Table S5: Bone marrow cells leave-1-out enrichment reveals enriched genes at archetypes. Results of a leave-1-out enrichment analysis, carried on human bone marrow cells protein expression data, acquired by single-cell mass cytometry. Enrichment was computed as described in Methods: 1D enrichment at archetypes, using 10 bins and demanding p-value  0.001 using Wilcoxon rank-sum statistical test.
	Archetype 1
	Archetype 2
	Archetype 3
	Archetype 4
	Archetype 5

	CD3
	CD45
	CD123
	Btk/Itk
	Ki67
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