a MRM transition, respectively.

were inset in figures.
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