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www.nextprot.org is the SIB database on human 
proteins

http://www.nextprot.org/


www.nextprot.org collects and represents knowledge on human proteins at 

genomic, transcriptomic and proteomic levels.

http://www.nextprot.org/


Access to neXtProt data and tools 

https://api.nextprot.org/sparql
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FINDABLE ACCESSIBLE

INTEROPERABLE REUSABLE



neXtProt in numbers



neXtProt website

Each protein entry has multiple views



• Which MS/MS peptides from my protein have been found ?

• Which PTM?

Proteomics view



✓ Where is this protein expressed, at mRNA and protein levels?

Expression view

Expression information is integrated from Bgee (MicroArray and 
EST) and from HPA (IHC protein and RNA-seq) 



✓ Is this particular variant externally accessible or internal to the structure? 

Structure view



Searching for information in neXtProt



neXtProt SPARQL for beginners



www.nextprot.org RDF data model

Isoform-centric

Full traceability

A wide variety of experimental and 
predicted annotations

Extensive use of CV

http://www.nextprot.org/


Advanced search (SPARQL) interface 1/2

Retrieves lists of entries with associated information



Advanced search (SPARQL) interface 2/2

>140 pre-made queries available



SNORQL interface https://snorql.nextprot.org

Retrieves any data as a table

>170 pre-made queries available

https://snorql.nextprot.org/


A detailed help on neXtProt RDF entities is available



New

www.nextprot.org does not contain everything….

✓ MS-data
✓ Antibody-based data
✓ RNA-seq data
✓ PTMs
✓ Variants (genomic and somatic)
✓ PPIs
✓ Functional annotations

o Phylogenetic information
o Data on model organisms
o Pharmacology data
o Toxicology data
o Clinical proteogenomic data
o Structural data
o Protein interactions with pathogens
o …

http://www.nextprot.org/


Going further with federated queries 

And soon to come…



Federating neXtProt and WikiPathways



Retrieving proteins involved in pathways of interest, 
and their properties

Example: 106 entries associated with pathways named “nano…” (according to 
Wikipathways), and their associated subcellular location (GOLD according to neXtProt)



Federating neXtProt, Wikipathways and DrugBank

169 proteins are part of “cancer pathways” and “druggable” according to DrugBank
(35 are known targets of anti-neoplastic agents)



Going further and filling gaps

• Annotating toxicology data?

Examples: proteins that bind nanoparticles? Proteins that are differentially 
expressed upon nanoparticle exposure? 

• Federating with other SPARQL endpoints from OpenRisknet?

• Other ideas?

Happy to discuss use cases and possible applications with you!



The current neXtprot team @ SIB - Geneva

Directors

Amos Bairoch, Lydie Lane

Biocurator

Paula Duek

Developers

Pierre-André Michel, Alain Gateau, Valentine Rech de Laval, 

Kasun Samarasinghe, Mathieu Schaeffer (PhD student)

Quality assurance

Monique Zahn

Contact: support@nextprot.org

Web: https://www.nextprot.org/
Twitter: @neXtProt_news
ResearchGate: neXtProt project

mailto:support@nextprot.org


A one-day tutorial on 9 independent SPARQL endpoints 
hosted by the SIB, including neXtProt, UniProt , GlyConnect, 
Rhea, OrthoDB, OMA and Bgee



www.sib.swiss

Thank you!

E-mail: lydie.lane@sib.swiss


