Table S2: Comparison of the structure of AGT and Pex5p

	Structure-1
	Structure-2
	No. aligned residues
	RMSD
	P-score

	

AGT-Pex5p complex: internal comparison

	AGT(A)
	AGT(B)
	387 (100%)
	0.27
	40.3

	Pex5p(A)
	Pex5p(B)
	284 (99%)
	1.02
	22.7

	AGT-Pex5p(A)
	AGT-Pex5p(B)
	602 (89%)
	1.76
	26.9

	
AGT-Pex5p complex versus apo AGT (1H0C)


	AGT(A)
	AGT(1H0C)
	382 (100%)
	0.43
	35.1

	AGT(B)
	AGT(1H0C)
	382 (100%)
	0.38
	35.8

	AGT2
	AGT(1H0C)2
	766 (100%)
	0.41
	66.9

	AGT-Pex5p complex versus Pex5p in complex with SCP2 (2C0L)

	Pex5p(A)
	Pex5p(2C0L)
	275 (100%)
	0.81
	21.0

	Pex5p(B)
	Pex5p(2C0L)
	273 (99%)
	1.14
	18.3

	

AGT-Pex5p complex versus apo Pex5p (2C0M)

	Pex5p(A)
	Pex5p(2C0M,A)
	268 (83%)
	1.85
	9.3

	Pex5p(A)
	Pex5p(2C0M,B)
	267 (85%)
	1.88
	8.3

	Pex5p(A)
	Pex5p(2C0M,C)
	267 (79%)
	1.90
	7.3

	Pex5p(A)
	Pex5p(2C0M,D)
	269 (84%)
	1.93
	9.0

	Pex5p(B)
	Pex5p(2C0M,A)
	264 (83%)
	2.10
	5.2

	Pex5p(B)
	Pex5p(2C0M,B)
	262 (83%)
	2.08
	5.9

	Pex5p(B)
	Pex5p(2C0M,C)
	262 (89%)
	2.04
	7.6

	Pex5p(B)
	Pex5p(2C0M,D)
	264 (88%)
	2.10
	7.2


