Table S1: Sequence identity and similarity between the dimer models and the templates

adopted.

Model Identity (%) Similarity (%)
PASA.4F3L 39.4 (57.7) 75.0 (67.3)
PASA.AM4X 65.0 (64.6) 75.0 (77.1)
PASB.4F3L 32.6 (43.5) 57.2 (67.4)
PASB.3F1P 64.2 (57.1) 75.7 (66.7)

The values reported in brackets are related to the aligned residues at the dimerization interfaces.
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