Supplemental Table 1. Target Sequences of siRNAs.


[image: image1.emf]siRNA Name Target Sequence (5' to 3 ')

ARNTL-1 CAGGTTATCCATATTCTGATA

ARNTL-2 CAGAAGCAAACTACAAACCAA

ARNTL-3 CAGGGTGAAATCTATGGAATA

ARNTL-4 CAACTAATTGCTATAAATTTA

ARNTL-5 CCAGGAAATTAGATAAACTTA

ARNTL2 - 1

TTGGAAGATTACAGCCATATA

ARNTL2 - 2

CAGGCTAGTTTGACTGGACAA

ARNTL2 - 3

CCAAATATTGTTGGAATGGAA

ARNTL2 - 4

CAGGAGTATGTCAAATAAGGA

ARNTL2 - 5

CACGTGTGTATTCTGGCTCAA

CLOCK-1 TACAAATAATTTAGAAATAAA

CLOCK-2 TACAATTACTTTGAACATTAA

CLOCK-3 AAGGCAAATCATGTTATTATA

CLOCK-4 TAGGAAATTTCAAATCTTTAA

CLOCK-5 TACAAGTTACATACATTTAAA

CRY1-1 GAGGATCTTGATGCCAATCTA

CRY1-2 ACAAATTGATATTCTGATATA

CRY1-3 TCCCTTTATGGGCAACTGTTA

CRY1-4 CCGGTTCTCCTCGGTGACTCA

CRY1-5 AAGGAATGGAACATTACTAAA

CRY2-1 CCGGCTTAACATTGAACGAAT

CRY2-2 GAGGCCATAGACAGATCTAAA

CRY2-3 AAGGACGACGGTGGCCAACTA

CRY2-4 CCGATGGAGGTTCCTACTTCA

CRY2-5 CCGCTTGACCTTTGAATATGA

CSNK1A1L - 1

AAGCGTGAATGAGGAACAGAA

CSNK1A1L - 2

AAGGTTGTAAATGCTTATGAT

CSNK1A1L - 3

ATCTTTAGAATTCCACATTAA

CSNK1A1L - 4

CAGACAGGCAAGCAAACTGAA

CSNK1A1L - 5

AGGACTAAAGGCTATGACAAA

CSNK1D - 1 AACACGCACCTTGGAATTGAA

CSNK1D - 2 CAGAGAGAGAATTGCAGAGAA

CSNK1D - 3 ACCAATCTTCTACTTGGTTAA

CSNK1D - 4 CTCCAGGAAATTCAGCCTCAA

CSNK1D - 5 CCGGTCTAGGATCGAAATGTT

CSNK1E - 1 CTGGCTCTGAGTTATAAATTA

CSNK1E - 2 CCCGTTCTCCTGTGTCTACTA

CSNK1E - 3 GAGCTTTATCGTGGTTGTTAA




[image: image2.emf]CSNK1E - 4 TCCCTCCGAATTCTCAACATA

CSNK1E - 5 CCGGGAGAGGAAGGTGAGTAT

NPAS2 - 1 AAGGCATAGCTTGGAATGGAA

NPAS2 - 2 TCGGGACACAATCAGCTTTAA

NPAS2 - 3 CACAATGAAGTCTCAGCGCAA

NPAS2 - 4 CAGGACGGGACGGCAAGTCAA

NPAS2 - 5 CACACACTCGGTGGTCAGTTA

NR1D1 - 1 CAGCAGAACATCCAGTACAAA

NR1D1 - 2 CAGCGTCATAACGAGGCCCTA

NR1D1 - 3 CACAGGTGGCGTCATCACCTA

NR1D1 - 4 CCGGCAGGGCAACTCAAAGAA

NR1D1 - 5 CTCCGTTGCCTCAACGTCCAA

NR1D2 - 1 CTCCCTGTGGTTATCAATATA

NR1D2 - 2 CAGCATCTGTTTATGGTATTA

NR1D2 - 3 TCGCATCATTATTTGATGCAA

NR1D2 - 4 ATCGAATAGATTGTTCTATGA

NR1D2 - 5 TTGCCAGATCTTCGATCTTTA

PER1-1 CCCGCTCGCCCTGGCCAATAA

PER1-2 CCCGGACTCTCCACTGTTCAA

PER1-3 CAGGGACTTTACCCAGGAGAA

PER1-4 CAGGTGCAGGCCAACCAGGAA

PER1-5 CTCCATGGACATGTCCACCTA

PER2-1 CTCCCACAATTTGTTTGTGAA

PER2-2 CAGCGAAGTGTCGGACACCAA

PER2-3 CAGCGCTAAGGTCCAGTGATA

PER2-4 ATAGGTGTTCATCTAAGGTTA

PER2-5 CACGTCAAGCGGCCTCCTAAA

PER3-1 CAGGACCTGATTGGAACATCG

PER3-2 CAGGTCTATGCCAGTGTGAAC

PER3-3 CAGGAGCAAAGCTCCCTATTC

PER3-4 AAGCACTCTAGATGCCCTCAA

PER3-5 AAGCAAACAGTGAGTTTTTCC

RORA - 1 TGGGTAAATGTTATCACCTAA

RORA - 2 ACCGAGAAGATGGAATACTAA

RORA - 3 CACCGTGTACTTTGATGGGAA

RORA - 4 CAGGTCTTGATATCAATGGAA

RORA - 5 CAGCTTGTATGCAGAAGTACA

RORB - 1 CAGGCTCTCTTCTATGATTTA

RORB - 2 ATGCATCACCATTAAGACAAA

RORB - 3 AAGCTTGATTTCAGTGCTTAT

RORB - 4 CAGGGATAACCATGACTGAAA

RORB - 5 AGGCACAGATGTCATGTGAAA

RORC - 1 AACCTCTTATGTGCACTTTAA

RORC - 2 AAGGAGCTCTTCAGCACTGAA

RORC - 3 CCCTGGATGAATAGAATGCAA

RORC - 4 AAGCTCAGAAGCTAAGAATAA

RORC - 5 TAGGATGTGCCGGGCCTACAA
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		siRNA Name		Target Sequence (5' to 3 ')

		ARNTL-1		CAGGTTATCCATATTCTGATA

		ARNTL-2		CAGAAGCAAACTACAAACCAA

		ARNTL-3		CAGGGTGAAATCTATGGAATA

		ARNTL-4		CAACTAATTGCTATAAATTTA

		ARNTL-5		CCAGGAAATTAGATAAACTTA

		ARNTL2 - 1		TTGGAAGATTACAGCCATATA

		ARNTL2 - 2		CAGGCTAGTTTGACTGGACAA

		ARNTL2 - 3		CCAAATATTGTTGGAATGGAA

		ARNTL2 - 4		CAGGAGTATGTCAAATAAGGA

		ARNTL2 - 5		CACGTGTGTATTCTGGCTCAA

		CLOCK-1		TACAAATAATTTAGAAATAAA

		CLOCK-2		TACAATTACTTTGAACATTAA

		CLOCK-3		AAGGCAAATCATGTTATTATA

		CLOCK-4		TAGGAAATTTCAAATCTTTAA

		CLOCK-5		TACAAGTTACATACATTTAAA

		CRY1-1		GAGGATCTTGATGCCAATCTA

		CRY1-2		ACAAATTGATATTCTGATATA

		CRY1-3		TCCCTTTATGGGCAACTGTTA

		CRY1-4		CCGGTTCTCCTCGGTGACTCA

		CRY1-5		AAGGAATGGAACATTACTAAA

		CRY2-1		CCGGCTTAACATTGAACGAAT

		CRY2-2		GAGGCCATAGACAGATCTAAA

		CRY2-3		AAGGACGACGGTGGCCAACTA

		CRY2-4		CCGATGGAGGTTCCTACTTCA

		CRY2-5		CCGCTTGACCTTTGAATATGA

		CSNK1A1L - 1		AAGCGTGAATGAGGAACAGAA

		CSNK1A1L - 2		AAGGTTGTAAATGCTTATGAT

		CSNK1A1L - 3		ATCTTTAGAATTCCACATTAA

		CSNK1A1L - 4		CAGACAGGCAAGCAAACTGAA

		CSNK1A1L - 5		AGGACTAAAGGCTATGACAAA

		CSNK1D - 1		AACACGCACCTTGGAATTGAA

		CSNK1D - 2		CAGAGAGAGAATTGCAGAGAA

		CSNK1D - 3		ACCAATCTTCTACTTGGTTAA

		CSNK1D - 4		CTCCAGGAAATTCAGCCTCAA

		CSNK1D - 5		CCGGTCTAGGATCGAAATGTT

		CSNK1E - 1		CTGGCTCTGAGTTATAAATTA

		CSNK1E - 2		CCCGTTCTCCTGTGTCTACTA

		CSNK1E - 3		GAGCTTTATCGTGGTTGTTAA

		CSNK1E - 4		TCCCTCCGAATTCTCAACATA

		CSNK1E - 5		CCGGGAGAGGAAGGTGAGTAT

		NPAS2 - 1		AAGGCATAGCTTGGAATGGAA

		NPAS2 - 2		TCGGGACACAATCAGCTTTAA

		NPAS2 - 3		CACAATGAAGTCTCAGCGCAA

		NPAS2 - 4		CAGGACGGGACGGCAAGTCAA

		NPAS2 - 5		CACACACTCGGTGGTCAGTTA

		NR1D1 - 1		CAGCAGAACATCCAGTACAAA

		NR1D1 - 2		CAGCGTCATAACGAGGCCCTA

		NR1D1 - 3		CACAGGTGGCGTCATCACCTA

		NR1D1 - 4		CCGGCAGGGCAACTCAAAGAA

		NR1D1 - 5		CTCCGTTGCCTCAACGTCCAA

		NR1D2 - 1		CTCCCTGTGGTTATCAATATA

		NR1D2 - 2		CAGCATCTGTTTATGGTATTA

		NR1D2 - 3		TCGCATCATTATTTGATGCAA

		NR1D2 - 4		ATCGAATAGATTGTTCTATGA

		NR1D2 - 5		TTGCCAGATCTTCGATCTTTA

		PER1-1		CCCGCTCGCCCTGGCCAATAA

		PER1-2		CCCGGACTCTCCACTGTTCAA

		PER1-3		CAGGGACTTTACCCAGGAGAA

		PER1-4		CAGGTGCAGGCCAACCAGGAA

		PER1-5		CTCCATGGACATGTCCACCTA

		PER2-1		CTCCCACAATTTGTTTGTGAA

		PER2-2		CAGCGAAGTGTCGGACACCAA

		PER2-3		CAGCGCTAAGGTCCAGTGATA

		PER2-4		ATAGGTGTTCATCTAAGGTTA

		PER2-5		CACGTCAAGCGGCCTCCTAAA

		PER3-1		CAGGACCTGATTGGAACATCG

		PER3-2		CAGGTCTATGCCAGTGTGAAC

		PER3-3		CAGGAGCAAAGCTCCCTATTC

		PER3-4		AAGCACTCTAGATGCCCTCAA

		PER3-5		AAGCAAACAGTGAGTTTTTCC

		RORA - 1		TGGGTAAATGTTATCACCTAA

		RORA - 2		ACCGAGAAGATGGAATACTAA

		RORA - 3		CACCGTGTACTTTGATGGGAA

		RORA - 4		CAGGTCTTGATATCAATGGAA

		RORA - 5		CAGCTTGTATGCAGAAGTACA

		RORB - 1		CAGGCTCTCTTCTATGATTTA

		RORB - 2		ATGCATCACCATTAAGACAAA

		RORB - 3		AAGCTTGATTTCAGTGCTTAT

		RORB - 4		CAGGGATAACCATGACTGAAA

		RORB - 5		AGGCACAGATGTCATGTGAAA

		RORC - 1		AACCTCTTATGTGCACTTTAA

		RORC - 2		AAGGAGCTCTTCAGCACTGAA

		RORC - 3		CCCTGGATGAATAGAATGCAA

		RORC - 4		AAGCTCAGAAGCTAAGAATAA

		RORC - 5		TAGGATGTGCCGGGCCTACAA






Sheet1

		CSNK1E - 4		TCCCTCCGAATTCTCAACATA

		CSNK1E - 5		CCGGGAGAGGAAGGTGAGTAT

		NPAS2 - 1		AAGGCATAGCTTGGAATGGAA

		NPAS2 - 2		TCGGGACACAATCAGCTTTAA

		NPAS2 - 3		CACAATGAAGTCTCAGCGCAA

		NPAS2 - 4		CAGGACGGGACGGCAAGTCAA

		NPAS2 - 5		CACACACTCGGTGGTCAGTTA

		NR1D1 - 1		CAGCAGAACATCCAGTACAAA

		NR1D1 - 2		CAGCGTCATAACGAGGCCCTA

		NR1D1 - 3		CACAGGTGGCGTCATCACCTA

		NR1D1 - 4		CCGGCAGGGCAACTCAAAGAA

		NR1D1 - 5		CTCCGTTGCCTCAACGTCCAA

		NR1D2 - 1		CTCCCTGTGGTTATCAATATA

		NR1D2 - 2		CAGCATCTGTTTATGGTATTA

		NR1D2 - 3		TCGCATCATTATTTGATGCAA

		NR1D2 - 4		ATCGAATAGATTGTTCTATGA

		NR1D2 - 5		TTGCCAGATCTTCGATCTTTA

		PER1-1		CCCGCTCGCCCTGGCCAATAA

		PER1-2		CCCGGACTCTCCACTGTTCAA

		PER1-3		CAGGGACTTTACCCAGGAGAA

		PER1-4		CAGGTGCAGGCCAACCAGGAA

		PER1-5		CTCCATGGACATGTCCACCTA

		PER2-1		CTCCCACAATTTGTTTGTGAA

		PER2-2		CAGCGAAGTGTCGGACACCAA

		PER2-3		CAGCGCTAAGGTCCAGTGATA

		PER2-4		ATAGGTGTTCATCTAAGGTTA

		PER2-5		CACGTCAAGCGGCCTCCTAAA

		PER3-1		CAGGACCTGATTGGAACATCG

		PER3-2		CAGGTCTATGCCAGTGTGAAC

		PER3-3		CAGGAGCAAAGCTCCCTATTC

		PER3-4		AAGCACTCTAGATGCCCTCAA

		PER3-5		AAGCAAACAGTGAGTTTTTCC

		RORA - 1		TGGGTAAATGTTATCACCTAA

		RORA - 2		ACCGAGAAGATGGAATACTAA

		RORA - 3		CACCGTGTACTTTGATGGGAA

		RORA - 4		CAGGTCTTGATATCAATGGAA

		RORA - 5		CAGCTTGTATGCAGAAGTACA

		RORB - 1		CAGGCTCTCTTCTATGATTTA

		RORB - 2		ATGCATCACCATTAAGACAAA

		RORB - 3		AAGCTTGATTTCAGTGCTTAT

		RORB - 4		CAGGGATAACCATGACTGAAA

		RORB - 5		AGGCACAGATGTCATGTGAAA

		RORC - 1		AACCTCTTATGTGCACTTTAA

		RORC - 2		AAGGAGCTCTTCAGCACTGAA

		RORC - 3		CCCTGGATGAATAGAATGCAA

		RORC - 4		AAGCTCAGAAGCTAAGAATAA

		RORC - 5		TAGGATGTGCCGGGCCTACAA






