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S2 Text: Studied protein sets

This supplementary text lists the studied protein sets for each family. The proteins are referenced by their
UniProt identifiers, and we show their subfamily labels, as well as the clusters to which they were attributed
in our experiments, the source organisms, and the Enzyme Commission (EC) numbers they are annotated
with according to UniProt.

Case study I: nucleotidyl cyclases

As mentioned in the main text, there are 461 proteins in this family, 186 of which are labeled as adenylate
cyclases, and 275 as guanylate cyclases according to the subfamily labels employed in [1]. Table S2.1 lists
the protein set, as well as corresponding subfamily labels and clusters they were placed in by the proposed
framework when considering two, three and six clusters, the source organisms, and the existing EC number
annotations according to UniProt.

Table S2.1. List of proteins in the nucleotidyl cyclase family.

UniProt Label [1] Two Three Six Species EC Number
A2D8T2 adenylate I I I Trichomonas vaginalis
A2DBX9 adenylate I I I Trichomonas vaginalis
A2DHG4 adenylate I I I Trichomonas vaginalis
A2DJO1 adenylate I I I Trichomonas vaginalis
A2DJS0 adenylate I I I Trichomonas vaginalis
A2DKP6 adenylate I I I Trichomonas vaginalis
A2DLQ6 adenylate I I I Trichomonas vaginalis
A2DR64 adenylate I I I Trichomonas vaginalis
A2DTD4 adenylate I I I Trichomonas vaginalis
A2DWV8 adenylate I I I Trichomonas vaginalis
A2DXS6 adenylate I I I Trichomonas vaginalis
A2EAD6 adenylate I I I Trichomonas vaginalis
A2EC33 adenylate I I I Trichomonas vaginalis
A2ECD2 adenylate I I I Trichomonas vaginalis
A2EST71 adenylate I I I Trichomonas vaginalis
A2ESA8 adenylate I I I Trichomonas vaginalis
A2ET16 adenylate I I I Trichomonas vaginalis
A2EUD7 adenylate I I I Trichomonas vaginalis
A2EZ60 adenylate I I I Trichomonas vaginalis
A2EZ90 adenylate I I I Trichomonas vaginalis
A2F6K2 adenylate I I I Trichomonas vaginalis
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UniProt Label [1] Two Three Six Species EC Number
A2F6K8 adenylate I I I Trichomonas vaginalis
A2FB45 adenylate I I I Trichomonas vaginalis
A2FHK9 adenylate I I I Trichomonas vaginalis
A2FM49 adenylate I I I Trichomonas vaginalis
A2FPM7 adenylate I I I Trichomonas vaginalis
A2FQQR4 adenylate 1 1 1 Trichomonas vaginalis
A2FTS7 adenylate I I I Trichomonas vaginalis
A2FXK2 adenylate I I I Trichomonas vaginalis
A2FYJ1 adenylate I I I Trichomonas vaginalis
A2FZG5 adenylate I I I Trichomonas vaginalis
A2F7G6 adenylate I I I Trichomonas vaginalis
A2G1D8 adenylate I I I Trichomonas vaginalis
A2G3A5 adenylate I I I Trichomonas vaginalis
A2G6L5 adenylate I I I Trichomonas vaginalis
A2GHB4 adenylate I I I Trichomonas vaginalis
A2H2H1 adenylate I I I Trichomonas vaginalis
A2D795 adenylate I II II  Trichomonas vaginalis
A2DC46 adenylate I 11 I Trichomonas vaginalis
A2DDF2 adenylate I 11 I Trichomonas vaginalis
A2DFE4 adenylate I II I Trichomonas vaginalis
A2DFM1 adenylate I II IT  Trichomonas vaginalis
A2DJ96 adenylate I IT IT  Trichomonas vaginalis
A2DXM9 adenylate I 11 I Trichomonas vaginalis
A2DYO7 adenylate I 11 I Trichomonas vaginalis
A2DYWO adenylate I 11 I Trichomonas vaginalis
A2E7P5 adenylate I II IT  Trichomonas vaginalis
A2EEV5 adenylate I II IT  Trichomonas vaginalis
A2ETI5 adenylate I II II  Trichomonas vaginalis
A2EII6 adenylate I 11 I Trichomonas vaginalis
A2EIJ6 adenylate I 11 I Trichomonas vaginalis
A2EN10 adenylate I II II  Trichomonas vaginalis
A2EN44 adenylate I II IT  Trichomonas vaginalis
A2FEN84 adenylate I II II  Trichomonas vaginalis
A2EQD8 adenylate I 11 I Trichomonas vaginalis
A2EQT4 adenylate I 11 I Trichomonas vaginalis
A2EW55 adenylate I II I Trichomonas vaginalis
A2EYR6 adenylate I II IT  Trichomonas vaginalis
A2EZV4 adenylate I II IT  Trichomonas vaginalis
A2F2E6 adenylate I 11 I Trichomonas vaginalis
A2F3J3 adenylate I 11 I Trichomonas vaginalis
ADF3K7 adenylate I 11 I Trichomonas vaginalis
A2F3Y3 adenylate I II IT  Trichomonas vaginalis
A2F426 adenylate I II IT  Trichomonas vaginalis
A2FAE9 adenylate I II II  Trichomonas vaginalis
A2FBV8 adenylate I 11 I Trichomonas vaginalis
A2FDO08 adenylate I 11 I Trichomonas vaginalis
A2FEF6 adenylate I II I Trichomonas vaginalis
A2FET1 adenylate I II IT  Trichomonas vaginalis
A2FFZ6 adenylate I II IT  Trichomonas vaginalis
A2FG49 adenylate I 11 I Trichomonas vaginalis
A2FIC7 adenylate I 11 I Trichomonas vaginalis
A2FIDO adenylate I II II  Trichomonas vaginalis
A2FKW6 adenylate I II IT  Trichomonas vaginalis
A2FLP2 adenylate I II IT  Trichomonas vaginalis
A2FSM3 adenylate I 11 I Trichomonas vaginalis
A2FVN7 adenylate I 11 I Trichomonas vaginalis
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UniProt Label [1] Two Three Six Species EC Number
A2FW09 adenylate I II II Trichomonas vaginalis
A2FWD6 adenylate I 11 I Trichomonas vaginalis
A2FXW9 adenylate I 11 I Trichomonas vaginalis
A2G426 adenylate I II I Trichomonas vaginalis
A2G4Y5 adenylate I II IT  Trichomonas vaginalis
A2G733 adenylate I II IT  Trichomonas vaginalis
A2GAO6 adenylate I 11 I Trichomonas vaginalis
Q16W55 adenylate I II IIT  Aedes aegypti
A3HV63 adenylate I 11 IIT  Algoriphagus machipongonensis
A3HVA1 adenylate I 11 IIT  Algoriphagus machipongonensis
A3I1K5 adenylate I 11 IIT  Algoriphagus machipongonensis
Q8YZ26 adenylate I II III  Anabaena sp
A7BXS6 adenylate I 11 IIT  Beggiatoa sp
A7C2F8 adenylate I 11 IIT  Beggiatoa sp
Q89sw2 adenylate I II IIT  Bradyrhizobium japonicum
Q69HQ2 adenylate I 11 III  Ciona intestinalis
QOK499 adenylate I II IITI  Cupriavidus necator 4.6.1.1
QOKDE7 adenylate I II III  Cupriavidus necator 4.6.1.1
Q4TAIS adenylate I II IIT  Dechloromonas aromatica
Q1NSQ3 adenylate I 11 IIT  delta proteobacterium 4.6.1.1
Q1NWK5 adenylate I II IIT  delta proteobacterium 4.6.1.2
Q03101 adenylate I IT IIT  Dictyostelium discoideum 4.6.1.1
A8DXZ8 adenylate I 11 IIT  Dictyostelium fasciculatum
A8DXZ5 adenylate I 11 IIT  Dictyostelium minutum
A8DXZ9 adenylate I 11 IIT  Dictyostelium mucoroides
Q8MRM8 adenylate I II IIT  Drosophila melanogaster
Q8MZEO adenylate I II III  Drosophila melanogaster
Q1PQ10 adenylate I 11 III  Drosophila miranda
A3WBP2 adenylate I 11 IIT  Erythrobacter sp
AOLXB4 adenylate I II IIT  Gramella forsetii 4.6.1.-
Q68D02 adenylate I 11 IIT  Homo sapiens
Q71UM8 adenylate I II IIT  Homo sapiens
Q86YIO0 adenylate I II IIT  Homo sapiens
Q8NBM1 adenylate I 11 III  Homo sapiens
Q28334 adenylate I II IIT  Jannaschia sp
Q04QZ3 adenylate I II IIT  Leptospira borgpetersenii
Q72P78 adenylate I 11 IIT  Leptospira interrogans
Q72PY8 adenylate I 11 III  Leptospira interrogans
Q72TH6 adenylate I 11 IIT  Leptospira interrogans
Q8F1T7 adenylate I 11 IIT  Leptospira interrogans
Q8F690 adenylate I 11 IIT  Leptospira interrogans
Q8F778 adenylate I 1I IIT  Leptospira interrogans
AOYIQ8 adenylate I 11 IIT  Lyngbya sp
AQOYLO5 adenylate I 11 IIT  Lyngbya sp
AQYNS7 adenylate I 11 IIT  Lyngbya sp
AQYPAS adenylate I 11 IIT  Lyngbya sp
AOYPF4 adenylate I 11 IIT  Lyngbya sp
A0YQ82 adenylate I 11 IIT  Lyngbya sp
A0YS29 adenylate I II IIT  Lyngbya sp
AQYSC8 adenylate I 11 IIT  Lyngbya sp
A0YUB6 adenylate I 11 IIT  Lyngbya sp
AQYVQ5 adenylate I 11 IIT  Lyngbya sp
AOLCD9 adenylate I II III  Magnetococcus sp
A4AWH6 adenylate I II III  Maribacter sp
Q1HOZ8 adenylate I 11 IIT  Methylobacillus flagellatus
A17ZFP4 adenylate I 11 IIT  Microscilla marina
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UniProt Label [1] Two Three Six Species EC Number
A1ZJP1 adenylate I 11 IIT  Microscilla marina
A1ZVN3 adenylate I 11 IIT  Microscilla marina
A1ZSW5 adenylate I II IIT  Microscilla marina 4.6.1.1
A1Zw48 adenylate I II IIT  Microscilla marina 4.6.1.1
A1ZXW2 adenylate I II III  Microscilla marina 4.6.1.1
A17ZQH6 adenylate I II III  Microscilla marina 4.6.1.2
A1ZSW4 adenylate I II IIT  Microscilla marina 4.6.1.2
Q3UWCs adenylate I II IIT  Mus musculus
Q5DTQ1 adenylate I 11 IIT  Mus musculus
Q6PG12 adenylate I II III  Mus musculus
Q80U07 adenylate I II IIT  Mus musculus
POA4Y1 adenylate I II IIT  Mycobacterium bovis 4.6.1.1
A4TORO adenylate I II IIT  Mycobacterium gilvum 4.6.1.2
Q740N2 adenylate I 11 IIT  Mycobacterium paratuberculosis
A1UHHO adenylate I II IIT  Mycobacterium sp
A1UK57 adenylate I II III  Mycobacterium sp
A2VIB4 adenylate I 11 III Mycobacterium tuberculosis
A5U2Y1 adenylate I 11 IIT  Mycobacterium tuberculosis
A1T8Z6 adenylate I 11 IIT  Mycobacterium vanbaalenii
A1SD24 adenylate I II IIT  Nocardioides sp
Q33BP3 adenylate I II IIT  Paralichthys olivaceus
Q4XB02 adenylate I IT III  Plasmodium chabaudi
096856 adenylate I 11 IIT  Plasmodium falciparum
Q7RG96 adenylate I 11 IIT  Plasmodium yoelii
A8DXZ7 adenylate I 11 IIT  Polysphondylium pallidum
Q15T90 adenylate I II III  Pseudoalteromonas atlantica
ABV2K5 adenylate I II III  Pseudomonas aeruginosa
A4XTC1 adenylate I 11 III Pseudomonas mendocina
Q46MB9 adenylate I II IIT  Ralstonia eutropha
Q7WWV9 adenylate I 11 IIT  Ralstonia eutropha
Q98GN7 adenylate I 11 IIT  Rhizobium loti
Qo2wJ5 adenylate I II IIT  Rhizobium meliloti 4.6.1.2
A7NLF3 adenylate I II IIT  Roseiflexus castenholzii
A5UTS7 adenylate I II IIT  Roseiflexus sp
Q5BXY8 adenylate I II IIT  Schistosoma japonicum
A6UFZ5 adenylate I 11 IIT  Sinorhizobium medicae 4.6.1.2
Q9EXQ2 adenylate I 11 IIT  Spirulina platensis 4.6.1.1
P40137 adenylate I IT III  Stigmatella aurantiaca 4.6.1.1
Q08sQ6 adenylate I II IIT  Stigmatella aurantiaca 4.6.1.1
Q4RZV2 adenylate I 11 IIT  Tetraodon nigroviridis
Q4RZV3 adenylate I 11 IIT  Tetraodon nigroviridis
Q455M2 adenylate I II IIT  Tetraodon nigroviridis
Q73L79 adenylate I I III  Treponema denticola
Q73RD3 adenylate I 11 IIT  Treponema denticola
Q10XK2 adenylate I 11 IIT  Trichodesmium erythraeum
Q10XK8 adenylate I 11 IIT  Trichodesmium erythraeum
Q112E0 adenylate I II IIT  Trichodesmium erythraeum
A2G2Z5 adenylate I II III  Trichomonas vaginalis
ATRY93 adenylate I II VI Nematostella vectensis
AOCM46 adenylate I 111 IIT  Paramecium tetraurelia
AODT50 adenylate I 111 IIT  Paramecium tetraurelia
AODT51 adenylate I III IV Paramecium tetraurelia
Q7RKA2 adenylate II II III  Plasmodium yoelii
Q5UFR4 guanylate I I IIT  Mycobacterium smegmatis 4.6.1.1
Q4YH96 guanylate II 111 III  Plasmodium berghei
Q4XVA2 guanylate II III IIT  Plasmodium chabaudi
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Q17L76 guanylate II III IV Aedes aegypti
Q7QF31 guanylate II III IV Anopheles gambiae
Q5W7P2 guanylate II III IV Apis mellifera
Q7YWK7 guanylate II III IV Aplysia californica
Q7YZQ2 guanylate 11 III IV Bactrocera dorsalis
P19687 guanylate II I IV Bos taurus 4.6.1.2
Q86C56 guanylate II III IV Caenorhabditis elegans 4.6.1.2
Q4ZHSO0 guanylate II III IV Canis familiaris 4.6.1.2
Q07093 guanylate 11 111 IV Drosophila melanogaster 4.6.1.2
Q29BU7 guanylate 11 III IV Drosophila pseudoobscura 4.6.1.2
Qo0vvVs guanylate 11 III IV Fugu rubripes
QONNW8 guanylate II 111 IV Homo sapiens
P33402 guanylate II III IV Homo sapiens 4.6.1.2
Q02108 guanylate II 111 IV Homo sapiens 4.6.1.2
Q7YW37 guanylate II III IV Limax marginatus
077105 guanylate 11 I IV Manduca sexta
Q3TNN8 guanylate II III IV Mus musculus
Q9ERL9 guanylate II III IV Mus musculus 4.6.1.2
A7RNT71 guanylate II 111 IV Nematostella vectensis
ATRN72 guanylate II III IV Nematostella vectensis
Q7T040 guanylate 11 III IV Oryzias curvinotus
Q7T041 guanylate II III IV Oryzias curvinotus
Q7Zsz5 guanylate II III IV Oryzias latipes
QOPWI2 guanylate II III IV Oryzias latipes
P79997 guanylate 11 111 IV Oryzias latipes 4.6.1.2
Q5U330 guanylate 11 111 IV Rattus norvegicus
Q8CH90 guanylate 11 11 IV~ Rattus norvegicus
Q8CJD2 guanylate II III IV Rattus norvegicus
P19686 guanylate II III IV Rattus norvegicus 4.6.1.2
QowvI4d guanylate II 111 IV Rattus norvegicus 4.6.1.2
Q4ZHR8 guanylate 1I III IV Sus scrofa
Q16E68 guanylate 11 11 V  Aedes aegypti
Q17A19 guanylate II III V  Aedes aegypti
Q7KQ93 guanylate II III V  Anopheles gambiae
Q7Pso1 guanylate II III V  Anopheles gambiae
Q5UAFO guanylate 11 111 V  Apis mellifera
Q6L5L6 guanylate 11 11 V  Apis mellifera
P16068 guanylate II III V  Bos taurus 4.6.1.2
Q4ZHR9 guanylate II III V  Canis familiaris 4.6.1.2
Q24086 guanylate II III V  Drosophila melanogaster
QoVA09 guanylate II 111 V  Drosophila melanogaster 4.6.1.2
Q29CE1 guanylate 11 111 V  Drosophila pseudoobscura 4.6.1.2
QoovYs guanylate 11 I V  Fugu rubripes
A2sw27 guanylate II III V  Gecarcinus lateralis
A25W28 guanylate II III V  Gecarcinus lateralis
Q95NK5 guanylate II 111 V  Hemicentrotus pulcherrimus
Q02153 guanylate 11 111 V  Homo sapiens 4.6.1.2
077106 guanylate 11 11 V  Manduca sexta
Q3UTI4 guanylate II III V  Mus musculus
Q80YP4 guanylate II III V  Mus musculus
ATRN69 guanylate II III V  Nematostella vectensis
ATRNT70 guanylate II III V  Nematostella vectensis
ATRRES guanylate 11 III V  Nematostella vectensis
Q76217 guanylate II III V  Oncorhynchus nerka
P79998 guanylate II III V  Oryzias latipes 4.6.1.2
Q80wWY4 guanylate II III V  Rattus norvegicus
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Q80WY5 guanylate II III V  Rattus norvegicus
Q8CH85 guanylate II III V  Rattus norvegicus
P20595 guanylate II III V  Rattus norvegicus 4.6.1.2
Q4ZHR7 guanylate 11 III V  Sus scrofa
Q6DLY7 guanylate 11 III V  Sus scrofa
Q6INK9 guanylate II III V  Xenopus laevis
Q16G04 guanylate II III VI Aedes aegypti
Q16JH8 guanylate II III VI Aedes aegypti
Q16KE1 guanylate 11 111 VI Aedes aegypti
Q17BS5 guanylate 11 III VI Aedes aegypti
Q17BS6 guanylate I 111 VI Aedes aegypti
Q16KH2 guanylate II III VI Aedes aegypti 4.6.1.2
Q16QE2 guanylate II III VI Aedes aegypti 4.6.1.2
Q16YZ5 guanylate II 111 VI Aedes aegypti 4.6.1.2
Q16YZ6 guanylate 11 111 VI Aedes aegypti 4.6.1.2
Q17237 guanylate I 11 VI Aedes aegypti 4.6.1.2
Q17482 guanylate II III VI Aedes aegypti 4.6.1.2
Q17AF9 guanylate II III VI Aedes aegypti 4.6.1.2
Q90YD3 guanylate II III VI Anguilla anguilla 4.6.1.2
093490 guanylate 11 111 VI  Anguilla japonica 4.6.1.2
P55202 guanylate 11 111 VI Anguilla japonica 4.6.1.2
Q1MX20 guanylate II III VI  Anguilla japonica 4.6.1.2
Q7PYK9 guanylate II III VI Anopheles gambiae
Q7Qowe guanylate II III VI Anopheles gambiae
Q7Q9x3 guanylate 11 111 VI Anopheles gambiae
Q7Q9x4 guanylate 11 III VI Anopheles gambiae
Q7PTL8 guanylate 11 11 VI Anopheles gambiae 4.6.1.2
Q7PTP9 guanylate II III VI Anopheles gambiae 4.6.1.2
Q7PWU5S guanylate II III VI Anopheles gambiae 4.6.1.2
Q7PZZ2 guanylate II 111 VI Anopheles gambiae 4.6.1.2
Q7PZZ3 guanylate II III VI Anopheles gambiae 4.6.1.2
Q7Q8C9 guanylate 11 11 VI Anopheles gambiae 4.6.1.2
Q5FANO guanylate 11 III VI Apis mellifera
Q8TA72 guanylate II III VI  Asterias amurensis 4.6.1.2
Q7ZOH3 guanylate II III VI  Bactrocera dorsalis 4.6.1.2
Q9BPRO guanylate 11 111 VI  Bombyx mori 4.6.1.2
002740 guanylate 11 11 VI  Bos taurus 4.6.1.2
077690 guanylate II III VI  Bos taurus 4.6.1.2
P46197 guanylate II III VI  Bos taurus 4.6.1.2
P55203 guanylate II III VI  Bos taurus 4.6.1.2
097052 guanylate II 111 VI  Brissus agassizii 4.6.1.2
Q9I9N7 guanylate 11 111 VI  Bufo marinus 4.6.1.2
002298 guanylate 11 I VI Caenorhabditis elegans 4.6.1.2
016544 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
016715 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
062026 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
062179 guanylate 11 111 VI  Caenorhabditis elegans 4.6.1.2
P90895 guanylate 11 11 VI  Caenorhabditis elegans 4.6.1.2
P91550 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
P92006 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
Q09435 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
Q10028 guanylate 11 111 VI  Caenorhabditis elegans 4.6.1.2
Q10029 guanylate 11 11 VI  Caenorhabditis elegans 4.6.1.2
Q18331 guanylate 1I 111 VI  Caenorhabditis elegans 4.6.1.2
Q19187 guanylate II III VI  Caenorhabditis elegans 4.6.1.2

Q19768 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
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Q23310 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
Q23681 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
Q23682 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
Q6DNF3 guanylate 11 111 VI  Caenorhabditis elegans 4.6.1.2
Q6DNF4 guanylate 11 111 VI  Caenorhabditis elegans 4.6.1.2
Q6DNF7 guanylate 1I 111 VI  Caenorhabditis elegans 4.6.1.2
Q86GV3 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
Q8I4N4 guanylate II III VI  Caenorhabditis elegans 4.6.1.2
Q8T8L6 guanylate 11 111 VI  Caenorhabditis elegans 4.6.1.2
QoGYQR4 guanylate 11 III VI  Caenorhabditis elegans 4.6.1.2
QOXTY1 guanylate 1I 111 VI  Caenorhabditis elegans 4.6.1.2
Qoxu42 guanylate II 111 VI  Caenorhabditis elegans 4.6.1.2
Q24Ls5 guanylate II III VI  Callinectes sapidus 4.6.1.2
019179 guanylate II III VI  Canis familiaris 4.6.1.2
P70106 guanylate 11 111 VI  Cavia porcellus 4.6.1.2
Q5YLC2 guanylate 11 111 VI  Chlamydomonas reinhardtii
Q94428 guanylate II III VI  Ciona intestinalis 4.6.1.2
Q94429 guanylate II III VI  Ciona intestinalis 4.6.1.2
Qoowx1 guanylate II 111 VI  Danio rerio
A2BFQO guanylate II III VI  Danio rerio 4.6.1.2
Q1LX84 guanylate II III VI  Danio rerio 4.6.1.2
Qou8P5 guanylate I I VI  Diadema setosum 4.6.1.2
Q6E6T4 guanylate II III VI  Dictyocaulus viviparus
Q6E6T5 guanylate II III VI  Dictyocaulus viviparus
ADRVE6 guanylate 11 111 VI  Drosophila melanogaster
Q1EC29 guanylate II III VI  Drosophila melanogaster
A17B47 guanylate II III VI  Drosophila melanogaster 4.6.1.2
A8DYZ3 guanylate II III VI  Drosophila melanogaster 4.6.1.2
Q07553 guanylate II III VI  Drosophila melanogaster 4.6.1.2
QOKI72 guanylate II 111 VI  Drosophila melanogaster 4.6.1.2
Q24051 guanylate II III VI  Drosophila melanogaster 4.6.1.2
Q7JQ32 guanylate 11 111 VI Drosophila melanogaster 4.6.1.2
Q8INFO guanylate II III VI  Drosophila melanogaster 4.6.1.2
Q8IQK2 guanylate II III VI  Drosophila melanogaster 4.6.1.2
Q8MLX0 guanylate II III VI  Drosophila melanogaster 4.6.1.2
Q961R7 guanylate II III VI  Drosophila melanogaster 4.6.1.2
Q9VEU5 guanylate 1T 111 VI Drosophila melanogaster 4.6.1.2
Q9VEU6 guanylate 11 111 VI Drosophila melanogaster 4.6.1.2
QOVF17 guanylate II III VI  Drosophila melanogaster 4.6.1.2
Qovu79 guanylate II III VI  Drosophila melanogaster 4.6.1.2
Qow2P1 guanylate II 111 VI  Drosophila melanogaster 4.6.1.2
Q296R5 guanylate 11 111 VI  Drosophila pseudoobscura 4.6.-.-
Q28X38 guanylate 11 I VI  Drosophila pseudoobscura 4.6.1.2
Q296C7 guanylate 1I III VI  Drosophila pseudoobscura 4.6.1.2
Q296C8 guanylate II III VI  Drosophila pseudoobscura 4.6.1.2
Q296Q0 guanylate II III VI  Drosophila pseudoobscura 4.6.1.2
Q29E17 guanylate 11 111 VI  Drosophila pseudoobscura 4.6.1.2
Q9NH71 guanylate II III VI  Eptatretus cirrhatus
057480 guanylate II III VI  Gallus gallus 4.6.1.2
AOSELO guanylate II III VI  Gecarcinus lateralis
A28W29 guanylate II III VI Gecarcinus lateralis 4.6.1.2
A28W30 guanylate 11 111 VI  Gecarcinus lateralis 4.6.1.2
A28W31 guanylate 11 111 VI  Gecarcinus lateralis 4.6.1.2
Q27669 guanylate 11 III VI  Hemicentrotus pulcherrimus 4.6.1.2
096993 guanylate II III VI  Heterodera glycines 4.6.1.2
Q9GPU1 guanylate II III VI  Heterodera glycines 4.6.1.2
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Q9GT36 guanylate II III VI  Heterodera glycines 4.6.1.2
Q9GT37 guanylate II III VI  Heterodera glycines 4.6.1.2
075343 guanylate II III VI  Homo sapiens 4.6.1.2
P16066 guanylate 11 111 VI  Homo sapiens 4.6.1.2
P20594 guanylate 11 11 VI  Homo sapiens 4.6.1.2
P25092 guanylate 1I 111 VI  Homo sapiens 4.6.1.2
P51841 guanylate II III VI  Homo sapiens 4.6.1.2
Q02846 guanylate II III VI  Homo sapiens 4.6.1.2
Q7YXG1 guanylate 11 111 VI  Limax marginatus
Q7YXG2 guanylate II III VI  Limax marginatus
076340 guanylate 11 III VI  Manduca sexta
077149 guanylate II 111 VI  Manduca sexta
Q8IT60 guanylate II III VI  Manduca sexta 4.6.1.2
Q6XE41 guanylate II 111 VI Mus musculus
Q8BXH3 guanylate II III VI Mus musculus
P18293 guanylate 11 I VI Mus musculus 4.6.1.2
P52785 guanylate II III VI Mus musculus 4.6.1.2
Q2TAY4 guanylate II III VI Mus musculus 4.6.1.2
Q3TZ08 guanylate II III VI Mus musculus 4.6.1.2
Q3UWA6 guanylate 11 111 VI  Mus musculus 4.6.1.2
Q3UY30 guanylate 11 11 VI Mus musculus 4.6.1.2
Q5SDA5 guanylate I I VI Mus musculus 4.6.1.2
Q6TL19 guanylate II III VI Mus musculus 4.6.1.2
Q6VVW5 guanylate II III VI Mus musculus 4.6.1.2
Q8R1P8 guanylate 11 111 VI Mus musculus 4.6.1.2
Q91X04 guanylate 11 III VI Mus musculus 4.6.1.2
ATRGN1 guanylate 11 11 VI  Nematostella vectensis
ATRSZO guanylate II III VI  Nematostella vectensis
ATRZH8 guanylate II III VI  Nematostella vectensis
A7S7B2 guanylate II 111 VI  Nematostella vectensis
A7S7B3 guanylate II III VI  Nematostella vectensis
A7SPS8 guanylate 11 11 VI Nematostella vectensis
ATRUA8 guanylate II III VI  Nematostella vectensis 4.6.1.2
A7SJA1 guanylate II III VI  Nematostella vectensis 4.6.1.2
A7SJA3 guanylate II III VI  Nematostella vectensis 4.6.1.2
A7SJA4 guanylate 11 111 VI  Nematostella vectensis 4.6.1.2
A7SPS9 guanylate 11 11 VI  Nematostella vectensis 4.6.1.2
A7S8Z80 guanylate 11 111 VI  Nematostella vectensis 4.6.1.2
A7TTT7X3 guanylate II III VI  Nematostella vectensis 4.6.1.2
Q75V79 guanylate II III VI Oryzias curvinotus
Q75v83 guanylate 11 111 VI  Oryzias curvinotus
093253 guanylate 11 11 VI  Oryzias latipes
Q75V85 guanylate 11 I VI  Oryzias latipes
042129 guanylate 1I III VI  Oryzias latipes 4.6.1.2
042440 guanylate II III VI  Oryzias latipes 4.6.1.2
P79999 guanylate II III VI  Oryzias latipes 4.6.1.2
P87342 guanylate 11 111 VI Oryzias latipes 4.6.1.2
P87343 guanylate 11 11 VI Oryzias latipes 4.6.1.2
Q75Q01 guanylate II III VI  Oryzias latipes 4.6.1.2
Q75v80 guanylate II III VI  Oryzias latipes 4.6.1.2
Q7T2Q2 guanylate II III VI  Oryzias latipes 4.6.1.2
Q7T3I2 guanylate II III VI  Oryzias latipes 4.6.1.2
Q7ZZR6 guanylate 11 11 VI Oryzias latipes 4.6.1.2
Qo8UH9 guanylate II III VI  Oryzias latipes 4.6.1.2
Q98UI0 guanylate II III VI  Oryzias latipes 4.6.1.2
Qo8UI1 guanylate II III VI  Oryzias latipes 4.6.1.2



Table S2.1. (continuation)

UniProt Label [1] Two Three Six Species EC Number
QoPVW4 guanylate 1T 111 VI  Oryzias latipes 4.6.1.2
QoPWG1 guanylate II III VI  Oryzias latipes 4.6.1.2
Qowe14 guanylate II III VI  Oryzias latipes 4.6.1.2
Qow615 guanylate 11 111 VI  Oryzias latipes 4.6.1.2
Qow616 guanylate 11 11 VI  Oryzias latipes 4.6.1.2
Q9YGW3 guanylate 1I 111 VI  Oryzias latipes 4.6.1.2
Q6UCJI4 guanylate II III VI Procambarus clarkii 4.6.1.2
Q90YB7 guanylate II III VI  Rana catesbeiana 4.6.1.2
Q8JGM3 guanylate 11 111 VI  Rana pipiens 4.6.1.2
Q9PUKO guanylate 11 III VI  Rana pipiens 4.6.1.2
Q80WX7 guanylate 11 III VI  Rattus norvegicus
Q80WX8 guanylate II 111 VI  Rattus norvegicus
Q80WX9 guanylate II III VI  Rattus norvegicus
Q80WYO guanylate II 111 VI  Rattus norvegicus
Q91XJ7 guanylate II III VI  Rattus norvegicus
Q920Q1 guanylate II III VI  Rattus norvegicus
P16067 guanylate II III VI  Rattus norvegicus 4.6.1.2
P18910 guanylate II III VI  Rattus norvegicus 4.6.1.2
P22717 guanylate II III VI  Rattus norvegicus 4.6.1.2
P23897 guanylate 11 111 VI  Rattus norvegicus 4.6.1.2
P51839 guanylate 11 111 VI  Rattus norvegicus 4.6.1.2
P51840 guanylate I I VI  Rattus norvegicus 4.6.1.2
P51842 guanylate II III VI  Rattus norvegicus 4.6.1.2
P55205 guanylate II III VI  Rattus norvegicus 4.6.1.2
Q6LD45 guanylate 11 111 VI  Rattus sp
QoYI17 guanylate 11 III VI  Squalus acanthias 4.6.1.2
097053 guanylate 11 11 VI  Stichopus japonicus 4.6.1.2
P16065 guanylate 1T 111 VI  Strongylocentrotus purpuratus 4.6.1.2
P55204 guanylate II III VI Sus scrofa 4.6.1.2
Q4TOMO guanylate II 111 VI  Tetraodon nigroviridis
Q4TB76 guanylate II III VI  Tetraodon nigroviridis
Q4TGP7 guanylate II II1 VI  Tetraodon nigroviridis
Q4RYJO guanylate II III VI  Tetraodon nigroviridis 4.6.1.2
Q4S8Y6 guanylate II III VI  Tetraodon nigroviridis 4.6.1.2
Q4SW10 guanylate II III VI  Tetraodon nigroviridis 4.6.1.2
Q4sY29 guanylate 11 111 VI  Tetraodon nigroviridis 4.6.1.2
Q4T342 guanylate II III VI  Tetraodon nigroviridis 4.6.1.2
Q4T5G2 guanylate II III VI  Tetraodon nigroviridis 4.6.1.2
Q4T608 guanylate II III VI  Tetraodon nigroviridis 4.6.1.2
QAT7S3 guanylate II III VI  Tetraodon nigroviridis 4.6.1.2
Q4T9J5 guanylate II 111 VI  Tetraodon nigroviridis 4.6.1.2
Q4TAT8 guanylate II 11 VI  Tetraodon nigroviridis 4.6.1.2
A1YQY9 guanylate I III VI  Volvox carteri
A1L2S6 guanylate 1I III VI Xenopus laevis 4.6.1.2
P79991 guanylate II III VI  Xenopus laevis 4.6.1.2
Q6P409 guanylate II III VI Xenopus laevis 4.6.1.2
Q9PWG9 guanylate 11 111 VI  Xenopus laevis 4.6.1.2
QOPWHO guanylate 11 11 VI Xenopus laevis 4.6.1.2

Case study I1: DUF849

The set of 725 proteins is listed in Table S2.2; along with the corresponding groups in [2], the clusters they
were placed in by the proposed framework when considering seven clusters, as well as the source organisms
and existing EC numbers according to UniProt.



Table S2.2. List of proteins in the DUF849 family.

UniProt Group [2] Cluster Species EC Number
A5G287 Gl A% Acidiphilium cryptum
ABTUX9 G1 A% alpha proteobacterium
029058 G1 A% Archaeoglobus fulgidus
Q1YGU1 G1 A% Aurantimonas manganoxydans
A8IMPY Gl \% Azorhizobium caulinodans
A91628 Gl A% Bordetella petrii
B4W864 Gl \% Brevundimonas sp
B1FHG8 Gl \% Burkholderia ambifaria
B1T6J0 G1 V Burkholderia ambifaria
B1Z3A7 Gl A% Burkholderia ambifaria
QOB970 Gl \% Burkholderia ambifaria
A0B091 Gl A% Burkholderia cenocepacia
A2VZ04 G1 \% Burkholderia cenocepacia
B1K866 Gl \% Burkholderia cenocepacia
B4EJ15 Gl \% Burkholderia cenocepacia
Q1BN83 Gl1 \% Burkholderia cenocepacia
A2WET2 Gl1 A% Burkholderia dolosa
B1G2Y1 G1 \% Burkholderia graminis
B1G5Y9 G1 A% Burkholderia graminis
B1G6NO Gl A% Burkholderia graminis
A2RYAT Gl A% Burkholderia mallei
A3MFH5 Gl A% Burkholderia mallei
C4ANE6 Gl1 \% Burkholderia mallei
Q62D63 G1 A\ Burkholderia mallei
A9AJY3 Gl \% Burkholderia multivorans
A9AKI5 Gl A% Burkholderia multivorans
B9BOH7 Gl A% Burkholderia multivorans
B9B900 Gl1 A% Burkholderia multivorans
B9BIH7 Gl \% Burkholderia multivorans
B9BMPO G1 \% Burkholderia multivorans
B2T139 G1 A% Burkholderia phytofirmans
A3NIFO Gl \% Burkholderia pseudomallei
A3P412 Gl A% Burkholderia pseudomallei
ABEKN6 G1 \Y Burkholderia pseudomallei
B1H571 G1 v Burkholderia pseudomallei
C4I1Z3 G1 \% Burkholderia pseudomallei
Q3JG15 G1 A% Burkholderia pseudomallei
Q63M97 Gl A% Burkholderia pseudomallei
Q39LC1 Gl A% Burkholderia sp
Q13G66 Gl \% Burkholderia xenovorans
Q13GE9 Gl Vv Burkholderia xenovorans
Q13GF8 G1 A% Burkholderia xenovorans
Q13195 Gl \% Burkholderia xenovorans
BOT8Y7 Gl A% Caulobacter sp
DODDZ7 G1 A% Citreicella sp
QOKFN7 G1 Vv Cupriavidus necator
Q46N76 Gl \% Cupriavidus pinatubonensis
Q471G6 Gl1 \% Cupriavidus pinatubonensis
A9BLUS8 Gl1 A% Delftia acidovorans
B8FAE2 Gl1 \% Desulfatibacillum alkenivorans
Q2N7W2 G1 A\ Erythrobacter litoralis
C6IMJ2 Gl A% Fusobacterium varium
C6JPY2 G1 A% Fusobacterium varium
D285G4 Gl1 A% Geodermatophilus obscurus
D3AIC1 Gl \Y Hungatella hathewayi
AONQYO Gl \% Labrenzia aggregata



Table S2.2. (continuation)

UniProt Group [2] Cluster Species EC Number
AOP135 G1 v Labrenzia aggregata
A3JCS3 G1 A% Marinobacter sp
A238J75 G1 A% Methylibium petroleiphilum
B8IQA1 G1 A% Methylobacterium nodulans
B1M404 Gl A% Methylobacterium radiotolerans
BOU8S2 G1 \Y Methylobacterium sp
A1SFV1 Gl \% Nocardioides sp
Q2CA34 G1 A\ Oceanicola granulosus
Q2CEL3 G1 Vv Oceanicola granulosus
A6X2V8 G1 A% Ochrobactrum anthropi
A1B802 Gl A% Paracoccus denitrificans
A1BAQ1 G1 A\ Paracoccus denitrificans
A1BB15 Gl \% Paracoccus denitrificans
QOFNU4 G1 Vv Pelagibaca bermudensis
QOFWB8 G1 A% Pelagibaca bermudensis
Q15TE9 G1 \% Pseudoalteromonas atlantica
C3K4354 Gl1 A% Pseudomonas fluorescens
Q4KGM4 Gl \% Pseudomonas fluorescens
B1J5X8 G1 A% Pseudomonas putida
B1JF47 Gl \% Pseudomonas putida
Q4ZUE4 G1 A% Pseudomonas syringae
Q1LCH6 G1 \% Ralstonia metallidurans
Q98LG3 G1 \% Rhizobium loti
Q98NKO G1 A\ Rhizobium loti
A3PR57 Gl \% Rhodobacter sphaeroides
A4WZES Gl \% Rhodobacter sphaeroides
B9KX09 Gl A% Rhodobacter sphaeroides
Q3IVD8 Gl A% Rhodobacter sphaeroides
Q3IXV4 G1 \% Rhodobacter sphaeroides
A3JMN2 G1 \% Rhodobacteraceae bacterium
B6ASR2 G1 A% Rhodobacteraceae bacterium
Q216X8 Gl \% Rhodopseudomonas palustris
Q21D54 Gl A% Rhodopseudomonas palustris
Q160J5 Gl1 \% Roseobacter denitrificans
A3XAN7 G1 v Roseobacter sp
ABFVA7 G1 VvV Roseobacter sp
B7RSG6 Gl \% Roseobacter sp
A3SJ19 Gl A% Roseovarius nubinhibens
A3W4W3 Gl A% Roseovarius sp
ABEOU6 G1 \% Roseovarius sp
Q1ARS8 G1 A% Rubrobacter xylanophilus
Q5LRW7 Gl \Y Ruegeria pomeroyi
A3K426 Gl \Y Sagittula stellata
A3K768 G1 A% Sagittula stellata
A3K7W2 G1 A% Sagittula stellata
Q1NHC2 G1 A% Sphingomonas sp
ABV8P7 Gl \Y Sphingomonas wittichii
ABVAWO G1 \Y Sphingomonas wittichii
ABVAX6 G1 A% Sphingomonas wittichii
A5VBU5S Gl A% Sphingomonas wittichii
A5VHA1 G1 v Sphingomonas wittichii
Q6SEY1 Gl V uncultured marine
A1WRZ4 Gl A% Verminephrobacter eiseniae
A7ICE1 Gl1 A% Xanthobacter autotrophicus
A4LHL9 Gl1 \%
A5JCV7 Gl \%



Table S2.2. (continuation)
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A5TD73 G1 A%
ABXXU1 Gl \%
A8KR21 Gl \%
AQHT7X2 Gl \%
A9HDK4 Gl \%
A9HUUS Gl A%
A9JZD2 G1 \%
B2H6S6 Gl \%
B7CG13 Gl \%
B9C214 Gl A%
B9C654 Gl1 A%
COoY1C7 Gl1 A%
C5ZSW7 Gl \%
CceU1U4 Gl \%
C8SFAS Gl \%
C8S124 Gl1 \%
DOXME6 Gl1 A%
D1T5K5 Gl \%
D1UU49 Gl \%
BOVLL9 G1 VII Acinetobacter baumannii
BOUH10 G1 VII Methylobacterium sp
BOMVBO G2 VII Alistipes putredinis
A6TK30 G2 VII Alkaliphilus metalliredigens
ABMJZ6 G2 VII Alkaliphilus oremlandii
B8JC6E6 G2 VII Anaeromyxobacter dehalogenans
Q2IHYO G2 VII Anaeromyxobacter dehalogenans
ATHCV1 G2 VII Anaeromyxobacter sp
B4UEN6 G2 VII Anaeromyxobacter sp
B7R880 G2 VII Caldanaerobacter subterraneus
BOVHHO G2 VII Cloacamonas acidaminovorans 2.3.1.247
COGEB6 G2 VII Dethiobacter alkaliphilus
A7THJJI3 G2 VII Fervidobacterium nodosum
ABTV5E3 G2 VII Fusobacterium nucleatum
C7XS29 G2 VII Fusobacterium nucleatum
Q7P5H7 G2 VII Fusobacterium nucleatum
Q8RHX2 G2 VII Fusobacterium nucleatum 2.3.1.247
C6JK84 G2 VII Fusobacterium varium
A3TRJ7 G2 VII Janibacter sp
C5CHO8 G2 VII Kosmotoga olearia
D2Q1A4 G2 VII Kribbella flavida
A4ATWO G2 VII marine actinobacterium
C4RCX9 G2 VII Micromonospora sp
Q1D466 G2 VII Myxococcus xanthus
B2A639 G2 VII Natranaerobius thermophilus
B2A657 G2 VII Natranaerobius thermophilus
A1SPI8 G2 VII Nocardioides sp
A9BG41 G2 VII Petrotoga mobilis
C3JBK7 G2 VII Porphyromonas endodontalis
B2RJY8 G2 VII Porphyromonas gingivalis
Q7MVJ3 G2 VII Porphyromonas gingivalis
C2M974 G2 VII Porphyromonas uenonis
Q21RL9 G2 VII Rhodoferax ferrireducens
A7NLI9 G2 VII Roseiflexus castenholzii
A5UTHS8 G2 VII Roseiflexus sp
A8LZEOQ G2 VII Salinispora arenicola
A4X1P9 G2 VII Salinispora tropica



Table S2.2. (continuation)
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A9GGS5 G2 VII Sorangium cellulosum
QO8SN2 G2 VII Stigmatella aurantiaca
Q67TE4 G2 VII Symbiobacterium thermophilum
Q8RBUO G2 VII Thermoanaerobacter tengcongensis
D1A4L8 G2 VII Thermomonospora curvata
B7IFQ1 G2 VII Thermosipho africanus
ABLJIG6E G2 VII Thermosipho melanesiensis
A8F3R2 G2 VII Thermotoga lettingae
A1X0G5 G2 VII unidentified
C3WJN8 G2 VII
C3WT25 G2 VII
C3WZN8 G2 VII
DOBS35 G2 VII
D1S7G4 G2 VII
D3CH25 G2 VII
A1AZ89 G3 \% Paracoccus denitrificans
Q21UM7 G3 VII Albidiferax ferrireducens
A8MJJ3 G3 VII Alkaliphilus oremlandii
QiN164 G3 VII Bermanella marisrubri
Q89VRO G3 VII Bradyrhizobium japonicum
A472U4 G3 VII Bradyrhizobium sp
A5E9U7 G3 VII Bradyrhizobium sp
B1G422 G3 VII Burkholderia graminis
A3NNK3 G3 VII Burkholderia pseudomallei
A3P8Z7 G3 VII Burkholderia pseudomallei
ABEMV4 G3 VII Burkholderia pseudomallei
B1H9J5 G3 VII Burkholderia pseudomallei
C4I959 G3 VII Burkholderia pseudomallei
Q3JJE3 G3 VII Burkholderia pseudomallei
Q63IN4 G3 VII Burkholderia pseudomallei
Q2T8L2 G3 VII Burkholderia thailandensis
Q13GJ3 G3 VII Burkholderia xenovorans
C5ESS4 G3 VII Clostridiales bacterium
ABRXS1 G3 VII Clostridium bolteae
B7WZX3 G3 VII Comamonas testosteroni
DOIWE4 G3 VII Comamonas testosteroni
D0J5J6 G3 VII Comamonas testosteroni
D3F046 G3 VII Conexibacter woesei
D3F707 G3 VII Conexibacter woesei
QOK095 G3 VII Cupriavidus necator
Q46MUO G3 VII Cupriavidus pinatubonensis
Q46NT8 G3 VII Cupriavidus pinatubonensis
B3RAT1 G3 VII Cupriavidus taiwanensis
C9Y763 G3 VII Curvibacter putative
B8F8T5 G3 VII Desulfatibacillum alkenivorans
B8FJB3 G3 VII Desulfatibacillum alkenivorans
A8ZUE2 G3 VII Desulfococcus oleovorans
C6CDQ7 G3 VII Dickeya dadantii
QORJV2 G3 VII Frankia alni
C6JND5 G3 VII Fusobacterium varium
C6JR85 G3 VII Fusobacterium varium
A4TRUS G3 VII Geobacillus thermodenitrificans
DOLLX8 G3 VII Haliangium ochraceum
A3YFYO G3 VII Marinomonas sp
B8IC55 G3 VII Methylobacterium nodulans

B1MCNO G3 VII Mycobacterium abscessus
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A1KJD5 G3 VII Mycobacterium bovis
Q7TZQ6 G3 VII Mycobacterium bovis
AOR5Z8 G3 VII Mycobacterium smegmatis
A2VIK1 G3 VII Mycobacterium tuberculosis
A5U377 G3 VII Mycobacterium tuberculosis
P71976 G3 VII Mycobacterium tuberculosis
Q3IQN5 G3 VII Natronomonas pharaonis
Q5YUM6 G3 VII Nocardia farcinica
A3UET5 G3 VII Oceanicaulis sp
A6GOK8 G3 VII Plesiocystis pacifica
Q12GL9 G3 VII Polaromonas sp
Q1LM37 G3 VII Ralstonia metallidurans
Q98JP6 G3 VII Rhizobium loti
Q92778 G3 VII Rhizobium meliloti
C0ZQT9 G3 VII Rhodococcus erythropolis
C1AXA8 G3 VII Rhodococcus opacus
B3QEN1 G3 VII Rhodopseudomonas palustris
QO7PEO G3 VII Rhodopseudomonas palustris
Q138Q2 G3 VII Rhodopseudomonas palustris
Q212E1 G3 VII Rhodopseudomonas palustris
Q21BM8 G3 VII Rhodopseudomonas palustris
Q21IV02 G3 VII Rhodopseudomonas palustris
Q6N7W3 G3 VII Rhodopseudomonas palustris
B6IX62 G3 VII Rhodospirillum centenum
A3VWMO G3 VII Roseovarius sp
AAFFZ2 G3 VII Saccharopolyspora erythraea
A9FJC5 G3 VII Sorangium cellulosum
Q7wWSs9 G3 VII Sphingomonas paucimobilis
A5V776 G3 VII Sphingomonas wittichii
A5VGU8 G3 VII Sphingomonas wittichii
D2AVU6 G3 VII Streptosporangium roseum
D2B8M7 G3 VII Streptosporangium roseum
C5CW39 G3 VII Variovorax paradoxus
C5CW93 G3 VII Variovorax paradoxus
A1WJ40 G3 VII Verminephrobacter eiseniae
A7IPLA G3 VII Xanthobacter autotrophicus
CASJE4 G3 VII Yersinia frederiksenii
A4KHNO G3 VII
A4L.G88 G3 VII
ABWN37 G3 VII
ABKE19 G3 VII
B2HASO G3 VII
B4BPT1 G3 VII
B5KCM1 G3 VII
B7CQ94 G3 VII
COY7A1 G3 VII
C1ANZ1 G3 VII
C1M917 G3 VII
C1XV06 G3 VII
C1YG16 G3 VII
C5ZQS7 G3 VII
C6DRV4 G3 VII
C6JPM7 G3 VII
CE6UAAO G3 VII
C8SWR6 G3 VII
D2LG99 G3 VII
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D2M5U7 G3 VII
ABTRV9 G4 v alpha proteobacterium
89J23 G4 v Bradyrhizobium japonicum
B2JH31 G4 v Burkholderia phymatum
B2T8L3 G4 v Burkholderia phytofirmans
B5WB71 G4 v Burkholderia sp
DOD2V4 G4 v Citreicella sp
QOKAA1 G4 v Cupriavidus necator
Q46R50 G4 v Cupriavidus pinatubonensis
Q471D6 G4 v Cupriavidus pinatubonensis
A8ZUA9 G4 v Desulfococcus oleovorans
ABLPE3 G4 v Dinoroseobacter shibae
Q28JNO G4 v Jannaschia sp
AOP1F4 G4 v Labrenzia aggregata
B9QST2 G4 v Labrenzia alexandrii
B9QUK9 G4 v Labrenzia alexandrii
A3V8DO G4 v Loktanella vestfoldensis
A3V8P7 G4 v Loktanella vestfoldensis
Q6SJDO G4 v marine alpha
D1YV31 G4 v Methanocella paludicola
A9W2E9 G4 v Methylobacterium extorquens
A9W915 G4 v Methylobacterium extorquens
B7KSR7 G4 v Methylobacterium extorquens
B7KUX6 G4 v Methylobacterium extorquens
C5AU40 G4 v Methylobacterium extorquens
C5AXX3 G4 v Methylobacterium extorquens
C7C936 G4 v Methylobacterium extorquens
C7CJIV2 G4 v Methylobacterium extorquens
B8IBD6 G4 v Methylobacterium nodulans
B8IUK2 G4 v Methylobacterium nodulans
B1Z9T7 G4 v Methylobacterium populi
B1LXE4 G4 v Methylobacterium radiotolerans
BOU8T4 G4 v Methylobacterium sp
BOUI16 G4 v Methylobacterium sp
D2V036 G4 v Naegleria gruberi
A9EEW9 G4 v Oceanibulbus indolifex
A9EFA6 G4 v Oceanibulbus indolifex
A3TVG2 G4 v Oceanicola batsensis
Q2CGV3 G4 v Oceanicola granulosus
A1B7S1 G4 v Paracoccus denitrificans
QOFH38 G4 v Pelagibaca bermudensis
Q3A0G5 G4 v Pelobacter carbinolicus
A4WY25 G4 v Rhodobacter sphaeroides
A3JVW9 G4 v Rhodobacteraceae bacterium
B6B2N6 G4 v Rhodobacteraceae bacterium
BONWJO G4 v Rhodobacteraceae bacterium
B6B8L6 G4 v Rhodobacterales bacterium
B6BG63 G4 v Rhodobacterales bacterium
A4CMM5 G4 v Robiginitalea biformata
Q165Z7 G4 v Roseobacter denitrificans
A3X399 G4 v Roseobacter sp
A3XES8 G4 v Roseobacter sp
A4EGL1 G4 v Roseobacter sp
A4EQIS8 G4 v Roseobacter sp
B7RK19 G4 v Roseobacter sp
A6FU67 G4 v Roseobacter sp 6.4.1.2
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A3SR74 G4 v Roseovarius nubinhibens
A3VWL5 G4 v Roseovarius sp
A3VZD5 G4 v Roseovarius sp
A3W8S2 G4 v Roseovarius sp
ABE2XT7 G4 v Roseovarius sp
Q5LLI5 G4 v Ruegeria pomeroyi
Q6SJB6 G4 v Ruegeria pomeroyi
B7QSI3 G4 v Ruegeria sp
Q1GJ77 G4 v Ruegeria sp
A3JX59 G4 v Sagittula stellata
Q7BLA5S G4 v Sagittula stellata
C9CZ86 G4 v Silicibacter sp
A3TOP7 G4 v Sulfitobacter sp
A1HTD8 G4 v Thermosinus carboxydivorans
A3SES5 G4 v
A9ET73 G4 v
A9GLO7 G4 v
A9GTK1 G4 v
D1TCY9 G4 v
B3QMV9 G4 VII Chlorobaculum parvum
Q3ARY1 G4 VII Chlorobium chlorochromatii
B3ENOO G4 VII Chlorobium phaeobacteroides
B6BLL4 G4 VII Sulfurimonas gotlandica
B9L133 G4 VII Thermomicrobium roseum
B9JK98 G5 VI Agrobacterium radiobacter
Q7D3B4 G5 VI Agrobacterium tumefaciens
ABTMK9 G5 VI alpha proteobacterium
ABTST9 G5 VI alpha proteobacterium
A7GLV3 G5 VI Bacillus cereus
Q4v183 G5 VI Bacillus cereus
B1F8D7 Gb VI Burkholderia ambifaria
B1SwX4 GbH VI Burkholderia ambifaria
B1YZM5 G5 VI Burkholderia ambifaria
QOB764 G5 VI Burkholderia ambifaria
AOB2A9 G5 VI Burkholderia cenocepacia
A2W3H3 G5 VI Burkholderia cenocepacia
B1K7C2 Gb VI Burkholderia cenocepacia
B4EH10 G5 VI Burkholderia cenocepacia
Q1BQ94 G5 VI Burkholderia cenocepacia
A2WG58 G5 VI Burkholderia dolosa
C5AMJ8 G5 VI Burkholderia glumae
B1GOK3 G5 VI Burkholderia graminis
A2RYM5 G5 VI Burkholderia mallei
C4B1LO G5 VI Burkholderia mallei
Q62DG5 G5 VI Burkholderia mallei
A9AN52 G5 VI Burkholderia multivorans
BOAYI2 Gb VI Burkholderia multivorans
B9BRT6 GbH VI Burkholderia multivorans
B2JS64 G5 VI Burkholderia phymatum
B2TGS1 G5 VI Burkholderia phytofirmans
A3NHM9 G5 VI Burkholderia pseudomallei
A3P387 G5 VI Burkholderia pseudomallei
ABEJY3 Gb VI Burkholderia pseudomallei
B1HMO1 G5 VI Burkholderia pseudomallei
CAI1B5 G5 VI Burkholderia pseudomallei
Q3JGM3 G5 VI Burkholderia pseudomallei



Table S2.2. (continuation)

UniProt Group [2] Cluster Species EC Number
Q63MT1 GbH VI Burkholderia pseudomallei
Q399Y5 G5 VI Burkholderia sp
Q2T457 G5 VI Burkholderia thailandensis
A4J]C8 G5 VI Burkholderia vietnamiensis
Q13LB2 G5 VI Burkholderia xenovorans
B6BQJ5 Gb VI Candidatus Pelagibacter
Q1QSPO GbH VI Chromohalobacter salexigens
DODBQ6 G5 VI Citreicella sp
C8X021 G5 VI Desulfohalobium retbaense
A9D0S4 G5 VI Hoeflea phototrophica
Q28KMO G5 VI Jannaschia sp
AONVXO G5 VI Labrenzia aggregata
AONZHO G5 VI Labrenzia aggregata
BOQY13 G5 VI Labrenzia alexandrii
A3V8F2 G5 VI Loktanella vestfoldensis
AQYBG6 G5 VI marine gamma
A0Z403 G5 VI marine gamma
B7S2Z2 G5 VI marine gamma
A3YAS6E G5 VI Marinomonas sp
Q98239 G5 VI Mesorhizobium loti
B8I9MO G5 VI Methylobacterium nodulans
B1LTI6 Gb VI Methylobacterium radiotolerans
BOUNX4 GbH VI Methylobacterium sp
B2A0X8 G5 VI Natranaerobius thermophilus
A9DSW8 G5 VI Oceanibulbus indolifex
A3UHG3 G5 VI Oceanicaulis sp
A3U1X9 G5 VI Oceanicola batsensis
Q8CUW1 Gb VI Oceanobacillus iheyensis
A6X326 G5 VI Ochrobactrum anthropi
CAWMT6 G5 VI Ochrobactrum intermedium
A1BC87 G5 VI Paracoccus denitrificans
QOFWY7 G5 VI Pelagibaca bermudensis
B9Z8X9 G5 VI Pseudogulbenkiania ferrooxidans
ABVEJ9 G5 VI Pseudomonas aeruginosa
Q9HTH7 G5 VI Pseudomonas aeruginosa
Q1I3H7 G5 VI Pseudomonas entomophila
C3K3C1 G5 VI Pseudomonas fluorescens
Q3K51I6 GbH VI Pseudomonas fluorescens
Q4K4M2 GbH VI Pseudomonas fluorescens
A4XPK4 G5 VI Pseudomonas mendocina
A5VX86 G5 VI Pseudomonas putida
BOKI54 G5 VI Pseudomonas putida
B1JEES G5 VI Pseudomonas putida
Q88R31 G5 VI Pseudomonas putida
Q4ZscC1 G5 VI Pseudomonas syringae
Q2K1G9 G5 VI Rhizobium etli
B6A2S5 G5 VI Rhizobium leguminosarum
C6BAS3 G5 VI Rhizobium leguminosarum
Q1M7D2 G5 VI Rhizobium leguminosarum
Q98CR5 GbH VI Rhizobium loti
Q92NF6 G5 VI Rhizobium meliloti
C3MES7 G5 VI Rhizobium sp
C8RYA8 G5 VI Rhodobacter sp
A3JP16 G5 VI Rhodobacteraceae bacterium
BEAXB7 G5 VI Rhodobacteraceae bacterium
BE6AZS8 G5 VI Rhodobacteraceae bacterium
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BONQN4 GbH VI Rhodobacteraceae bacterium
BONWP8 G5 VI Rhodobacteraceae bacterium
B6B9X9 G5 VI Rhodobacterales bacterium
QOFADO G5 VI Rhodobacterales bacterium
Q166L4 G5 VI Roseobacter denitrificans
A3X579 G5 VI Roseobacter sp
A4EIR3 Gb VI Roseobacter sp
A4EUB3 G5 VI Roseobacter sp
A6FTUO G5 VI Roseobacter sp
B7RHO8 G5 VI Roseobacter sp
A3SRB7 G5 VI Roseovarius nubinhibens
A3VZI9 Gb VI Roseovarius sp
A6DWV1 G5 VI Roseovarius sp
DOCYW1 G5 VI Ruegeria lacuscaerulensis
Q5LPZ3 GbH VI Ruegeria pomeroyi
Q5LTH9 G5 VI Ruegeria pomeroyi
B7QWW3 G5 VI Ruegeria sp
Q1GEJ6 G5 VI Ruegeria sp
Q1GM47 G5 VI Ruegeria sp
C7MT24 G5 VI Saccharomonospora viridis
A4FGG1 G5 VI Saccharopolyspora erythraea
A3JZD9 Gb VI Sagittula stellata
A3JZU9 GbH VI Sagittula stellata
COCVI1 G5 VI Silicibacter sp
ABUBH6 GbH VI Sinorhizobium medicae
BODLH5 G5 VI Staphylococcus carnosus
Q5HKI4 G5 VI Staphylococcus epidermidis
Q8CTX4 Gb VI Staphylococcus epidermidis
Q4A025 G5 VI Staphylococcus saprophyticus
Q93RX4 G5 VI Streptomyces coelicolor
B1VLT8 G5 VI Streptomyces griseus
A3T1Q4 G5 VI Sulfitobacter sp
C7D9Z8 Gb VI Thalassobium sp
A1WPW8 G5 VI Verminephrobacter eiseniae
A1UWE2 G5 VI
A3L1N9 G5 VI
A3LFZ8 G5 VI
A3MFU8 G5 VI
A3S779 G5 VI
A4LV75 G5 VI
A5JATI3 G5 VI
ABXWG8 G5 VI
A8KI11 G5 VI
A9F664 G5 VI
A9GCI6 Gb VI
A9HSNO G5 VI
A9K2V9 G5 VI
B2HAE4 G5 VI
B5JAA6 G5 VI
B5KAL9 G5 VI
B7CZZ8 G5 VI
B7V5S9 G5 VI
BOCDN3 G5 VI
C0Y268 G5 VI
C1YRMO G5 VI
C5NJG1 G5 VI
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C5QB57 GbH VI
C5QZ78 Gb VI
C5ZRC4 G5 VI
C6U9A9 G5 VI
C8SIIs G5 VI
D1TK71 Gb VI
D1UCL6 G5 VI
D1WPU5S G5 VI
D1WSZ2 G5 VI
Q02DX5 G5 VI
Q89J26 G5 VII Bradyrhizobium japonicum
AOR3W1 Gb VII Mycobacterium smegmatis
C5T2NO G6 111 Acidovorax delafieldii
A8ID44 G6 11 Azorhizobium caulinodans
Q7WJIQ6 Go6 111 Bordetella bronchiseptica
Q7WAK5 G6 11 Bordetella parapertussis
B7WVD7 G6 111 Comamonas testosteroni
D0J611 G6 II1 Comamonas testosteroni
QOKON8 G6 111 Cupriavidus necator
Q46U71 G6 11 Cupriavidus pinatubonensis
B3RAY2 G6 11 Cupriavidus taiwanensis
A9C1D2 G6 111 Delftia acidovorans
DOICR3 G6 II1 Grimontia hollisae
AONXJ1 G6 111 Labrenzia aggregata
BIQXY1 G6 11T Labrenzia alexandrii
A3Y780 G6 111 Marinomonas sp
A3VDL2 G6 III Maritimibacter alkaliphilus
A3VFQ2 G6 II1 Maritimibacter alkaliphilus
Q11LZ6 G6 111 Mesorhizobium sp
A9W253 G6 11 Methylobacterium extorquens
B7KRT6 G6 111 Methylobacterium extorquens
C5AX97 G6 III Methylobacterium extorquens
C7CIL6 G6 111 Methylobacterium extorquens
B8IJY2 G6 111 Methylobacterium nodulans
B1ZC36 G6 111 Methylobacterium populi
B1M737 G6 11 Methylobacterium radiotolerans
BOUPAS G6 111 Methylobacterium sp
Q2BIH9 G6 11 Neptuniibacter caesariensis
A9E7R3 G6 II1 Oceanibulbus indolifex
B6QY15 G6 111 Pseudovibrio sp
Q1LRJI5 G6 111 Ralstonia metallidurans
B2U785 G6 111 Ralstonia pickettii
C6BI12 G6 III Ralstonia pickettii
A3RPW8 G6 111 Ralstonia solanacearum
Q8Y397 G6 111 Ralstonia solanacearum
Q92WR4 G6 II1 Rhizobium meliloti
A3PQF6 G6 111 Rhodobacter sphaeroides
A4WYT8 G6 111 Rhodobacter sphaeroides
B9KVB7 G6 III Rhodobacter sphaeroides
Q3IVM4 G6 IIT Rhodobacter sphaeroides
A3JLTS G6 11 Rhodobacteraceae bacterium
BONSV7 G6 11 Rhodobacteraceae bacterium
BE6BCH2 G6 III Rhodobacterales bacterium
A3XEY4 G6 111 Roseobacter sp
A4ENU1 G6 II1 Roseobacter sp
A6FTT2 G6 111 Roseobacter sp
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A3SIM5 G6 III Roseovarius nubinhibens
DOCS11 G6 11 Ruegeria lacuscaerulensis
Q5LTL4 G6 111 Ruegeria pomeroyi
B7QYT4 G6 111 Ruegeria sp
Q1GKC3 G6 11 Ruegeria sp
CoCTV8 G6 11 Silicibacter sp
ABUGS88 G6 111 Sinorhizobium medicae
A3TO0G8 G6 11 Sulfitobacter sp
A1WF90 G6 111 Verminephrobacter eiseniae
DOWUA2 G6 11 Vibrio alginolyticus
ABAQ5T G6 II1 Vibrio campbellii
A7TMZD9 G6 111 Vibrio campbellii
DOXDG1 G6 111 Vibrio harveyi
A6B8ES G6 111 Vibrio parahaemolyticus
Q87RZ3 G6 11T Vibrio parahaemolyticus
A6CXL1 G6 111 Vibrio shilonii
ATK162 G6 11 Vibrio sp
A7IMM6E G6 III Xanthobacter autotrophicus
A3SEJ8 G6 111
A9ETIV2 G6 111
A9FWD6 G6 111
B5S7G9 G6 111
B5SEV3 G6 111
C8SN56 G6 111
CONT32 G6 111
Q1VAE1 G6 111
A2RWD4 G7 I Burkholderia mallei
A3MEC9 G7 I Burkholderia mallei
C4B2Y3 G7 1 Burkholderia mallei
Q62CH9 G7 I Burkholderia mallei
A3NKQ2 G7 I Burkholderia pseudomallei
A3P6B3 G7 I Burkholderia pseudomallei
ABEQ62 GT7 I Burkholderia pseudomallei
B1H8Q3 G7 I Burkholderia pseudomallei
C414V6 G7 I Burkholderia pseudomallei
Q3JLL6 G7 I Burkholderia pseudomallei
Q63KK6 G7 I Burkholderia pseudomallei
Q2T6D1 G7 I Burkholderia thailandensis
A1UVS7 G7 I
A4LQX4 G7 1
A5J2F2 G7 1
ASTFX4 G7 I
ABKFW7 G7 I
A9K371 G7 I
B2H8J8 G7 I
B7CZA7 G7 1
COYCX5 G7 I
C5NA15 G7 I
C5ZPT2 G7 I
C6U4z0 G7 I
DORZF2 G7 I Acinetobacter calcoaceticus
B1T2C9 G7 11 Burkholderia ambifaria
B1YQF5 G7 II Burkholderia ambifaria
QOBFC8 G7 1I Burkholderia ambifaria
B4E9D8 G7 11 Burkholderia cenocepacia
A2RZN4 G7 11 Burkholderia mallei
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C4AV33 G7 II Burkholderia mallei
(629S5 G7 1I Burkholderia mallei
B2JUK7 G7 II Burkholderia phymatum
B2JWR2 G7 11 Burkholderia phymatum
A3P9X0 G7 1I Burkholderia pseudomallei
A8EAR1 G7 11 Burkholderia pseudomallei
B1H4A2 G7 II Burkholderia pseudomallei
CAI4ES8 G7 II Burkholderia pseudomallei
Q3JIK5 G7 11 Burkholderia pseudomallei
Q63HX4 G7 1I Burkholderia pseudomallei
B5WR28 G7 11 Burkholderia sp
Q39GH9 G7 II Burkholderia sp
B7WREO G7 11 Comamonas testosteroni
B7WWG9Y G7 1I Comamonas testosteroni
B7X4J4 G7 11 Comamonas testosteroni
DOIUT6 G7 I Comamonas testosteroni
DOJOF6 G7 1T Comamonas testosteroni
D0J581 G7 11 Comamonas testosteroni
Q0JY66 GT7 II Cupriavidus necator
QOK0S2 G7 1I Cupriavidus necator
QOK2F1 G7 1I Cupriavidus necator
QOK2H8 G7 11 Cupriavidus necator
Q46R35 G7 II Cupriavidus pinatubonensis
Q46521 G7 II Cupriavidus pinatubonensis
Q46UC5 G7 1I Cupriavidus pinatubonensis
Q46UI4 G7 1I Cupriavidus pinatubonensis
Q46ZC6 G7 11 Cupriavidus pinatubonensis
Q471HO G7 II Cupriavidus pinatubonensis
Q477N1 G7 II Cupriavidus pinatubonensis
B3R962 G7 1I Cupriavidus taiwanensis
B3RD55 G7 1I Cupriavidus taiwanensis
A9BT82 G7 1I Delftia acidovorans
A9BT86 G7 1T Delftia acidovorans
D3CVE6 G7 II Frankia sp
B1Y2U8 G7 1II Leptothrix cholodnii
A5W3U9 G7 1I Pseudomonas putida
BOKU49 G7 1I Pseudomonas putida
Q1LCI1 G7 1I Ralstonia metallidurans
Q1LCZ7 G7 1I Ralstonia metallidurans
Q1LD38 G7 1I Ralstonia metallidurans
Q1LED3 G7 11 Ralstonia metallidurans
Q1LML6 G7 1I Ralstonia metallidurans
B2UHA4 G7 1II Ralstonia pickettii
C6BMA3 G7 II Ralstonia pickettii
COZN26 G7 II Rhodococcus erythropolis
C3JPZ1 G7 1II Rhodococcus erythropolis
C1B881 G7 11 Rhodococcus opacus
QOSA52 G7 II Rhodococcus sp
BOB4Y6 G7 II Streptomyces collinus
A1UXG3 G7 1I
A3MGW9 G7 1I
A41LP0O4 GT7 II
A5JBH8 G7 1I
AS5XMK5 G7 1I
ABKGYO G7 1I
A9K3MO G7 1I
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B2HAR7 G7 I
B5HBU6 G7 11
B7CWJ1 G7 11
COYDK7 G7 11
C5NK36 G7 I
C5ZNX8 G7 11
C6U4K2 G7 11
DI1TEB1 G7 11
D1T2E2 G7 \%
A8LENO G7 VI Frankia sp
C6WPT3 G7 VII Actinosynnema mirum
A1R3D3 G7 VII Arthrobacter aurescens
C5AJX5 G7 VII Burkholderia glumae
ABRYF1 G7 VII Clostridium bolteae
A4ATDO G7 VII Congregibacter litoralis
C1D3M5 G7 VII Deinococcus deserti
Q9RY98 G7 VII Deinococcus radiodurans
ABLMB1 G7 VII Dinoroseobacter shibae
B8KKC5 G7 VII gamma proteobacterium
D2S5A9 G7 VII Geodermatophilus obscurus
Q28MRO G7 VII Jannaschia sp
B7RVE3 G7 VII marine gamma
B8IMG7 G7 VII Methylobacterium nodulans
BOU7K6 G7 VII Methylobacterium sp
AATT724 G7 VII Mycobacterium gilvum
A1ULF3 G7 VII Mycobacterium sp
A3Q5V2 G7 VII Mycobacterium sp
Q1B3P7 G7 VII Mycobacterium sp
A1TEW9 G7 VII Mycobacterium vanbaalenii
C8XE64 G7 VII Nakamurella multipartita
A6VAG3 G7 VII Pseudomonas aeruginosa
QO2HW6 G7 VII Pseudomonas aeruginosa
Q915C7 G7 VII Pseudomonas aeruginosa
C6AYH9 G7 VII Rhizobium leguminosarum
Q1MGF1 GT7 VII Rhizobium leguminosarum
C3MI84 G7 VII Rhizobium sp
C3MI88 G7 VII Rhizobium sp
C0ZQu4 G7 VII Rhodococcus erythropolis
A4FQE8 G7 VII Saccharopolyspora erythraea
A5V766 G7 VII Sphingomonas wittichii
Q95256 G7 VII Streptomyces coelicolor
B4VG76 G7 VII Streptomyces sp
C6KUO05 G7 VII uncultured bacterium
D2DIRO G7 VII uncultured marine
A3L579 G7 VII
A3LM24 G7 VII
B4B7L9 G7 VII
B5KEI7 G7 VII
B5KEK6 G7 VII
B7UYE7 G7 VII
D1SAE2 G7 VII
D1XUM6 G7 VII
D3C665 G7 VII




Case study I1I: protein kinases

Of the 3,087 proteins in this family, 2,044 are labeled as Ser/Thr kinases and 1,043 as Tyr kinases, of which
235 are Epidermal Growth Factor Receptors (EGFRs) according to the labels employed in [1]. Table S2.3
lists the protein set, the corresponding subfamily labels, and the clusters they were placed in by the proposed
framework when considering two, three and seven clusters, as well as the source organisms and existing EC
number annotations according to UniProt.

Table S2.3. List of proteins in the protein kinase family.

UniProt Label [1] Two Three Seven Species EC Number
Q17D67 EGFR II I IV Aedes aegypti 2.7.10.1
Q7PPN5 EGFR II I I\Y Anopheles gambiae 2.7.10.1
Q9BIHI9 EGFR II I v Anopheles gambiae 2.7.10.1
Q64895 EGFR I I v Avian erythroblastosis
Q85468 EGFR II I IV Avian erythroblastosis
Q86712 EGFR 1I I v Avian rous-associated
Q86714 EGFR II I v Avian rous-associated
Q4H3N2 EGFR 1I I 1A Ciona intestinalis
Q5EBY4 EGFR II I 1A Danio rerio
Q6VQA3 EGFR 11 I IV Danio rerio
Q7SZF7 EGFR I I I\Y Danio rerio
Q8MLWO EGFR II I I\Y Drosophila melanogaster 2.7.10.-
Q6SA99 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAA0 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAA1 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAA2 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAA3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAA4 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAAS EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAA7 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAAS EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAA9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SABO EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAB3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAB4 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAB6 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SABS EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAB9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SACO EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAC1 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAC2 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAC4 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAC6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SACT EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAC8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAC9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SADO EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAD1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAD3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAD5S EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAD7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SADS EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAD9 EGFR 11 1 IV Drosophila melanogaster 2.7.10.1
Q6SAEO EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAE1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAE2 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAE3 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAE4 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
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Q6SAE6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAE8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAF1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAF2 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAF5 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAF6 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAGO EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAG1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAG2 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAG3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
QB6SAGS EGFR 11 I v Drosophila melanogaster 2.7.10.1
Q6SAG6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAG8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAG9 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAHO EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAH1 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAH2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAH4 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAH5 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAH7 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAHS EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAH9 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAI2 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAI4 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAI5 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAI6 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAI7 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAIS8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAI9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAJO EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAJ2 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAJ3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAJ5 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAJ6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAJ7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAJ8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAJ9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAKO EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAK1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAK2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAK3 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAK4 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAK6 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAK9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SALO EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAL2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAL3 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAL4 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAL5 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAL6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAL7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAL8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAL9 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAMO EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAM1 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAM2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
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Q6SAM3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAM5 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAM6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAM7 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAM9 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SANO EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAN1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAN2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAN6 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAN7 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SANS EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAPO EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAP3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAP4 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAP7 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAQ3 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAQ5 EGFR 1I I 1AY Drosophila melanogaster 2.7.10.1
Q6SAQ7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAQ9 EGFR 1I I 1A Drosophila melanogaster 2.7.10.1
Q6SAR2 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAR4 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
QB6SAR7 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAR9 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SASO EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAS1 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAS6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
QB6SAS8 EGFR 11 I v Drosophila melanogaster 2.7.10.1
Q6SAS9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAT1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAT3 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAT4 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAT5 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAT6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAT7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAT8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAU1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAU2 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAU3 EGFR 11 I v Drosophila melanogaster 2.7.10.1
Q6SAU4 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAUS EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAU6 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAU7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
QB6SAUS EGFR 11 I v Drosophila melanogaster 2.7.10.1
Q6SAU9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAVO EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAV1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAV2 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAV3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAV4 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAV5 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAVT7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAVS EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAV9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAWO EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAW1 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAW2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
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Q6SAW3 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAW4 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAWS EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAWS EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAW9 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAX0 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAX1 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAX2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAX3 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAX4 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAX6 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAX7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAX8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAY1 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAY2 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAY3 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAY4 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAY6 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAY7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAYS EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAY9 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAZ0 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAZ1 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAZ2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAZ3 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SAZ4 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAZ6 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q6SAZ7 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAZ8 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAZ9 EGFR II I v Drosophila melanogaster 2.7.10.1
Q6SB0O0 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SBO1 EGFR 11 I IV Drosophila melanogaster 2.7.10.1
Q86NZ2 EGFR II I I\Y Drosophila melanogaster 2.7.10.1
Q6SAE9 EGFR II I I\Y Drosophila melanogaster
Q6SAF4 EGFR II I I\Y Drosophila melanogaster
Q6SAF7 EGFR II I I\Y Drosophila melanogaster
Q6SAH3 EGFR 11 I v Drosophila melanogaster
QB6SAK7 EGFR 11 I v Drosophila melanogaster
Q6SAS3 EGFR II I I\Y Drosophila melanogaster
Q6SAS4 EGFR II I I\Y Drosophila melanogaster
Q6SAS7 EGFR II I v Drosophila melanogaster
QB6SATO EGFR 11 I v Drosophila melanogaster
Q6SAT2 EGFR 11 I IV Drosophila melanogaster
Q6SAT9 EGFR II I I\Y Drosophila melanogaster
Q6SAUO EGFR II I I\Y Drosophila melanogaster
Q6SAV6 EGFR II I I\Y Drosophila melanogaster
Q6SAWE EGFR II I I\Y Drosophila melanogaster
QB6SAWT EGFR 11 I v Drosophila melanogaster
Q6SAX5 EGFR II I I\Y Drosophila melanogaster
Q8szwW1 EGFR II I I\Y Drosophila melanogaster
Q28XM9 EGFR II I I\Y Drosophila pseudoobscura 2.7.10.1
Q69AY2 EGFR 11 I IV Drosophila simulans 2.7.10.1
Q20C69 EGFR II I IV Drosophila virilis 2.7.10.1
Q49LT4 EGFR 1I I v Felis catus
Q68KJI7 EGFR II I v Felis catus
QOW6F6 EGFR II I I\Y Gallus gallus 2.7.10.1
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Q2EJ72 EGFR II I I\Y Gallus gallus
Q4PLA4 EGFR II I I\Y Gallus gallus
Q4PLA5 EGFR 1I I IV Gallus gallus
Q59FL8 EGFR II I 1A Homo sapiens 2.7.10.1
Q2TTR7 EGFR 1I I v Homo sapiens
Q504U8 EGFR II I I\Y Homo sapiens
Q8COE7 EGFR 1I I v Mus musculus 2.7.10.1
Q9EP98 EGFR 1I I IV Mus musculus
Q8K3F9 EGFR II I 1AY Rattus norvegicus
Q9QX70 EGFR II I IV Rattus norvegicus
A5A753 EGFR 11 I v Sus scrofa 2.7.10.1
Q8MILS EGFR 1I I IV Sus scrofa
Q4RWY4 EGFR II I I\Y Tetraodon nigroviridis 2.7.10.1
Q153D7 EGFR 11 I 1A Xenopus laevis 2.7.10.1
Q153D8 EGFR 1I I v Xenopus laevis
Q153D9 EGFR 1I I v Xenopus laevis
Q6XJV8 EGFR 1I I IV Xiphophorus xiphidium
Q9YH40 EGFR II I I\Y Xiphophorus xiphidium
Q2HZD7 EGFR 1I I Vv Gallus gallus 2.7.10.1
Q6NYW1 Ser/Thr I 11 \% Danio rerio 2.7.11.25
Q54TM7 Ser/Thr I II v Dictyostelium discoideum 2.7.11.1
ATSFG8 Ser/Thr I II \Y% Nematostella vectensis
QODE32 Ser/Thr I 11 A% Oryza sativa
Q5SMJO Ser/Thr I 11 A% Oryza sativa
Q5RCD1 Ser/Thr I 11 A% Pongo abelii 2.7.11.25
Q4RX00 Ser/Thr I II v Tetraodon nigroviridis
Q455N1 Ser/Thr I II \% Tetraodon nigroviridis
A7J1TO Ser/Thr I II A% Xenopus laevis 2.7.11.25
A7J1T1 Ser/Thr I I1 A% Xenopus laevis
A7J1T3 Ser/Thr I II A% Xenopus laevis
Q17M58 Ser/Thr I III III Aedes aegypti 2.7.11.13
Q17N56 Ser/Thr I 11 11 Aedes aegypti 2.7.11.13
Q16VR1 Ser/Thr I 11 11 Aedes aegypti
Q16XQ9 Ser/Thr I I11 II1 Aedes aegypti
Q17GR4 Ser/Thr I 111 I11 Aedes aegypti
Q17KS0 Ser/Thr I 111 11 Aedes aegypti
Q868D7 Ser/Thr I 11 11 Aedes aegypti
A6Qz29 Ser/Thr I III III Ajellomyces capsulata 2.7.11.13
Q7QCP8 Ser/Thr I II1 111 Anopheles gambiae 2.7.11.13
A7UR89 Ser/Thr I 111 11T Anopheles gambiae
Q7PTH7 Ser/Thr I 111 11 Anopheles gambiae
Q7Q042 Ser/Thr I 111 111 Anopheles gambiae
Q7QK56 Ser/Thr I III 11 Anopheles gambiae
Q66XT6 Ser/Thr I III 11 Anopheles stephensi
Q9U5H6 Ser/Thr I 111 111 Apis mellifera
Q75BTO Ser/Thr I 11 11 Ashbya gossypii 2.7.11.13
A1CBE3 Ser/Thr I III III Aspergillus clavatus 2.7.11.13
Q4WVGOo Ser/Thr I III 11 Aspergillus fumigatus 2.7.11.13
A2RA98 Ser/Thr I III II1 Aspergillus niger 2.7.11.13
Q2UBA7 Ser/Thr I III III Aspergillus oryzae 2.7.11.13
QOCW56 Ser/Thr I 111 111 Aspergillus terreus 2.7.11.13
Q95YJO Ser/Thr I 111 111 Asterina pectinifera
Q9HF10 Ser/Thr I III III Blumeria graminis 2.7.11.13
Q4AED5 Ser/Thr I I11 I11 Bombyx mori 2.7.11.13
Q4AED6 Ser/Thr I 111 111 Bombyx mori 2.7.11.13
AOJN97 Ser/Thr I 111 I11 Bos taurus 2.7.11.13
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AOJNHT7 Ser/Thr I 11 11 Bos taurus 2.7.11.13
A1A4T4 Ser/Thr I I11 I11 Bos taurus 2.7.11.13
QOP5H4 Ser/Thr I 111 111 Bos taurus 2.7.11.13
QoUVJ5 Ser/Thr I IT1 IT1 Botrytis cinerea
Q86M17 Ser/Thr I 111 111 Branchiostoma lanceolatum
076850 Ser/Thr I 111 11 Calliphora vicina 2.7.11.13
Q5ANK2 Ser/Thr I 111 III Candida albicans 2.7.11.13
Q6FJ43 Ser/Thr I II1 III Candida glabrata 2.7.11.13
Q5I9W4 Ser/Thr I 111 111 Canis familiaris
Q5I9W5 Ser/Thr I 111 111 Canis familiaris
Q2H265 Ser/Thr I III III Chaetomium globosum 2.7.11.13
Q55VU6 Ser/Thr I 111 III Cryptococcus neoformans 2.7.11.13
Q5KKE3 Ser/Thr I III III Cryptococcus neoformans 2.7.11.13
Q6UB96 Ser/Thr I III I1I Cryptococcus neoformans 2.7.11.13
Q6UB97 Ser/Thr I 11 III Cryptococcus neoformans 2.7.11.13
A7MBLS8 Ser/Thr I 111 11 Danio rerio 2.7.11.13
Q4JG04 Ser/Thr I 11 11 Danio rerio 2.7.11.13
Q5TZD4 Ser/Thr I I11 I11 Danio rerio 2.7.11.13
Q6DI53 Ser/Thr I 111 111 Danio rerio 2.7.11.13
Q7SY24 Ser/Thr I 111 111 Danio rerio 2.7.11.13
Q7T2C5 Ser/Thr I 111 111 Danio rerio 2.7.11.13
Q7ZUC5 Ser/Thr I 111 11 Danio rerio 2.7.11.13
A2BIH5 Ser/Thr I I11 I11 Danio rerio
Q49HN1 Ser/Thr I 111 111 Danio rerio
Q801L4 Ser/Thr I 111 111 Danio rerio
Q802Y3 Ser/Thr I 111 111 Danio rerio
Q8UUX0 Ser/Thr I 111 111 Danio rerio
Q6BI27 Ser/Thr I III III Debaryomyces hansenii 2.7.11.13
A1Z7T1 Ser/Thr I III 11 Drosophila melanogaster 2.7.11.-; 2.7.11.13
A1Z7T2 Ser/Thr I 111 111 Drosophila melanogaster 2.7.11.-; 2.7.11.13
A1Z7T3 Ser/Thr I 11 11 Drosophila melanogaster 2.7.11.-; 2.7.11.13
A17Z7T4 Ser/Thr I II1 III Drosophila melanogaster 2.7.11.-; 2.7.11.13
A8DY76 Ser/Thr I 111 111 Drosophila melanogaster 2.7.11.-; 2.7.11.13
A1Z7TO Ser/Thr I III 11 Drosophila melanogaster 2.7.11.13
A17Z9X0 Ser/Thr I III 11 Drosophila melanogaster 2.7.11.13
A8DYG9 Ser/Thr I 11 11 Drosophila melanogaster 2.7.11.13
Q4QQA3 Ser/Thr 1 111 111 Drosophila melanogaster 2.7.11.13
Q95T78 Ser/Thr I III III Drosophila melanogaster 2.7.11.13
Q7YU74 Ser/Thr I III III Drosophila melanogaster
Q960L7 Ser/Thr I III 11 Drosophila melanogaster
Q28YC5 Ser/Thr I 111 11T Drosophila pseudoobscura 2.7.11.13
Q290K2 Ser/Thr I 111 11T Drosophila pseudoobscura 2.7.11.13
Q5BH74 Ser/Thr I IIT 11T Emericella nidulans 2.7.11.13
Q76G54 Ser/Thr I III III Emericella nidulans 2.7.11.13
Q8JFZ9 Ser/Thr I 11 I Fugu rubripes 2.7.11.13
Q5F3H2 Ser/Thr I 111 111 Gallus gallus 2.7.11.13
Q5F3X1 Ser/Thr I IIT IIT Gallus gallus 2.7.11.13
Q5ZKE2 Ser/Thr I 111 111 Gallus gallus 2.7.11.13
057513 Ser/Thr I I11 I11 Gallus gallus
096997 Ser/Thr I I11 I11 Geodia cydonium 2.7.11.13
Q2TSD3 Ser/Thr I 111 111 Homo sapiens 2.7.11.13
Q15523 Ser/Thr I 111 I1I Homo sapiens
Q56A86 Ser/Thr I 111 111 Homo sapiens
Q59F1I5 Ser/Thr I 111 II1 Homo sapiens
001715 Ser/Thr I I11 I11 Hydra attenuata 2.7.11.13
001669 Ser/Thr I I11 111 Hydra attenuata
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001716 Ser/Thr I I11 I11 Hydra attenuata
Q8MUAS Ser/Thr I I11 I11 Hydra attenuata
Q8MUA6 Ser/Thr I 111 111 Hydra attenuata
Q8J213 Ser/Thr I III 11 Kluyveromyces lactis 2.7.11.13
Q873Y9 Ser/Thr I 11 I Leptosphaeria maculans
Q8MXB6 Ser/Thr I III III Limulus polyphemus 2.7.11.13
A5DZ73 Ser/Thr I III III Lodderomyces elongisporus 2.7.11.13
Q6UIN1 Ser/Thr I 111 111 Macaca mulatta
Qoy7C1 Ser/Thr I 111 11T Magnaporthe grisea
A5DM82 Ser/Thr I III III Meyerozyma guilliermondii 2.7.11.13
Q1MX40 Ser/Thr 1 111 111 Mus musculus 2.7.11.13
Q1MX41 Ser/Thr I III III Mus musculus 2.7.11.13
Q1MX42 Ser/Thr I I11 I11 Mus musculus 2.7.11.13
Q1MX43 Ser/Thr I 111 111 Mus musculus 2.7.11.13
Q2NKI4 Ser/Thr I 111 111 Mus musculus 2.7.11.13
Q3TGE4 Ser/Thr I 11T 11T Mus musculus 2.7.11.13
Q3TJJ5 Ser/Thr I III III Mus musculus 2.7.11.13
Q3U1I0 Ser/Thr I I11 I11 Mus musculus 2.7.11.13
Q3UKY1 Ser/Thr I 111 111 Mus musculus 2.7.11.13
Q3UMD5 Ser/Thr I 111 111 Mus musculus 2.7.11.13
Q3UN66 Ser/Thr I 111 111 Mus musculus 2.7.11.13
Q3UNG2 Ser/Thr I IIT 11T Mus musculus 2.7.11.13
Q4VA93 Ser/Thr I I11 I11 Mus musculus 2.7.11.13
Q53YN4 Ser/Thr I 111 111 Mus musculus 2.7.11.13
Q8CAV6 Ser/Thr I 111 111 Mus musculus 2.7.11.13
Q3TQ39 Ser/Thr I 111 111 Mus musculus
Q3TY95 Ser/Thr I I11 I11 Mus musculus
Q3UGW9 Ser/Thr I I11 I11 Mus musculus
Q3UHM5 Ser/Thr I I11 I11 Mus musculus
Q3UQs3 Ser/Thr I 111 111 Mus musculus
Q3Vv341 Ser/Thr I 111 111 Mus musculus
Q5DTK3 Ser/Thr I I1I 111 Mus musculus
Q6NXWO Ser/Thr I I11 I11 Mus musculus
Q6PF82 Ser/Thr I I11 I11 Mus musculus
Q7TST7 Ser/Thr I 111 111 Mus musculus
(8BsS26 Ser/Thr I III III Mus musculus
Q8BW55 Ser/Thr I I1I 111 Mus musculus
Q8CET74 Ser/Thr I 111 II1 Mus musculus
Q920N8 Ser/Thr I I11 I11 Mus musculus
Q86M16 Ser/Thr I 11 11 Myxine glutinosa
ATRU22 Ser/Thr I 11 11 Nematostella vectensis 2.7.11.13
A7SL27 Ser/Thr I 11 I1I Nematostella vectensis 2.7.11.13
A7TRULS Ser/Thr I I11 I11 Nematostella vectensis
A7TRYZO Ser/Thr I I11 I11 Nematostella vectensis
ABDVA9 Ser/Thr I 111 II1 Nematostella vectensis
A1DDZ6 Ser/Thr I I11 IT1 Neosartorya fischeri 2.7.11.13
Q516U5 Ser/Thr I 11 11 Oryctolagus cuniculus
Q6UIN2 Ser/Thr I 11 11 Pan troglodytes
Q801L6 Ser/Thr I I11 I11 Petromyzon marinus
Q52PI7 Ser/Thr I 111 III Phallusia mammilata
Q86ZV2 Ser/Thr I 111 111 Pichia pastoris 2.7.11.13
044393 Ser/Thr I 11 IT1 Pisaster ochraceus
Q5R944 Ser/Thr I 111 111 Pongo abelii
Q6EE98 Ser/Thr I II1 I11 Protopterus dolloi
Q6EEAO Ser/Thr I I11 I11 Protopterus dolloi
QépuUv1 Ser/Thr I I11 IT1 Rattus norvegicus 2.7.11.13
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Q3HSE5 Ser/Thr I I11 I11 Rattus norvegicus
Q63432 Ser/Thr I I11 II1 Rattus norvegicus
Q9R1X8 Ser/Thr I II1 111 Rattus norvegicus
096942 Ser/Thr I III 11 Rhabdocalyptus dawsoni 2.7.11.13
ABZKJ9 Ser/Thr I III III Saccharomyces cerevisiae 2.7.11.13
Q69G16 Ser/Thr 1 IIT 11T Schistosoma mansoni 2.7.11.13
ATF8U5 Ser/Thr I 111 III Sclerotinia sclerotiorum
Q6EE44 Ser/Thr I II1 III Scyliorhinus canicula
Q801L5 Ser/Thr I I11 II1 Scyliorhinus canicula
Q9Y792 Ser/Thr I IIT IIT Sporothrix schenckii
062567 Ser/Thr I IT1 IT1 Suberites domuncula 2.7.11.13
062569 Ser/Thr I III III Suberites domuncula 2.7.11.13
062570 Ser/Thr I I11 II1 Suberites domuncula
061224 Ser/Thr I III I1I Sycon raphanus 2.7.11.13
061225 Ser/Thr I 11 III Sycon raphanus 2.7.11.13
Q4RWN4 Ser/Thr I 11T 11T Tetraodon nigroviridis 2.7.11.13
Q4RLN6 Ser/Thr I III III Tetraodon nigroviridis
Q4RM42 Ser/Thr I 111 III Tetraodon nigroviridis
Q4RPP3 Ser/Thr I II1 111 Tetraodon nigroviridis
Q4RXV3 Ser / Thr I IIT IIT Tetraodon nigroviridis
Q4RZQ9 Ser/Thr I IIT 11T Tetraodon nigroviridis
Q45918 Ser/Thr I III III Tetraodon nigroviridis
Q4SBF1 Ser/Thr I 111 III Tetraodon nigroviridis
Q4SG88 Ser/Thr I II1 III Tetraodon nigroviridis
Q4SLA7 Ser/Thr I IIT IIT Tetraodon nigroviridis
Q4SN64 Ser/Thr I IIT IIT Tetraodon nigroviridis
Q4SZG9 Ser/Thr I III III Tetraodon nigroviridis
Q4T021 Ser/Thr I III III Tetraodon nigroviridis
QOHGK8 Ser/Thr I I11 I11 Tuber borchii 2.7.11.13
Q96VF6 Ser/Thr I 111 111 Tuber magnatum
A7TMA2 Ser/Thr I 111 111 Vanderwaltozyma polyspora
Q498G7 Ser/Thr I 111 11 Xenopus laevis 2.7.11.13
QB6AZF7 Ser/Thr I III III Xenopus laevis 2.7.11.13
Q6DCcJ8 Ser/Thr I I11 I11 Xenopus laevis 2.7.11.13
Q6GNZ7 Ser/Thr I 111 111 Xenopus laevis 2.7.11.13
Q7LZQ8 Ser/Thr I IIT IIT Xenopus laevis 2.7.11.13
Q7LZQ9 Ser/Thr I IIT IIT Xenopus laevis 2.7.11.13
Q7SZH7 Ser/Thr I IIT 11T Xenopus laevis 2.7.11.13
Q7SZH8 Ser/Thr I I11 I11 Xenopus laevis 2.7.11.13
Q91569 Ser/Thr I I11 111 Xenopus laevis 2.7.11.13
042262 Ser/Thr I 111 111 Xenopus laevis
Qo1872 Ser/Thr I I1I 111 Xenopus laevis
Q91948 Ser/Thr I III III Xenopus sp
AO0JM65 Ser/Thr I 111 III Xenopus tropicalis 2.7.11.13
QO8BT6 Ser/Thr I III 11 Xenopus tropicalis 2.7.11.13
Q28EN9 Ser/Thr I III 11 Xenopus tropicalis 2.7.11.13
Q5EGD6 Ser/Thr I 111 11T Xenopus tropicalis 2.7.11.13
Q6C292 Ser/Thr I III III Yarrowia lipolytica
Q16KG9 Ser/Thr I 111 A% Aedes aegypti
Q173R9 Ser/Thr I 11 A% Aedes aegypti
Q2uMv8 Ser/Thr I III \% Aspergillus oryzae
A6QQUS Ser/Thr I 111 A% Bos taurus
Q4H2Q7 Ser/Thr I 111 A% Ciona intestinalis
Q4H378 Ser/Thr I II1 A% Ciona intestinalis
Q29GL6 Ser/Thr I III A% Drosophila pseudoobscura
Q6eveT5 Ser/Thr I I11 \Y% Drosophila simulans



Table S2.3. (continuation)

UniProt Label [1] Two Three Seven Species EC Number
Q6V679 Ser/Thr I I11 A% Drosophila simulans
Qeves1 Ser/Thr I I11 \% Drosophila simulans
Q6V4A0 Ser/Thr I III \% Drosophila yakuba
Q5AU0J7 Ser / Thr I IIT \Y% Emericella nidulans
060030 Ser/Thr I III \Y Kluyveromyces lactis
Q4Q5Q9 Ser/Thr 1 111 Vv Leishmania major 2.711.1
Q4R987 Ser/Thr I 111 \% Macaca fascicularis 2.7.11.25
Q1S5M5 Ser/Thr I II1 Vv Medicago truncatula
ATRMS1 Ser/Thr I 11 \% Nematostella vectensis
A7SINT Ser/Thr I I11 \Y% Nematostella vectensis
A2DAP2 Ser/Thr I I11 v Trichomonas vaginalis
A2DXP4 Ser/Thr I I11 v Trichomonas vaginalis
A2EHA2 Ser/Thr I I11 \Y% Trichomonas vaginalis
A2EJW7 Ser/Thr I II1 \% Trichomonas vaginalis
Q388G0 Ser/Thr I 11 A% Trypanosoma brucei 2.7.11.1
Q4E2T3 Ser/Thr I II1 A% Trypanosoma cruzi 2.711.1
QOIG70 Ser/Thr I 11 VI Aedes aegypti
Q16E67 Ser/Thr I 11 VI Aedes aegypti
Q16198 Ser/Thr I III VI Aedes aegypti
Q16UJ8 Ser/Thr I 11 VI Aedes aegypti
Q170F5 Ser/Thr I 111 VI Aedes aegypti
Q17119 Ser/Thr I 111 VI Aedes aegypti
Q173G6 Ser/Thr I 11 VI Aedes aegypti
Q175B8 Ser/Thr I III VI Aedes aegypti
Q17E44 Ser/Thr I 11 VI Aedes aegypti
Q17E90 Ser/Thr I 111 VI Aedes aegypti
Q17M45 Ser/Thr I 111 VI Aedes aegypti
Q5BU47 Ser/Thr I 11 VI Aedes aegypti
ABRGW3 Ser/Thr I III VI Ajellomyces capsulatus
Q95UF4 Ser/Thr I II1 VI Ancylostoma caninum
Q7QGS5 Ser/Thr I IT1 VI Anopheles gambiae 2.7.11.1
AONES6 Ser/Thr I I1I VI Anopheles gambiae
Q5TMZ4 Ser/Thr I I11 VI Anopheles gambiae
Q7PV95 Ser/Thr I III VI Anopheles gambiae
Q7PY54 Ser/Thr I III VI Anopheles gambiae
Q7Q3F8 Ser/Thr I 11 VI Anopheles gambiae
Q7Q51I9 Ser/Thr I 111 VI Anopheles gambiae
Q7QCI6 Ser/Thr I 111 VI Anopheles gambiae
Q7QCL4 Ser/Thr I III VI Anopheles gambiae
Q7QLC7 Ser/Thr I III VI Anopheles gambiae
QOUBH7 Ser/Thr I 111 VI Apis mellifera
QOM9IBS Ser/Thr I IIT VI Arabidopsis thaliana 2.7.11.-
022971 Ser/Thr I III VI Arabidopsis thaliana 2.711.1
065554 Ser/Thr I III VI Arabidopsis thaliana 2.7.11.1
080902 Ser/Thr I 111 VI Arabidopsis thaliana 2.7.11.1
Q2v452 Ser/Thr I II1 VI Arabidopsis thaliana 2.7.11.1
Q5HZ38 Ser/Thr I IIT VI Arabidopsis thaliana 2.7.11.1
Q84VQ3 Ser/Thr I 111 VI Arabidopsis thaliana 2.7.11.1
Q8W1D5 Ser/Thr I III VI Arabidopsis thaliana 2.7.11.1
Q9o3Vv58 Ser/Thr I 111 VI Arabidopsis thaliana 2.7.11.1
Q93VD3 Ser/Thr I II1 VI Arabidopsis thaliana 2.7.11.1
Q94CGOo Ser/Thr I 111 VI Arabidopsis thaliana 2.7.11.1
Q9C562 Ser/Thr I 111 VI Arabidopsis thaliana 2.7.11.1
Q9FJ54 Ser/Thr I IIT VI Arabidopsis thaliana 2.7.11.1
Q9FJ55 Ser/Thr I I11 VI Arabidopsis thaliana 2.7.11.1
Q9LEU7 Ser/Thr I I11 VI Arabidopsis thaliana 2.7.11.1
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Q9OLP51 Ser/Thr I III VI Arabidopsis thaliana 2.7.11.1
Q9MAM1 Ser/Thr I I11 VI Arabidopsis thaliana 2.7.11.1
Q9SEZ7 Ser/Thr I II1 VI Arabidopsis thaliana 2.711.1
Q9sSMQ4 Ser/Thr I IIT VI Arabidopsis thaliana 2.7.11.1
Q9SN43 Ser/Thr I IIT VI Arabidopsis thaliana 2.7.11.1
Q9STV4 Ser/Thr 1 IIT VI Arabidopsis thaliana 2.7.11.1
Q9SUL7 Ser/Thr I 111 VI Arabidopsis thaliana 2.7.11.1
Q9XIWO Ser/Thr I II1 VI Arabidopsis thaliana 2.711.1
Q9ZV15 Ser/Thr I II1 VI Arabidopsis thaliana 2.7.11.1
A1IKU5 Ser/Thr I III VI Arabidopsis thaliana
Q8S9D1 Ser/Thr I 11 VI Arabidopsis thaliana
Q9FLZ3 Ser/Thr I I11 VI Arabidopsis thaliana
Q9ZRAO Ser/Thr I I11 VI Arabidopsis thaliana
A1E371 Ser/Thr I I11 VI Artemia franciscana
Q75CB5 Ser/Thr I IT1 VI Ashbya gossypii 2.7.11.21
Q75872 Ser/Thr I 11 VI Ashbya gossypii
Q75BY7 Ser/Thr I 11 VI Ashbya gossypii
Q75DQ1 Ser/Thr I 11 VI Ashbya gossypii
A1CFH3 Ser/Thr I III VI Aspergillus clavatus
Q4WII8 Ser/Thr I 11 VI Aspergillus fumigatus 2.7.1.-
A2QGw4 Ser/Thr I 11 VI Aspergillus niger 2.7.1.-
A2QKG1 Ser/Thr I 111 VI Aspergillus niger
Q2TZA2 Ser/Thr I III VI Aspergillus oryzae
Q2U7N6 Ser/Thr I III VI Aspergillus oryzae
QOCDL2 Ser/Thr I III VI Aspergillus terreus
A7ANH6 Ser/Thr I I1I VI Babesia bovis
Q86594 Ser/Thr I IT1 VI Babesia rodhaini
A5YRYS8 Ser/Thr I I11 VI Bombyx mori
A6QNL2 Ser/Thr I I11 VI Bos taurus
A8E649 Ser/Thr I 111 VI Bos taurus
Qo8DI2 Ser/Thr I I1I VI Bos taurus
QO8DN4 Ser/Thr I I1I VI Bos taurus
QOP5A8 Ser/Thr I I11 VI Bos taurus
QoZ7wW4 Ser/Thr I I11 VI Bos taurus
Q58DJ9 Ser/Thr I 111 VI Bos taurus
(Q58DM2 Ser/Thr I III VI Bos taurus
A2IBUO Ser/Thr I III VI Brassica juncea 2.711.1
Q8w2D7 Ser/Thr I IIT VI Brassica napus 2.7.11.1
Q9ZPD6 Ser/Thr I I11 VI Brassica napus
Q19469 Ser/Thr I I11 VI Caenorhabditis elegans 2.7.11.1
Q21017 Ser/Thr I II1 VI Caenorhabditis elegans 2.7.11.1
Q9TW45 Ser/Thr I IIT VI Caenorhabditis elegans 2.7.11.1
062305 Ser/Thr I IT1 VI Caenorhabditis elegans 2.7.11.17
Q9TXJO Ser/Thr I III VI Caenorhabditis elegans 2.7.11.17
044747 Ser/Thr I 111 VI Caenorhabditis elegans
Q9N3L4 Ser/Thr I II1 VI Caenorhabditis elegans
Q59W62 Ser/Thr I IT1 VI Candida albicans 2.7.11.1
Q5ABGO Ser/Thr I 111 VI Candida albicans 2.7.11.21
Q5A1RO Ser/Thr I I11 VI Candida albicans
Q5A1WT Ser/Thr I 111 VI Candida albicans
Q6FJZ8 Ser/Thr I 111 VI Candida glabrata
Q6FM66 Ser/Thr I III VI Candida glabrata
Q2HGW9 Ser/Thr I I1I VI Chaetomium globosum
Q6V8K6 Ser/Thr I 111 VI Chlamydomonas reinhardtii
Q86SC3 Ser/Thr I I11 VI Ciona intestinalis
Q9Y880 Ser/Thr I I11 VI Cochliobolus carbonum
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Q5CTW4 Ser/Thr I III VI Cryptosporidium parvum
Q654W0 Ser/Thr I III VI Cryptosporidium parvum
P93113 Ser/Thr I I11 VI Cucumis sativus
ABH8T5 Ser/Thr I 111 VI Danio rerio 2.7.11.21
A1L290 Ser/Thr I 111 VI Danio rerio
A2BHA2 Ser/Thr I II1 VI Danio rerio
A2CEF7 Ser/Thr I I11 VI Danio rerio
A5PN50 Ser/Thr I I11 VI Danio rerio
A5WUMO Ser/Thr I 111 VI Danio rerio
ASWVQ5 Ser/Thr I 111 VI Danio rerio
QO5ANS Ser/Thr I 111 VI Danio rerio
Q1MTK5 Ser/Thr I I11 VI Danio rerio
Q4vopr8 Ser/Thr I I11 VI Danio rerio
Q502F3 Ser/Thr I 111 VI Danio rerio
Q6DBZ4 Ser/Thr I 111 VI Danio rerio
Q6DHU9 Ser/Thr I 111 VI Danio rerio
Q6P954 Ser/Thr I I11 VI Danio rerio
Q6P965 Ser/Thr I I11 VI Danio rerio
Q6PC33 Ser/Thr I 111 VI Danio rerio
Q802W0 Ser/Thr I 111 VI Danio rerio
Q6BLX3 Ser/Thr I III VI Debaryomyces hansenii 2.7.11.21
Q6BM35 Ser/Thr I 11 VI Debaryomyces hansenii
Q6BPAS Ser/Thr I III VI Debaryomyces hansenii
Q54DF2 Ser/Thr I II1 VI Dictyostelium discoideum 2.7.11.1
Q54TA3 Ser/Thr I IIT VI Dictyostelium discoideum 2.7.11.1
Q54wWx4 Ser/Thr I IIT VI Dictyostelium discoideum 2.7.11.1
Q54YF2 Ser/Thr I III VI Dictyostelium discoideum 2.711.1
Q55FT4 Ser/Thr I III VI Dictyostelium discoideum 2.7.11.1
Q76P07 Ser/Thr I 111 VI Dictyostelium discoideum 2.7.11.1
Q869W6 Ser/Thr I IIT VI Dictyostelium discoideum 2.7.11.18
Q514J6 Ser / Thr I IIT VI Drosophila americana
Q51432 Ser/Thr I 111 VI Drosophila ezoana
A7Y419 Ser/Thr I I11 VI Drosophila littoralis
QOE981 Ser/Thr I III VI Drosophila melanogaster 2.7.11.-
Q4QQA7 Ser/Thr I II1 VI Drosophila melanogaster 2.7.11.-
Q9VGF9 Ser/Thr I 11 VI Drosophila melanogaster 2.7.11.-
Q9VGP9 Ser/Thr I II1 VI Drosophila melanogaster 2.7.11.-
QoVGQO Ser/Thr I 111 VI Drosophila melanogaster 2.7.11.-
Qovuv4 Ser/Thr I III VI Drosophila melanogaster 2.7.11.-
Qows32 Ser/Thr I III VI Drosophila melanogaster 2.7.11.-
018645 Ser/Thr I 111 VI Drosophila melanogaster 2.7.11.-; 2.7.11.16
A4V133 Ser/Thr I 111 VI Drosophila melanogaster 2.7.11.-; 2.7.11.17
A4vV134 Ser/Thr I III VI Drosophila melanogaster 2.711.-; 2.7.11.17
QOKIF7 Ser/Thr I 111 VI Drosophila melanogaster 2.7.11.-; 2.7.11.17
A1ZBL5 Ser/Thr I III VI Drosophila melanogaster 2.7.11.-; 2.7.11.26
A17ZBL7 Ser/Thr I 111 VI Drosophila melanogaster 2.7.11.-; 2.7.11.26
A1ZBL9 Ser/Thr I 11 VI Drosophila melanogaster 2.7.11.-; 2.7.11.26
Q6NPA6 Ser/Thr I 111 VI Drosophila melanogaster 2.7.11.-; 2.7.11.26
Q7YU80 Ser/Thr I 111 VI Drosophila melanogaster 2.7.11.-; 2.7.11.26
Q963E5 Ser/Thr I III VI Drosophila melanogaster 2.7.11.-; 2.7.11.26
Q963E6 Ser/Thr I III VI Drosophila melanogaster 2.7.11.-; 2.7.11.26
Qovavs Ser/Thr I 11 VI Drosophila melanogaster 2.7.11.-; 2.7.11.26
Q7PLI7 Ser/Thr I IIT VI Drosophila melanogaster 2.7.11.1
017048 Ser/Thr I II1 VI Drosophila melanogaster
017049 Ser/Thr I III VI Drosophila melanogaster
077268 Ser/Thr I III VI Drosophila melanogaster
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Q058v4 Ser/Thr I I11 VI Drosophila melanogaster
Q27393 Ser/Thr I III VI Drosophila melanogaster
Q5U118 Ser/Thr I III VI Drosophila melanogaster
Q8IGW6 Ser/Thr I III VI Drosophila melanogaster
Q8sSwx3 Ser/Thr I I11 VI Drosophila melanogaster
Q8T473 Ser/Thr I II1 VI Drosophila melanogaster
Q95U75 Ser/Thr I III VI Drosophila melanogaster
Q960G5 Ser/Thr I III VI Drosophila melanogaster
QovYV7 Ser/Thr I 111 VI Drosophila melanogaster
Q1PQ60 Ser/Thr I 111 VI Drosophila miranda
A7Y4J2 Ser/Thr I I11 VI Drosophila montana
Q29127 Ser/Thr I 11 VI Drosophila pseudoobscura 2.7.11.-
Q29Gz7 Ser/Thr I III VI Drosophila pseudoobscura 2.7.11.1
Q28%X63 Ser/Thr I 111 VI Drosophila pseudoobscura
Q293S6 Ser/Thr I 111 VI Drosophila pseudoobscura
Q295U1 Ser/Thr I 111 VI Drosophila pseudoobscura
Q2MOV5 Ser/Thr I 11 VI Drosophila pseudoobscura
Q51438 Ser/Thr I I11 VI Drosophila virilis
Q6XILO Ser/Thr I III VI Drosophila yakuba
Q8SwWM6 Ser/Thr I IIT VI Encephalitozoon cuniculi 2.7.11.21
Q2LGF9 Ser/Thr I 111 VI Equus caballus
Q2LGGO Ser/Thr I I11 VI Equus caballus
Q70CF4 Ser/Thr I 11 VI Fagus sylvatica 2.7.1.-
Q70AB5 Ser/Thr I III VI Fagus sylvatica
Q70CF2 Ser/Thr I 11 VI Fagus sylvatica
Q8J2N0 Ser/Thr I IIT VI Fusarium oxysporum
Q5F3M9 Ser/Thr I 11 VI Gallus gallus 2.7.11.13
A1EATH Ser/Thr I I11 VI Gallus gallus
Q2LAIO Ser/Thr I I11 VI Gallus gallus
Q2PUH1 Ser/Thr I 111 VI Gallus gallus
Q52185 Ser/Thr I I1I VI Gallus gallus
A8BHW1 Ser/Thr I 111 VI Giardia intestinalis
A8BIZ4 Ser/Thr I I11 VI Giardia intestinalis
A8BU43 Ser/Thr I 111 VI Giardia intestinalis
Q8LK24 Ser/Thr I 111 VI Glycine max 2.7.11.1
Q9XF25 Ser/Thr I 111 VI Glycine max
ABYAT9 Ser/Thr I III VI Gossypium hirsutum 2.7.11.1
Q6DXR4 Ser/Thr I III VI Gossypium hirsutum 2.711.1
Q98RLY Ser/Thr I I11 VI Guillardia theta
Q5ILRO Ser/Thr I I11 VI Haemonchus contortus
Q5ILR1 Ser/Thr I IIT VI Haemonchus contortus
Q5ILR2 Ser/Thr I I11 VI Haemonchus contortus
Q5ILR3 Ser/Thr I I11 VI Haemonchus contortus
Q8MVW9 Ser/Thr I I11 VI Haemonchus contortus
Q8MVXO0 Ser/Thr I 111 VI Haemonchus contortus
Q8MVX1 Ser/Thr I IIT VI Haemonchus contortus
Q8MVX2 Ser/Thr I I1 VI Haemonchus contortus
Q8MVX3 Ser/Thr I 11 VI Haemonchus contortus
Q8MVX4 Ser/Thr I I11 VI Haemonchus contortus
061298 Ser/Thr I 111 VI Halocynthia roretzi
AOMZF5 Ser/Thr I I11 VI Homo sapiens
A1ABA9 Ser/Thr I III VI Homo sapiens
Q53GX0 Ser/Thr I 111 VI Homo sapiens
Q59GDO Ser/Thr I 111 VI Homo sapiens
Q59GQ4 Ser/Thr I 111 VI Homo sapiens
Q5SQQ7 Ser/Thr I 111 VI Homo sapiens
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Q5SWX3 Ser/Thr I I11 VI Homo sapiens
Q5Y191 Ser/Thr I I11 VI Homo sapiens
Q8N2N5 Ser/Thr I 111 VI Homo sapiens
Q8N7M6 Ser/Thr I 111 VI Homo sapiens
Q8wWU40 Ser/Thr I 111 VI Homo sapiens
Q96E92 Ser/Thr I 111 VI Homo sapiens
ABHLX6 Ser/Thr I 111 VI Hordeum brevisubulatum 2.7.11.1
081992 Ser/Thr I 111 VI Hordeum vulgare
Q40029 Ser/Thr I IIT VI Hordeum vulgare
Q40030 Ser/Thr I I11 VI Hordeum vulgare
Q43475 Ser/Thr I I11 VI Hordeum vulgare
Q6CUB8 Ser/Thr I 111 VI Kluyveromyces lactis 2.7.11.21
P87209 Ser/Thr I III VI Kluyveromyces lactis
Q6CIX7 Ser/Thr I 111 VI Kluyveromyces lactis
Q6CKE4 Ser/Thr I 11 VI Kluyveromyces lactis
Q72865 Ser/Thr I III VI Kluyveromyces lactis
QON2N1 Ser/Thr I III VI Leishmania major 2.7.1.37
Q4Q1J7 Ser/Thr I 111 VI Leishmania major 2.7.11.1
Q4QDX7 Ser/Thr I II1 VI Leishmania major
Q4QFJ2 Ser/Thr I 111 VI Leishmania major
Q4QGBO Ser/Thr 1 111 VI Leishmania major
Q9GRT3 Ser/Thr I 111 VI Leishmania mexicana
A5DYFO Ser/Thr I III VI Lodderomyces elongisporus
ABE2ES8 Ser/Thr I III VI Lodderomyces elongisporus
Q53UK3 Ser/Thr I 111 VI Lotus japonicus 2.7.11.1
Q53UK5 Ser/Thr I IT1 VI Lotus japonicus 2.7.11.1
Q53VD9 Ser/Thr I III VI Lotus japonicus 2.711.1
Q53VE1 Ser/Thr I III VI Lotus japonicus 2.7.11.1
Q53VM2 Ser/Thr I III VI Lotus japonicus 2.7.11.1
Q53vM3 Ser/Thr I 111 VI Lotus japonicus 2.7.11.1
Q53UK2 Ser/Thr I 111 VI Lotus japonicus
Q53UK4 Ser/Thr I 111 VI Lotus japonicus
Q53vM4 Ser/Thr I I11 VI Lotus japonicus
Q4R7Q6 Ser/Thr I 111 VI Macaca fascicularis 2.7.11.21
Q4R9G2 Ser/Thr I II1 VI Macaca fascicularis
Q1HGK2 Ser/Thr I 111 VI Magnaporthe grisea
Q32zY3 Ser/Thr I I1I VI Marthasterias glacialis
A1EAB7 Ser/Thr I 111 VI Meleagris gallopavo
Q9XFJ3 Ser/Thr I III VI Mesembryanthemum crystallinum 2.7.11.1
A5DLX5 Ser/Thr I III VI Meyerozyma guilliermondii 2.7.11.21
A5DC34 Ser/Thr I 111 VI Meyerozyma guilliermondii
Q3TPZ2 Ser/Thr I 111 VI Mus musculus 2.7.11.21
Q3UGs1 Ser/Thr I IT1 VI Mus musculus 2.7.11.21
Q548A9 Ser/Thr I III VI Mus musculus 2.7.11.21
Q8K226 Ser/Thr I I11 VI Mus musculus 2.7.11.21
A2ALM3 Ser/Thr I I11 VI Mus musculus
A2AQx6 Ser/Thr I III VI Mus musculus
Q14DQ3 Ser/Thr I 111 VI Mus musculus
Q1EDH1 Ser/Thr I I11 VI Mus musculus
Q3T9A3 Ser/Thr I I11 VI Mus musculus
Q3TDM2 Ser/Thr I 111 VI Mus musculus
Q3TJF3 Ser/Thr I III VI Mus musculus
Q3TU15 Ser/Thr I I1I VI Mus musculus
Q3TUQ7 Ser/Thr I 111 VI Mus musculus
Q3TY93 Ser/Thr I I11 VI Mus musculus
Q3TYC1 Ser/Thr I I11 VI Mus musculus
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Q3U3A1 Ser/Thr I I11 VI Mus musculus
Q3UHO4 Ser/Thr I I11 VI Mus musculus
Q3UMBO Ser/Thr I 111 VI Mus musculus
Q3UT86 Ser/Thr I I11 VI Mus musculus
Q3UTA8 Ser/Thr I I1I VI Mus musculus
Q3UYIO Ser/Thr I 111 VI Mus musculus
Q497X5 Ser/Thr I I11 VI Mus musculus
Q57116 Ser/Thr I 111 VI Mus musculus
Q57138 Ser/Thr I 111 VI Mus musculus
Q5DTG3 Ser/Thr I III VI Mus musculus
Q5U440 Ser/Thr I I11 VI Mus musculus
Q6P209 Ser/Thr I I11 VI Mus musculus
Q6ZWs7 Ser/Thr I I11 VI Mus musculus
Q8BLX0 Ser/Thr I 111 VI Mus musculus
Q8BQN2 Ser/Thr I 111 VI Mus musculus
Q8C1B3 Ser/Thr I I1I VI Mus musculus
Q8CCN4 Ser/Thr I I11 VI Mus musculus
Q8CHG1 Ser/Thr I I11 VI Mus musculus
Q9JKES Ser/Thr I 111 VI Mus musculus
Q9JLM6 Ser/Thr I I11 VI Mus musculus
Q8WMW5 Ser/Thr I 111 VI Mustela putorius
Q8WMW6 Ser/Thr I I11 VI Mustela putorius
Q8WMW7 Ser/Thr I I11 VI Mustela putorius
Q95262 Ser/Thr I II1 VI Mustela putorius
Q95263 Ser/Thr I IIT VI Mustela putorius
Q95265 Ser/Thr I 111 VI Mustela putorius
ATRF52 Ser/Thr I I11 VI Nematostella vectensis
A7TRR22 Ser/Thr I I11 VI Nematostella vectensis
ATRRL1 Ser/Thr I 111 VI Nematostella vectensis
ATRVT7T Ser/Thr I 11 VI Nematostella vectensis
ATRVBO Ser/Thr I I1 VI Nematostella vectensis
A7TRVST Ser/Thr I 111 VI Nematostella vectensis
A7s81C2 Ser/Thr I I11 VI Nematostella vectensis
A7S1X1 Ser/Thr I 111 VI Nematostella vectensis
A7S475 Ser/Thr I 111 VI Nematostella vectensis
A7S6EO Ser/Thr I 11 VI Nematostella vectensis
A78181 Ser/Thr I I11 VI Nematostella vectensis
A78385 Ser/Thr I I11 VI Nematostella vectensis
ATSJE6 Ser/Thr I I11 VI Nematostella vectensis
A7SLO8 Ser/Thr I I11 VI Nematostella vectensis
A7SLHO Ser/Thr I 11 VI Nematostella vectensis
A73XJ7 Ser/Thr I I11 VI Nematostella vectensis
A78ZV3 Ser/Thr I I11 VI Nematostella vectensis
A7TOH5 Ser/Thr I I11 VI Nematostella vectensis
A1CYL6 Ser/Thr I 111 VI Neosartorya fischeri
A1DG71 Ser/Thr I I11 VI Neosartorya fischeri
Q7RVR5 Ser/Thr I IIT VI Neurospora crassa
Q872HO0 Ser/Thr I IIT VI Neurospora crassa
Q5QIT6 Ser/Thr I 111 VI Nicotiana attenuata
Q2LAG3 Ser/Thr I 111 VI Nicotiana tabacum 2.7.11.1
Q84QE0 Ser/Thr I II1 VI Nicotiana tabacum 2.7.11.1
Q40544 Ser/Thr I III VI Nicotiana tabacum
Q9ZNW3 Ser/Thr I I1I VI Nicotiana tabacum
Q3LDS4 Ser/Thr I II1 VI Nyctotherus ovalis
Q8wQ18 Ser/Thr I 111 VI Nyctotherus ovalis
Q67502 Ser/Thr I I11 VI Oikopleura dioica
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Q64HW3 Ser/Thr I 11 VI Oncorhynchus mykiss

Q77707 Ser/Thr I III VI Oryctolagus cuniculus

A2WLW3 Ser/Thr I I11 VI Oryza sativa 2.7.11.1
A2WLW5 Ser/Thr I 11 VI Oryza sativa 2.7.11.1
A2WV99 Ser/Thr I IT1 VI Oryza sativa 2.7.11.1
A2X165 Ser/Thr I II1 VI Oryza sativa 2.7.11.1
A2Y1H9 Ser/Thr I I11 VI Oryza sativa 2.7.11.1
A2Y3A6 Ser/Thr I I11 VI Oryza sativa 2.7.11.1
A2Y6H1 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
A2YDV4 Ser/Thr I 11 VI Oryza sativa 2.7.11.1
A2YPX9 Ser/Thr I I11 VI Oryza sativa 2.7.11.1
A2YPY3 Ser/Thr I III VI Oryza sativa 2.7.11.1
A2YQ36 Ser/Thr I I11 VI Oryza sativa 2.7.11.1
A2YVM1 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
A271A6 Ser/Thr I 11 VI Oryza sativa 2.7.11.1
A271A7 Ser/Thr I 11 VI Oryza sativa 2.7.11.1
Q0JI49 Ser/Thr I III VI Oryza sativa 2.7.11.1
Q10LQ2 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q10M83 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q10scs Ser/Thr I IT1 VI Oryza sativa 2.7.11.1
Q2QY53 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q2QYM3 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q2RAX3 Ser/Thr I I11 VI Oryza sativa 2.7.11.1
Q2RBFO Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q304Ws Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q5JLD8 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q5JLQ9 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q5JLS2 Ser/Thr I III VI Oryza sativa 2.7.11.1
Q5QNM6 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q5W736 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q5Z6X0 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q60EYS Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q68Y49 Ser/Thr I I11 VI Oryza sativa 2.7.11.1
Q69Q47 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q6ERSO Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q6ERS4 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q6ERS5 Ser/Thr I IT1 VI Oryza sativa 2.7.11.1
Q6ETM9 Ser/Thr I 11 VI Oryza sativa 2.7.11.1
Q6H7US Ser/Thr I I11 VI Oryza sativa 2.7.11.1
Q6Z9F4 Ser/Thr I I11 VI Oryza sativa 2.7.11.1
Q6ZLP5 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q75L42 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q7X996 Ser/Thr I IT1 VI Oryza sativa 2.7.11.1
Q7XIW5 Ser/Thr I III VI Oryza sativa 2.7.11.1
Q8LIG4 Ser/Thr I I11 VI Oryza sativa 27111
Q9LGV5 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
Q9LWM4 Ser/Thr I 111 VI Oryza sativa 2.7.11.1
A2XFF4 Ser/Thr I I1I VI Oryza sativa

A6N1JO Ser/Thr I I11 VI Oryza sativa

QODGI1 Ser/Thr I I11 VI Oryza sativa

Q10M84 Ser/Thr I 111 VI Oryza sativa

Q10M85 Ser/Thr I III VI Oryza sativa

Q10MY9 Ser/Thr I I1I VI Oryza sativa

Q1ONI6 Ser/Thr I II1 VI Oryza sativa

Q1ONI8 Ser/Thr I I11 VI Oryza sativa

Q1ONI9 Ser/Thr I I11 VI Oryza sativa
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Q10sc7 Ser/Thr I I11 VI Oryza sativa
Q40740 Ser/Thr I I11 VI Oryza sativa
Q852N6 Ser/Thr I 111 VI Oryza sativa
Q852Q0 Ser/Thr I 111 VI Oryza sativa
Q852Q1 Ser/Thr I 111 VI Oryza sativa
Q852Q2 Ser/Thr I 111 VI Oryza sativa
Q9ZNT4 Ser/Thr I I11 VI Oryza sativa
Q9ZRJ1 Ser/Thr I 111 VI Oryza sativa
Q9ZRJ2 Ser/Thr I 111 VI Oryza sativa
Q9ZRJ3 Ser/Thr I III VI Oryza sativa
Q9ZTF6 Ser/Thr I I11 VI Oryza sativa
A4RR81 Ser/Thr I I11 VI Ostreococcus lucimarinus
A4RZA4 Ser/Thr I I11 VI Ostreococcus lucimarinus
A43332 Ser/Thr I I11 VI Ostreococcus lucimarinus
A435M2 Ser/Thr I I1 VI Ostreococcus lucimarinus
A45845 Ser/Thr I I11 VI Ostreococcus lucimarinus
Q010G9 Ser/Thr I I11 VI Ostreococcus tauri
A8D245 Ser/Thr I I11 VI Ovis aries
Q6Y242 Ser/Thr I III VI Pagrus major
AOBBI3 Ser/Thr I III VI Paramecium tetraurelia
AOBCL5 Ser/Thr I 111 VI Paramecium tetraurelia
AOBE53 Ser/Thr I I11 VI Paramecium tetraurelia
AOBERS8 Ser/Thr I 111 VI Paramecium tetraurelia
AOBFB7 Ser/Thr I I11 VI Paramecium tetraurelia
AOBFM2 Ser/Thr I II1 VI Paramecium tetraurelia
AOBH55 Ser/Thr I I1 VI Paramecium tetraurelia
AOBJ15 Ser/Thr I I11 VI Paramecium tetraurelia
A0BJ35 Ser/Thr I I11 VI Paramecium tetraurelia
AOBJ43 Ser/Thr I 111 VI Paramecium tetraurelia
AOBLB9 Ser/Thr I 11 VI Paramecium tetraurelia
AOBLG1 Ser/Thr I I1I VI Paramecium tetraurelia
AOBM97 Ser/Thr I 11 VI Paramecium tetraurelia
AOBMJ2 Ser/Thr I I11 VI Paramecium tetraurelia
AOBN81 Ser/Thr I 111 VI Paramecium tetraurelia
AOBR89 Ser/Thr I 111 VI Paramecium tetraurelia
AOBS70 Ser/Thr I 11 VI Paramecium tetraurelia
A0BS82 Ser/Thr I I1I VI Paramecium tetraurelia
AOBSF6 Ser/Thr I I11 VI Paramecium tetraurelia
AOBSF7 Ser/Thr I I11 VI Paramecium tetraurelia
AOBSN3 Ser/Thr I I11 VI Paramecium tetraurelia
AOBSS3 Ser/Thr I 11 VI Paramecium tetraurelia
AOBTJ3 Ser/Thr I I11 VI Paramecium tetraurelia
AOBTX5 Ser/Thr I I11 VI Paramecium tetraurelia
AOBUS3 Ser/Thr I I11 VI Paramecium tetraurelia
AOBVJ1 Ser/Thr I 111 VI Paramecium tetraurelia
AOBWA1 Ser/Thr I 11 VI Paramecium tetraurelia
AOBX15 Ser/Thr I III VI Paramecium tetraurelia
AOBXP1 Ser/Thr I I1I VI Paramecium tetraurelia
AOBXY8 Ser/Thr I I11 VI Paramecium tetraurelia
AOBZI1 Ser/Thr I 111 VI Paramecium tetraurelia
A0C041 Ser/Thr I 111 VI Paramecium tetraurelia
Aoc1x6 Ser/Thr I III VI Paramecium tetraurelia
A0C2X0 Ser/Thr I I1I VI Paramecium tetraurelia
A0C2X8 Ser/Thr I II1 VI Paramecium tetraurelia
A0C3X2 Ser/Thr I 111 VI Paramecium tetraurelia
AOC4B8 Ser/Thr I I11 VI Paramecium tetraurelia
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A0OC5A2 Ser/Thr I I11 VI Paramecium tetraurelia
AOC5HS8 Ser/Thr I I11 VI Paramecium tetraurelia
AOC6Y8 Ser/Thr I I11 VI Paramecium tetraurelia
AOC7X3 Ser/Thr I I1 VI Paramecium tetraurelia
AocsT4 Ser/Thr I I1I VI Paramecium tetraurelia
A0C9A8 Ser/Thr I 111 VI Paramecium tetraurelia
AOC9H3 Ser/Thr I 111 VI Paramecium tetraurelia
AOCDF8 Ser/Thr I 111 VI Paramecium tetraurelia
AOCDN5 Ser/Thr I 11 VI Paramecium tetraurelia
AocDU1 Ser/Thr I III VI Paramecium tetraurelia
AOCET1 Ser/Thr I I11 VI Paramecium tetraurelia
AocGu4 Ser/Thr I I11 VI Paramecium tetraurelia
AOCHZS8 Ser/Thr I I11 VI Paramecium tetraurelia
A0CJO9 Ser/Thr I II1 VI Paramecium tetraurelia
A0CJwe Ser/Thr I III VI Paramecium tetraurelia
AOCKCO Ser/Thr I I11 VI Paramecium tetraurelia
AOCKQ4 Ser/Thr I I11 VI Paramecium tetraurelia
AOCKVO Ser/Thr I 111 VI Paramecium tetraurelia
AOCLD6 Ser/Thr I I11 VI Paramecium tetraurelia
AOCM89 Ser/Thr I I1 VI Paramecium tetraurelia
AOCNO3 Ser/Thr I I11 VI Paramecium tetraurelia
AOCNF5 Ser/Thr I I11 VI Paramecium tetraurelia
AOCNTS8 Ser/Thr I 111 VI Paramecium tetraurelia
AOCQL3 Ser/Thr I II1 VI Paramecium tetraurelia
A0CSC5 Ser/Thr I II1 VI Paramecium tetraurelia
AOCSK1 Ser/Thr I I1I VI Paramecium tetraurelia
AOCSP9 Ser/Thr I I11 VI Paramecium tetraurelia
AOCVG6 Ser/Thr I I11 VI Paramecium tetraurelia
AOCw47 Ser/Thr I 111 VI Paramecium tetraurelia
AOCWP3 Ser/Thr I 11 VI Paramecium tetraurelia
AOCWQ7 Ser/Thr I IIT VI Paramecium tetraurelia
A0CXS8 Ser/Thr I 11 VI Paramecium tetraurelia
A0OCYG9 Ser/Thr I I11 VI Paramecium tetraurelia
AOCZA6 Ser/Thr I 111 VI Paramecium tetraurelia
AOCZC4 Ser/Thr I 111 VI Paramecium tetraurelia
AOCZE9 Ser/Thr I III VI Paramecium tetraurelia
A0CZH4 Ser/Thr I I1I VI Paramecium tetraurelia
AOCZNG6 Ser/Thr I I11 VI Paramecium tetraurelia
AODOC4 Ser/Thr I I11 VI Paramecium tetraurelia
AODOM2 Ser/Thr I I11 VI Paramecium tetraurelia
AODOY6 Ser/Thr I 11 VI Paramecium tetraurelia
AOD1M9 Ser/Thr I I1I VI Paramecium tetraurelia
A0D293 Ser/Thr I I11 VI Paramecium tetraurelia
AOD2F7 Ser/Thr I I11 VI Paramecium tetraurelia
AOD361 Ser/Thr I 111 VI Paramecium tetraurelia
A0D4Q6 Ser/Thr I IIT VI Paramecium tetraurelia
AoD4TS8 Ser/Thr I III VI Paramecium tetraurelia
A0OD592 Ser/Thr I I1I VI Paramecium tetraurelia
A0OD5Z5 Ser/Thr I I11 VI Paramecium tetraurelia
AOD753 Ser/Thr I 111 VI Paramecium tetraurelia
AOD7Z8 Ser/Thr I 111 VI Paramecium tetraurelia
A0D8X0 Ser/Thr I III VI Paramecium tetraurelia
AODON7 Ser/Thr I I1I VI Paramecium tetraurelia
AODAC1 Ser/Thr I II1 VI Paramecium tetraurelia
AODAJ2 Ser/Thr I 111 VI Paramecium tetraurelia
AODAR9 Ser/Thr I I11 VI Paramecium tetraurelia
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AODAT1 Ser/Thr I I11 VI Paramecium tetraurelia
AODBE9 Ser/Thr I I11 VI Paramecium tetraurelia
AODBM2 Ser/Thr I I11 VI Paramecium tetraurelia
AODBNO Ser/Thr I III VI Paramecium tetraurelia
AODC30 Ser/Thr I I11 VI Paramecium tetraurelia
AODCMO Ser/Thr I II1 VI Paramecium tetraurelia
AODD45 Ser/Thr I 111 VI Paramecium tetraurelia
AODEO9 Ser/Thr I 111 VI Paramecium tetraurelia
AODEL1 Ser/Thr I 11 VI Paramecium tetraurelia
AODF62 Ser/Thr I III VI Paramecium tetraurelia
AODFC5 Ser/Thr I I11 VI Paramecium tetraurelia
AODFJ6 Ser/Thr I I11 VI Paramecium tetraurelia
AODGC5 Ser/Thr I I11 VI Paramecium tetraurelia
AODGIS8 Ser/Thr I II1 VI Paramecium tetraurelia
AODGK1 Ser/Thr I I1I VI Paramecium tetraurelia
AODH53 Ser/Thr I I11 VI Paramecium tetraurelia
AODIBS8 Ser/Thr I I11 VI Paramecium tetraurelia
AODJR9 Ser/Thr I 111 VI Paramecium tetraurelia
AODK50 Ser/Thr I I11 VI Paramecium tetraurelia
AODKG9 Ser/Thr I I1 VI Paramecium tetraurelia
AODMA4 Ser/Thr I 111 VI Paramecium tetraurelia
AODNY9 Ser/Thr I I11 VI Paramecium tetraurelia
AODPO1 Ser/Thr I 111 VI Paramecium tetraurelia
AODPB9 Ser/Thr I I11 VI Paramecium tetraurelia
AODQA1 Ser/Thr I IIT VI Paramecium tetraurelia
AODQU6 Ser/Thr I I1 VI Paramecium tetraurelia
AODRR2 Ser/Thr I I11 VI Paramecium tetraurelia
AODSYO Ser/Thr I I11 VI Paramecium tetraurelia
AODT38 Ser/Thr I 111 VI Paramecium tetraurelia
AODTJ2 Ser/Thr I 11 VI Paramecium tetraurelia
AoDUI6 Ser/Thr I I1I VI Paramecium tetraurelia
AoDV61 Ser/Thr I I1I VI Paramecium tetraurelia
AODVVO Ser/Thr I I11 VI Paramecium tetraurelia
AODWU2 Ser/Thr I 111 VI Paramecium tetraurelia
AODWVO Ser/Thr I 111 VI Paramecium tetraurelia
AODXK6 Ser/Thr I III VI Paramecium tetraurelia
AoDYZ4 Ser/Thr I I1I VI Paramecium tetraurelia
A0ODZ12 Ser/Thr I I11 VI Paramecium tetraurelia
AODZ23 Ser/Thr I I11 VI Paramecium tetraurelia
AODZI9 Ser/Thr I I11 VI Paramecium tetraurelia
AODZN1 Ser/Thr I 11 VI Paramecium tetraurelia
AOE091 Ser/Thr I I1I VI Paramecium tetraurelia
AOEON1 Ser/Thr I I11 VI Paramecium tetraurelia
AOE0Z2 Ser/Thr I I11 VI Paramecium tetraurelia
AOE1CO Ser/Thr I 111 VI Paramecium tetraurelia
AOE1E2 Ser/Thr I 11 VI Paramecium tetraurelia
AOE1Z0 Ser/Thr I III VI Paramecium tetraurelia
AOE2F9 Ser/Thr I I1I VI Paramecium tetraurelia
AOE4BS8 Ser/Thr I I11 VI Paramecium tetraurelia
AOE569 Ser/Thr I 111 VI Paramecium tetraurelia
AOE5P8 Ser/Thr I 111 VI Paramecium tetraurelia
AOE675 Ser/Thr I 11 VI Paramecium tetraurelia
AOET12 Ser/Thr I I1I VI Paramecium tetraurelia
AOE864 Ser/Thr I II1 VI Paramecium tetraurelia
AOEBK6 Ser/Thr I 111 VI Paramecium tetraurelia
AOE8Y3 Ser/Thr I I11 VI Paramecium tetraurelia
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AOE900 Ser/Thr I I11 VI Paramecium tetraurelia
AOEBP2 Ser/Thr I I11 VI Paramecium tetraurelia
AOEBQ8 Ser/Thr I II1 VI Paramecium tetraurelia
AOED21 Ser/Thr I III VI Paramecium tetraurelia
AOEDH4 Ser/Thr I I1I VI Paramecium tetraurelia
AOEFI7 Ser/Thr I II1 VI Paramecium tetraurelia
AOEG44 Ser/Thr I 111 VI Paramecium tetraurelia
AOEGK5 Ser/Thr I 111 VI Paramecium tetraurelia
AOEIO2 Ser/Thr I 11 VI Paramecium tetraurelia
015872 Ser/Thr I I1 VI Paramecium tetraurelia
Q6BFK9 Ser/Thr I I11 VI Paramecium tetraurelia
Q6BG36 Ser/Thr I I11 VI Paramecium tetraurelia
Q8H2C2 Ser/Thr I I11 VI Persea americana 2.7.11.1
Q6V7KO Ser/Thr I IIT VI Phaeosphaeria nodorum
Q6veY3 Ser/Thr I I11 VI Physcomitrella patens
Q6V8Y5 Ser/Thr I I11 VI Physcomitrella patens
Q84XCo Ser/Thr I III VI Pisum sativum 2.7.11.1
Q4VYF5 Ser/Thr I I11 VI Pisum sativum
Q4YG60 Ser/Thr I II1 VI Plasmodium berghei
Q4xwar Ser/Thr I III VI Plasmodium chabaudi
Q8IDV5 Ser/Thr I IIT VI Plasmodium falciparum 2.7.11.17
ABK3L6 Ser/Thr I 11 VI Plasmodium vivax
ABK822 Ser/Thr I I11 VI Plasmodium vivax
ABK8Q2 Ser/Thr I 111 VI Plasmodium vivax
Q7R833 Ser/Thr I 111 VI Plasmodium yoelii
Q7RMRY Ser/Thr I 11 VI Plasmodium yoelii
Q5R446 Ser/Thr I III VI Pongo abelii 2.7.11.21
AOMNI9 Ser/Thr I III VI Populus trichocarpa 2.7.11.1
AOMNJO Ser/Thr I III VI Populus trichocarpa 2.7.11.1
AOMNJ1 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNJ2 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNJ4 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNJI6 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNJ8 Ser/Thr I III VI Populus trichocarpa 2.7.11.1
AOMNJ9 Ser/Thr I III VI Populus trichocarpa 2.7.11.1
AOMNKO Ser/Thr I 11 VI Populus trichocarpa 2.7.11.1
AOMNK1 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNK2 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNK3 Ser/Thr I III VI Populus trichocarpa 2.7.11.1
AOMNK4 Ser/Thr I III VI Populus trichocarpa 2.7.11.1
AOMNK5 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNK6 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNK7 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNKS8 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNK9 Ser/Thr I III VI Populus trichocarpa 2.7.11.1
AOMNLO Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNL1 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNL2 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNL4 Ser/Thr I 111 VI Populus trichocarpa 2.7.11.1
AOMNL5 Ser/Thr I III VI Populus trichocarpa 2.7.11.1
Q3LRT3 Ser/Thr I II1 VI Rattus norvegicus
Q3MHU2 Ser/Thr I III VI Rattus norvegicus
Q4vaD4 Ser/Thr I I1I VI Rattus norvegicus
Q5FVC6 Ser/Thr I II1 VI Rattus norvegicus
A6ZM62 Ser/Thr I 111 VI Saccharomyces cerevisiae 2.7.11.21
A6ZWA4 Ser/Thr I I11 VI Saccharomyces cerevisiae
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A6ZZ66 Ser/Thr I III VI Saccharomyces cerevisiae
Q5BXKO Ser/Thr I III VI Schistosoma japonicum
Q5C1Z4 Ser/Thr I III VI Schistosoma japonicum
Q5D962 Ser/Thr I 11 VI Schistosoma japonicum
Q5UES2 Ser/Thr I IIT VI Schistosoma mansoni 2.7.11.21
Q6LEP6 Ser/Thr I I11 VI Schizosaccharomyces pombe
ATEYLO Ser/Thr I 111 VI Sclerotinia sclerotiorum
Q9Y7Va Ser/Thr I II1 VI Sclerotinia sclerotiorum
Q4W3B3 Ser/Thr I I11 VI Solanum lycopersicum 2.7.11.1
A1TIKU3 Ser/Thr I I1 VI Solanum lycopersicum
Q6XNM3 Ser/Thr I I11 VI Solanum lycopersicum
QoM726 Ser/Thr I 11 VI Solanum lycopersicum
004122 Ser/Thr I I11 VI Solanum tuberosum
Q41485 Ser/Thr I II1 VI Solanum tuberosum
024342 Ser/Thr I 11 VI Sorghum bicolor 2.7.11.1
024343 Ser/Thr I 11 VI Sorghum bicolor 2.7.11.1
082051 Ser/Thr I I11 VI Sorghum bicolor 2.7.11.1
ASHNE9 Ser/Thr I 111 VI Sorghum bicolor
Q9BDP8 Ser/Thr I 111 VI Sus scrofa 2.7.11.21
A4UTNS Ser/Thr I III VI Sus scrofa
Q4R1K4 Ser/Thr I 111 VI Sus scrofa
Q7JFN2 Ser/Thr I 111 VI Sus scrofa
Q7JFN3 Ser/Thr I I11 VI Sus scrofa
Q7JFN4 Ser/Thr I 111 VI Sus scrofa
A4VDB2 Ser/Thr I 111 VI Tetrahymena thermophila
Q229R8 Ser/Thr I 111 VI Tetrahymena thermophila
Q22C77 Ser/Thr I I11 VI Tetrahymena thermophila
Q22DW7 Ser/Thr I 11 VI Tetrahymena thermophila
Q22s16 Ser/Thr I III VI Tetrahymena thermophila
Q22SK1 Ser/Thr I 111 VI Tetrahymena thermophila
Q22Uz4 Ser/Thr I 111 VI Tetrahymena thermophila
Q22w22 Ser/Thr I 111 VI Tetrahymena thermophila
Q22XQ2 Ser/Thr I 111 VI Tetrahymena thermophila
Q22771 Ser/Thr I III VI Tetrahymena thermophila
Q23878 Ser/Thr I III VI Tetrahymena thermophila
Q23FI7 Ser/Thr I 11 VI Tetrahymena thermophila
Q23FR5 Ser/Thr I IIT VI Tetrahymena thermophila
Q23MLO Ser/Thr I 11 VI Tetrahymena thermophila
Q23Qz5 Ser/Thr I III VI Tetrahymena thermophila
Q23RV4 Ser/Thr I III VI Tetrahymena thermophila
Q23wP1 Ser/Thr I 111 VI Tetrahymena thermophila
Q240T9 Ser/Thr I 111 VI Tetrahymena thermophila
Q240Y9 Ser/Thr I I11 VI Tetrahymena thermophila
Q248B0 Ser/Thr I 11 VI Tetrahymena thermophila
Q24HK9 Ser/Thr I III VI Tetrahymena thermophila
Q4RL54 Ser/Thr I IIT VI Tetraodon nigroviridis 2.7.11.21
Q4RM17 Ser/Thr I IIT VI Tetraodon nigroviridis 2.7.11.21
Q4RK91 Ser/Thr I 111 VI Tetraodon nigroviridis
Q4RNMO Ser/Thr I I11 VI Tetraodon nigroviridis
Q4RTH5 Ser/Thr I 111 VI Tetraodon nigroviridis
Q4RVL2 Ser/Thr I II1 VI Tetraodon nigroviridis
Q4sS0J0 Ser/Thr I 11 VI Tetraodon nigroviridis
Q4S6Fr4 Ser/Thr I 111 VI Tetraodon nigroviridis
Q4S8A8 Ser/Thr I II1 VI Tetraodon nigroviridis
Q45G03 Ser/Thr I 111 VI Tetraodon nigroviridis
Q4SIP8 Ser/Thr I I11 VI Tetraodon nigroviridis
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Q4SL09 Ser/Thr I I11 VI Tetraodon nigroviridis
Q4SMN8 Ser/Thr I I11 VI Tetraodon nigroviridis
Q4SPC4 Ser/Thr I II1 VI Tetraodon nigroviridis
Q4SQH4 Ser/Thr I 111 VI Tetraodon nigroviridis
Q4SRC8 Ser/Thr I III VI Tetraodon nigroviridis
Q48TJ7 Ser/Thr I 111 VI Tetraodon nigroviridis
Q43UU0 Ser/Thr I 111 VI Tetraodon nigroviridis
Q4T208 Ser/Thr I II1 VI Tetraodon nigroviridis
Q4T2N1 Ser/Thr I IIT VI Tetraodon nigroviridis
QAT8P5 Ser/Thr I 111 VI Tetraodon nigroviridis
Q4UEA3 Ser/Thr I IIT VI Theileria annulata 2.7.1.123
Q4N1C8 Ser/Thr I III VI Theileria parva 2.7.1.-
Q4N591 Ser/Thr I I11 VI Theileria parva
Q96WI7 Ser/Thr I IIT VI Trichoderma reesei
A2DIN7 Ser/Thr I 11 VI Trichomonas vaginalis 2.7.11.21
A2EB11 Ser/Thr I II1 VI Trichomonas vaginalis 2.7.11.21
A2FN87 Ser/Thr I III VI Trichomonas vaginalis 2.7.11.21
A2DTHT7 Ser/Thr I 111 VI Trichomonas vaginalis
A2D7M3 Ser/Thr I I11 VI Trichomonas vaginalis
A2DBR9 Ser/Thr I 111 VI Trichomonas vaginalis
A2DBY9 Ser/Thr I 111 VI Trichomonas vaginalis
A2DCS5 Ser/Thr I I11 VI Trichomonas vaginalis
A2DHES Ser/Thr I 111 VI Trichomonas vaginalis
A2DHM8 Ser/Thr I I11 VI Trichomonas vaginalis
A2DHVO Ser/Thr I II1 VI Trichomonas vaginalis
A2DI34 Ser/Thr I 111 VI Trichomonas vaginalis
A2DLZ6 Ser/Thr I I11 VI Trichomonas vaginalis
A2DPD2 Ser/Thr I I11 VI Trichomonas vaginalis
A2DPY7 Ser/Thr I 111 VI Trichomonas vaginalis
A2DRR6 Ser/Thr I 11 VI Trichomonas vaginalis
A2DTFO Ser/Thr I 111 VI Trichomonas vaginalis
A2DWI7 Ser/Thr I 111 VI Trichomonas vaginalis
A2DY61 Ser/Thr I I11 VI Trichomonas vaginalis
A2E0G9 Ser/Thr I 111 VI Trichomonas vaginalis
A2E2X1 Ser/Thr I 111 VI Trichomonas vaginalis
A2E3M4 Ser/Thr I 111 VI Trichomonas vaginalis
A2E6I9 Ser/Thr I 111 VI Trichomonas vaginalis
A2E705 Ser/Thr I I11 VI Trichomonas vaginalis
A2E7I6 Ser/Thr I I11 VI Trichomonas vaginalis
A2E9QI7 Ser/Thr I I11 VI Trichomonas vaginalis
A2EA15 Ser/Thr I 11 VI Trichomonas vaginalis
A2EAS8 Ser/Thr I 111 VI Trichomonas vaginalis
A2EBI4 Ser/Thr I I11 VI Trichomonas vaginalis
A2ECN9 Ser/Thr I I11 VI Trichomonas vaginalis
A2EI81 Ser/Thr I 111 VI Trichomonas vaginalis
A2EJD6 Ser/Thr I 11 VI Trichomonas vaginalis
A2EKR5 Ser/Thr I 111 VI Trichomonas vaginalis
A2EM22 Ser/Thr I 111 VI Trichomonas vaginalis
A2EMW5 Ser/Thr I I11 VI Trichomonas vaginalis
A2EN63 Ser/Thr I 111 VI Trichomonas vaginalis
A2EP26 Ser/Thr I 111 VI Trichomonas vaginalis
A2ERI4 Ser/Thr I 111 VI Trichomonas vaginalis
A2ESJ5 Ser/Thr I 111 VI Trichomonas vaginalis
A2ESP5 Ser/Thr I II1 VI Trichomonas vaginalis
A2ESQ5 Ser/Thr I I11 VI Trichomonas vaginalis
A2ET53 Ser/Thr I I11 VI Trichomonas vaginalis
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A2ETF3 Ser/Thr I I11 VI Trichomonas vaginalis
A2ETG3 Ser/Thr I I11 VI Trichomonas vaginalis
A2ETK3 Ser/Thr I I11 VI Trichomonas vaginalis
A2FU91 Ser/Thr I 111 VI Trichomonas vaginalis
A2EWJO Ser/Thr I 111 VI Trichomonas vaginalis
A2EWU5 Ser/Thr I II1 VI Trichomonas vaginalis
A2EYI5 Ser/Thr I 111 VI Trichomonas vaginalis
A2EZM5 Ser/Thr I 111 VI Trichomonas vaginalis
A2F3L7 Ser/Thr I 11 VI Trichomonas vaginalis
A2F496 Ser/Thr I 111 VI Trichomonas vaginalis
A2F5P8 Ser/Thr I I11 VI Trichomonas vaginalis
A2F807 Ser/Thr I I11 VI Trichomonas vaginalis
A2F9P2 Ser/Thr I I11 VI Trichomonas vaginalis
A2FA80 Ser/Thr I II1 VI Trichomonas vaginalis
A2FBB6 Ser/Thr I 111 VI Trichomonas vaginalis
A2FCN9 Ser/Thr I 111 VI Trichomonas vaginalis
A2FGW3 Ser/Thr I I11 VI Trichomonas vaginalis
A2FHU2 Ser/Thr I 111 VI Trichomonas vaginalis
A2FK34 Ser/Thr I I11 VI Trichomonas vaginalis
A2FMX7 Ser/Thr I 111 VI Trichomonas vaginalis
A2FQPO Ser/Thr I 111 VI Trichomonas vaginalis
A2FTO1 Ser/Thr I I11 VI Trichomonas vaginalis
A2FV14 Ser/Thr I 111 VI Trichomonas vaginalis
A2FZA3 Ser/Thr I I11 VI Trichomonas vaginalis
A2G1L2 Ser/Thr I II1 VI Trichomonas vaginalis
A2G3D8 Ser/Thr I 111 VI Trichomonas vaginalis
A2GAV1 Ser/Thr I I11 VI Trichomonas vaginalis
A2GB48 Ser/Thr I I11 VI Trichomonas vaginalis
A2GCT3 Ser/Thr I 111 VI Trichomonas vaginalis
Q2PETO Ser/Thr I II1 VI Trifolium pratense 2.7.11.1
Q41592 Ser/Thr I 111 VI Triticum aestivum 2.7.11.1
Q385X0 Ser/Thr I III VI Trypanosoma brucei 2.7.1.-
Q388P9 Ser/Thr I I11 VI Trypanosoma brucei 2.7.1.-
Q57YE4 Ser/Thr I III VI Trypanosoma brucei 2.7.1.-
Q57ZVv8 Ser/Thr I III VI Trypanosoma brucei 2.7.1.-
Q58259 Ser/Thr I 11 VI Trypanosoma brucei 2.7.1.-
Q57Ve7 Ser/Thr I 11 VI Trypanosoma brucei 2.7.1.37; 2.7.11.1
Q4CNP2 Ser/Thr I 11 VI Trypanosoma cruzi
Q4cQ74 Ser/Thr I III VI Trypanosoma cruzi
Q4D3R7 Ser/Thr I III VI Trypanosoma cruzi
Q4DDT6 Ser/Thr I 111 VI Trypanosoma cruzi
Q4DPG9 Ser/Thr I 11 VI Trypanosoma cruzi
Q4E3J2 Ser/Thr I I11 VI Trypanosoma cruzi
Q4E5I0 Ser/Thr I 11 VI Trypanosoma cruzi
ATTKN7 Ser/Thr I III VI Vanderwaltozyma polyspora
Q4VYF6 Ser/Thr I 111 VI Vicia faba
A7TBJ79 Ser/Thr I 11 VI Vigna unguiculata 2.7.11.1
ABAWYS Ser/Thr I III VI Vitis vinifera 2.7.11.1
A5BHI9 Ser/Thr I I11 VI Vitis vinifera 2.7.11.1
A5BJJ8 Ser/Thr I I11 VI Vitis vinifera 2.7.11.1
A5BKH1 Ser/Thr I I11 VI Vitis vinifera 2.7.11.1
A5BQA6 Ser/Thr I 111 VI Vitis vinifera 2.7.11.1
A5BZV3 Ser/Thr I III VI Vitis vinifera 2.7.11.1
ABCBK7 Ser/Thr I II1 VI Vitis vinifera 2.7.11.1
A5C5T4 Ser/Thr I I11 VI Vitis vinifera 2.7.11.1
ABAIM3 Ser/Thr I I11 VI Vitis vinifera
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A5AQ39 Ser/Thr I I11 VI Vitis vinifera
A5B461 Ser/Thr I I11 VI Vitis vinifera
A5SBPEQ Ser/Thr I I11 VI Vitis vinifera
A5C257 Ser/Thr I 111 VI Vitis vinifera
Q91821 Ser/Thr I IIT VI Xenopus laevis 2.7.11.1
Q90Xs4 Ser/Thr 1 IIT VI Xenopus laevis 2.7.11.21
Q2TAE5 Ser/Thr I I11 VI Xenopus laevis
Q5U5B2 Ser/Thr I 111 VI Xenopus laevis
Q5UBE3 Ser/Thr I 111 VI Xenopus laevis
Q66KS2 Ser/Thr I I11 VI Xenopus laevis
Q6GM90 Ser/Thr I I11 VI Xenopus laevis
Q6INT7 Ser/Thr I I11 VI Xenopus laevis
Q6PA64 Ser/Thr I I11 VI Xenopus laevis
Q7ZYL7 Ser/Thr I 111 VI Xenopus laevis
Q801N3 Ser/Thr I I11 VI Xenopus laevis
Q804T1 Ser/Thr I I1I VI Xenopus laevis
Q804T2 Ser/Thr I I11 VI Xenopus laevis
Q8AYR2 Ser/Thr I I11 VI Xenopus laevis
Q8AYR3 Ser/Thr I 111 VI Xenopus laevis
Q8QGV3 Ser/Thr I IIT VI Xenopus laevis
Q8UVW8 Ser/Thr I I11 VI Xenopus laevis
QODFZ8 Ser/Thr I I11 VI Xenopus laevis
QODFZ9 Ser/Thr I I11 VI Xenopus laevis
Q9DGO0 Ser/Thr I 111 VI Xenopus laevis
QoDGO1 Ser/Thr I 111 VI Xenopus laevis
Q28GWS8 Ser/Thr I 111 VI Xenopus tropicalis 2.7.11.1
QOP4W7 Ser/Thr I III VI Xenopus tropicalis
Q28C86 Ser/Thr I 11 VI Xenopus tropicalis
Q28FC8 Ser/Thr I III VI Xenopus tropicalis
Q28FG8 Ser/Thr I 111 VI Xenopus tropicalis
Q28HZ5 Ser/Thr I 111 VI Xenopus tropicalis
Q5BL60 Ser/Thr I 111 VI Xenopus tropicalis
Q5BL77 Ser/Thr I 111 VI Xenopus tropicalis
Q6C7R4 Ser/Thr I 11 VI Yarrowia lipolytica 2.7.11.21
QB6CAKO Ser/Thr I 11 VI Yarrowia lipolytica
A17195 Ser/Thr I 11 VI Zea mays 2.7.11.1
A17196 Ser/Thr I 11 VI Zea mays 2.7.11.1
Q9SEG2 Ser/Thr I 11 VI Zea mays 2.7.11.1
Q6RXY1 Ser/Thr I I11 VI Zea mays
Q17ND6 Ser/Thr I 11 VII Aedes aegypti 2.7.11.1
Q535V4 Ser/Thr I I11 VII Aedes aegypti 2.7.11.1
Q170R4 Ser/Thr I 11 VII Aedes aegypti 2.7.11.12
QOIGD3 Ser/Thr I 11 VII Aedes aegypti
Q16F70 Ser/Thr I 11 VII Aedes aegypti
Q16JU3 Ser/Thr I 11 VII Aedes aegypti
Q16NW2 Ser/Thr I 111 VII Aedes aegypti
Q176L3 Ser/Thr I 111 VII Aedes aegypti
Q17717 Ser/Thr I 11 VII Aedes aegypti
Q178W2 Ser/Thr I 111 VII Aedes aegypti
Q17985 Ser/Thr I 11 VII Aedes aegypti
Q17JG1 Ser/Thr I 11 VII Aedes aegypti
Q1HQW4 Ser/Thr I 111 VII Aedes aegypti
ABR8K2 Ser/Thr I 11 VII Ajellomyces capsulata
ABRA35 Ser/Thr I 111 VII Ajellomyces capsulata
ABQRR5 Ser/Thr I 11 VII Ajellomyces capsulatus
A6QRT1 Ser/Thr I III VII Ajellomyces capsulatus
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ABQTKS8 Ser/Thr I 11 VII Ajellomyces capsulatus
A6QTZ6 Ser/Thr I III VII Ajellomyces capsulatus
A6R2N1 Ser/Thr I III VII Ajellomyces capsulatus
A6R5Y2 Ser/Thr I 111 VII Ajellomyces capsulatus
ABRCS9 Ser/Thr I 11 VII Ajellomyces capsulatus
ABRGF6 Ser/Thr I 111 VII Ajellomyces capsulatus
ABRHI7 Ser/Thr I III VII Ajellomyces capsulatus
097114 Ser/Thr I 111 VII Amblyomma americanum
097115 Ser/Thr I I11 VII Amblyomma americanum
097116 Ser/Thr I III VII Amblyomma americanum
Q4R0QO Ser/Thr I IIT VII Amblyomma hebraeum 2.7.1.37
Q4R0Q1 Ser/Thr I III VII Amblyomma hebraeum 2.7.1.37
Q4R0Q2 Ser/Thr I 111 VII Amblyomma hebraeum 2.7.1.37
ABA3E2 Ser/Thr I I11 VII Ameiurus melas
Q16933 Ser/Thr I IIT VII Ancylostoma caninum
Q7QJ74 Ser/Thr I 11T VII Anopheles gambiae 2.7.11.1
Q5TVN7 Ser/Thr I I11 VII  Anopheles gambiae
Q7PQK8 Ser/Thr I III VII Anopheles gambiae
Q7PWTO Ser/Thr I III VII Anopheles gambiae
Q7PXF7 Ser/Thr I III VII  Anopheles gambiae
Q7PzC6 Ser/Thr I 111 VII  Anopheles gambiae
Q7PZQ1 Ser/Thr I 111 VII Anopheles gambiae
Q7Q1G7 Ser/Thr I III VII Anopheles gambiae
Q7Q3T7 Ser/Thr I II1 VII Anopheles gambiae
Q7Q8J6 Ser/Thr I II1 VII Anopheles gambiae
Q6E6E4 Ser/Thr I I1 VII Antonospora locustae
Q8SSx4 Ser/Thr I 111 VII Apis mellifera 2.7.11.12
QONAS6 Ser/Thr I I11 VII  Apis mellifera
Q9BMX7 Ser/Thr I III VII Aplysia californica 2.7.11.1
Q6USR9 Ser/Thr I III VII Aplysia californica 2.7.11.12
Q16957 Ser/Thr I 111 VII Aplysia californica
Q16958 Ser/Thr I 111 VII Aplysia californica
Q9BMX6 Ser/Thr I I11 VII  Aplysia californica
082649 Ser/Thr I 111 VII Arabidopsis thaliana 2.7.1.37
Q2QAVO Ser/Thr I II1 VII Arabidopsis thaliana 2.711.1
Q4V3Cs8 Ser/Thr I 111 VII Arabidopsis thaliana 2.7.11.1
Q9XF67 Ser/Thr I IIT VII Arabidopsis thaliana 2.7.11.1
Qovss1 Ser/Thr I 111 VII Arabidopsis thaliana
Q8wW582 Ser/Thr I I11 VII Arabidopsis thaliana
Q9LPH2 Ser/Thr I I11 VII Arabidopsis thaliana
Q9ZRF7 Ser/Thr I II1 VII Arabidopsis thaliana
Q9GQB3 Ser/Thr I IIT VII Artemia sanfranciscana 2.7.11.1
Q753H7 Ser/Thr I 11 VII Ashbya gossypii
Q755B5 Ser/Thr I 11 VII Ashbya gossypii
Q757U5 Ser/Thr I 11 VII Ashbya gossypii
Q758E1 Ser/Thr I 111 VII Ashbya gossypii
Q759V5 Ser/Thr I IT1 VII  Ashbya gossypii
Q75BF3 Ser/Thr I 11 VII Ashbya gossypii
Q75DP5 Ser/Thr I 111 VII Ashbya gossypii
QoM3V7 Ser/Thr I III VII Asparagus officinalis
A1C6B1 Ser/Thr I III VII Aspergillus clavatus
A1C6Q4 Ser/Thr I 111 VII Aspergillus clavatus
A1CAKO Ser/Thr I I1I VII  Aspergillus clavatus
A1CKA9 Ser/Thr I II1 VII  Aspergillus clavatus
A1CR23 Ser/Thr I 11 VII Aspergillus clavatus
A1CSI5 Ser/Thr I III VII Aspergillus clavatus
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A1CTI4 Ser/Thr I I11 VII  Aspergillus clavatus
Q4WR13 Ser/Thr I III VII Aspergillus fumigatus 2.7.1.-
Q4WXM9 Ser/Thr I III VII Aspergillus fumigatus 2.7.1.-
Q4X1A8 Ser/Thr I III VII Aspergillus fumigatus 2.7.1.-
Q4X262 Ser/Thr I III VII Aspergillus fumigatus 2.7.1.-
Q4wJD1 Ser/Thr I III VII Aspergillus fumigatus 2.711.1
Q4x0v1 Ser/Thr I III VII Aspergillus fumigatus 2.7.11.1
Q4wMP1 Ser/Thr I III VII Aspergillus fumigatus
Q70KQ0 Ser/Thr I III VII Aspergillus fumigatus
Q8J129 Ser/Thr I III VII Aspergillus fumigatus
Q96UM3 Ser/Thr I 11 VII Aspergillus fumigatus
A2QCP3 Ser/Thr I 11 VII Aspergillus niger
A2QD52 Ser/Thr I III VII Aspergillus niger
A2QNB6 Ser/Thr I III VII Aspergillus niger
A2QWGO Ser/Thr I 111 VII Aspergillus niger
A2RTK5 Ser/Thr I 111 VII Aspergillus niger
A2RB37 Ser/Thr I 111 VII Aspergillus niger
P87077 Ser/Thr I III VII Aspergillus niger
Q2u061 Ser/Thr I III VII Aspergillus oryzae
Q2u6J7 Ser/Thr I 11 VII Aspergillus oryzae
Q2UEY6 Ser/Thr I 111 VII Aspergillus oryzae
Q2UL56 Ser/Thr I 111 VII Aspergillus oryzae
Q2UNA7 Ser/Thr I III VII Aspergillus oryzae
QOCHH8 Ser/Thr I III VII Aspergillus terreus
QOCHZ9 Ser/Thr I III VII Aspergillus terreus
QOCP51 Ser/Thr I I1I VII  Aspergillus terreus
QOCTK2 Ser/Thr I I11 VII  Aspergillus terreus
QOCXs3 Ser/Thr I I11 VII  Aspergillus terreus
QoCYs7 Ser/Thr I III VII Aspergillus terreus
Q76BX2 Ser/Thr I II1 VII Asterina pectinifera
A5A493 Ser/Thr I I1I VII  Avena sativa
Q43380 Ser/Thr I 111 VII Avena sativa
ATAWS2 Ser/Thr I III VII Babesia bovis 2.7.11.1
A7AWX2 Ser/Thr I I11 VII  Babesia bovis 2.7.11.1
A7ANK3 Ser/Thr I I11 VII  Babesia bovis
Q12741 Ser/Thr I 11 VII Blastocladiella emersonii
Q7LIGS Ser/Thr I IIT VII Blastocladiella emersonii
QOHGU6 Ser/Thr I I11 VII  Blumeria graminis
Q8ST45 Ser/Thr I I11 VII  Bombyx mori 2.7.11.12
Q8T9W9 Ser/Thr I I11 VII  Bombyx mori 2.7.11.12
A5JNM1 Ser/Thr I 111 VII  Bombyx mori
ATMB74 Ser/Thr I 111 VII Bos taurus 2.7.11.1
A2VDX4 Ser/Thr I I11 VII  Bos taurus
A6QNX4 Ser/Thr I I11 VII  Bos taurus
A6QP95 Ser/Thr I I11 VII  Bos taurus
QOVD39 Ser/Thr I 111 VII Bos taurus
Q9HGSO Ser/Thr I IIT VII Botryotinia fuckeliana
Q7ZTwW4 Ser/Thr I IIT VII Brachydanio rerio 2.7.11.1
Q802Y7 Ser/Thr I III VII Brachydanio rerio 2.7.11.1
001583 Ser/Thr I 111 VII Caenorhabditis elegans 2.7.11.1
P92199 Ser/Thr I 111 VII Caenorhabditis elegans 2.7.11.1
Q2PJ68 Ser/Thr I 11 VII Caenorhabditis elegans 2.7.11.1
QONAH6 Ser/Thr I IIT VII Caenorhabditis elegans 2.7.11.1
Q7JP68 Ser/Thr I I11 VII Caenorhabditis elegans 2.7.11.11
076360 Ser/Thr I 111 VII Caenorhabditis elegans 2.7.11.12
Q21694 Ser/Thr I I11 VII Caenorhabditis elegans
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Q8MQE2 Ser/Thr I 111 VII Caenorhabditis elegans
Q5A3P6 Ser/Thr I I11 VII Candida albicans 2.7.11.1
Q5AHG6 Ser/Thr I II1 VII Candida albicans 2.711.1
Q59QB9 Ser/Thr I 111 VII Candida albicans
Q59723 Ser/Thr I I11 VII Candida albicans
Q5AAN6 Ser/Thr I II1 VII Candida albicans
Q5AP71 Ser/Thr I 111 VII Candida albicans
Q9HEWO Ser/Thr I II1 VII Candida albicans
Q9P932 Ser/Thr I II1 VII Candida albicans
Q6FJ83 Ser/Thr I III VII  Candida glabrata
Q6FMJ9 Ser/Thr I I11 VII Candida glabrata
Q6FN22 Ser/Thr I I11 VII Candida glabrata
Q6FQB9 Ser/Thr I 111 VII Candida glabrata
Q6FSP1 Ser/Thr I II1 VII Candida glabrata
Q6FT84 Ser/Thr I I1I VII  Candida glabrata
Q6FTT2 Ser/Thr I I1I VII  Candida glabrata
Q6FXN8 Ser/Thr I I11 VII Candida glabrata
Q56SE2 Ser/Thr I I11 VII Canis familiaris
Q2GVX0 Ser/Thr I II1 VII Chaetomium globosum
Q2GXXx4 Ser/Thr I III VII  Chaetomium globosum
Q2H1D1 Ser/Thr I 111 VII  Chaetomium globosum
Q2H4D3 Ser/Thr I I11 VII Chaetomium globosum
Q2H4R5 Ser/Thr I 111 VII Chaetomium globosum
Q2H8S8 Ser/Thr I II1 VII Chaetomium globosum
Q2HEF5 Ser/Thr I II1 VII Chaetomium globosum
Q2HEF7 Ser/Thr I I1I VII  Chaetomium globosum
Q6UPR4 Ser/Thr I III VII Chlamydomonas reinhardtii 2.7.1.-
Q695HO Ser/Thr I III VII Chlamydomonas reinhardtii 2.7.1.37
QOPKT8 Ser/Thr I III VII Colletotrichum gloeosporioides
042793 Ser/Thr I I11 VII Colletotrichum trifolii
042795 Ser/Thr I 111 VII Colletotrichum trifolii
Q96VR1 Ser/Thr I III VII Cryphonectria parasitica
Q55HT7 Ser/Thr I 111 VII Cryptococcus neoformans
Q55MZ9 Ser/Thr I III VII Cryptococcus neoformans
Q55U80 Ser/Thr I III VII Cryptococcus neoformans
Q55WES Ser/Thr I III VII Cryptococcus neoformans
Q55ZX5 Ser/Thr I I11 VII Cryptococcus neoformans
Q5K7C2 Ser/Thr I I11 VII Cryptococcus neoformans
Q5KAN2 Ser/Thr I III VII Cryptococcus neoformans
Q5KBC8 Ser/Thr I III VII Cryptococcus neoformans
Q5K166 Ser/Thr I 11 VII Cryptococcus neoformans
Q5KJV3 Ser/Thr I I11 VII Cryptococcus neoformans
Q5KM47 Ser/Thr I I11 VII Cryptococcus neoformans
Q5KP84 Ser/Thr I 11 VII Cryptococcus neoformans
Q8J0I6 Ser/Thr I III VII Cryptococcus neoformans
Q8NIK9 Ser/Thr I III VII Cryptococcus neoformans
Q8NIL1 Ser/Thr I I11 VII Cryptococcus neoformans
Q8NKF8 Ser/Thr I I11 VII Cryptococcus neoformans
Q9HFWO Ser/Thr I 111 VII Cryptococcus neoformans
Q5CwWD4 Ser/Thr I III VII Cryptosporidium parvum
Q8MMZ6 Ser/Thr I III VII Cryptosporidium parvum
Q2v2M2 Ser/Thr I 111 VII Cyprinus carpio
Q2v2M3 Ser/Thr I 111 VII Cyprinus carpio
Q2V2M4 Ser/Thr I III VII Cyprinus carpio
Q98UH5 Ser/Thr I 11 VII Cyprinus carpio
Qo8UH6 Ser/Thr I III VII Cyprinus carpio
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Q5TZ37 Ser/Thr I 11 VII Danio rerio 2.7.11.1
Q5TZ42 Ser/Thr I I11 VII  Danio rerio 27111
Q90Y37 Ser/Thr I 111 VII Danio rerio 2.7.11.1
A2AVJ3 Ser/Thr I 111 VII Danio rerio 2.7.11.12
Q7T2E5 Ser/Thr I 111 VII Danio rerio 2.7.11.12
Q1XHL7 Ser/Thr I I VII Danio rerio 2.7.11.14; 2.7.11.16
Q49HM9 Ser/Thr I 111 VII Danio rerio 2.7.11.14; 2.7.11.16
Q08BB4 Ser/Thr I 111 VII Danio rerio
QO8BG3 Ser/Thr I 111 VII Danio rerio
QO8BW4 Ser/Thr I 111 VII Danio rerio
Qo8scJ6 Ser/Thr I 111 VII Danio rerio
Q1XHMO Ser/Thr I I11 VII  Danio rerio
Q3ZB92 Ser/Thr I I11 VII  Danio rerio
Q49HM8 Ser/Thr I 111 VII Danio rerio
Q49HNO Ser/Thr I 111 VII Danio rerio
Q567A3 Ser/Thr I 111 VII Danio rerio
Q6DBV8 Ser/Thr I I11 VII  Danio rerio
Q6NZV1 Ser/Thr I I11 VII  Danio rerio
Q7T374 Ser/Thr I 111 VII Danio rerio
Q6BHW6 Ser/Thr I 11 VII Debaryomyces hansenii
Q6BI24 Ser/Thr I III VII Debaryomyces hansenii
Q6BIKS8 Ser/Thr I 11 VII Debaryomyces hansenii
Q6BK94 Ser/Thr I III VII Debaryomyces hansenii
Q6BPN3 Ser/Thr I III VII Debaryomyces hansenii
Q6BSRO Ser/Thr I 111 VII Debaryomyces hansenii
Q6BWC6 Ser/Thr I III VII Debaryomyces hansenii
QO06BQR9 Ser/Thr I IIT VII Diabrotica virgifera 2.7.11.12
Q541IF2 Ser/Thr I III VII Dictyostelium discoideum 2.7.11.1
Q54PK9 Ser/Thr I 111 VII Dictyostelium discoideum 2.7.11.1
Q54071 Ser/Thr I IIT VII Dictyostelium discoideum 2.7.11.1
Q54XJ4 Ser/Thr I IIT VII Dictyostelium discoideum 2.7.11.1
Q8MYF1 Ser/Thr I IIT VII Dictyostelium discoideum 2.7.11.1
QoUs67 Ser/Thr I III VII Dictyostelium discoideum
QoVA47 Ser/Thr I III VII Drosophila melanogaster 2.7.11.-
QoVUQ9 Ser/Thr I II1 VII Drosophila melanogaster 2.7.11.-
QoVL34 Ser/Thr I 11 VII Drosophila melanogaster 2.7.11.-; 2.7.11.12
P91656 Ser/Thr I III VII Drosophila melanogaster 2.7.11.1
Q94533 Ser/Thr I III VII Drosophila melanogaster 2.711.1
Q961D4 Ser/Thr I III VII Drosophila melanogaster 2.7.11.1
Qou779 Ser/Thr I III VII Drosophila melanogaster 2.7.11.1
Q9VXE3 Ser/Thr I 111 VII Drosophila melanogaster 2.7.11.1
096630 Ser/Thr I III VII Drosophila melanogaster
Q19435 Ser/Thr I I11 VII  Drosophila melanogaster
Q53XD8 Ser/Thr I I11 VII  Drosophila melanogaster
Q8SWT5 Ser/Thr I III VII Drosophila melanogaster
QovVWQR2 Ser/Thr I IIT VII Drosophila melanogaster
Q29CBO Ser/Thr I 111 VII Drosophila pseudoobscura 2.7.11.-
Q29CB1 Ser/Thr I 111 VII Drosophila pseudoobscura 2.7.11.-
Q29IT7 Ser/Thr I 111 VII Drosophila pseudoobscura 2.7.11.-
Q29NH6 Ser/Thr I III VII Drosophila pseudoobscura 2.7.11.-
Q2M1DO Ser/Thr I III VII Drosophila pseudoobscura 2.7.11.-
Q29E52 Ser/Thr I 11 VII Drosophila pseudoobscura 2.7.11.1
Q29LM5 Ser/Thr I 111 VII Drosophila pseudoobscura 2.7.11.12
Q295G1 Ser/Thr I III VII Drosophila pseudoobscura,

Q29PJO Ser/Thr I III VII Drosophila pseudoobscura
Q6XIA7 Ser/Thr I III VII Drosophila yakuba
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Q8MMZ5 Ser/Thr I I11 VII  Eimeria maxima
Q8MMZ8 Ser/Thr I I11 VII Eimeria tenella
Q5BOF7 Ser/Thr I II1 VII Emericella nidulans
Q5BOW5S Ser / Thr I IIT VII Emericella nidulans
Q5B3A0 Ser/Thr I IIT VII Emericella nidulans
Q5B413 Ser/Thr I II1 VII  Emericella nidulans
Q5BH36 Ser/Thr I 111 VII Emericella nidulans
Q8NIKS8 Ser/Thr I II1 VII Emericella nidulans
Q9P472 Ser/Thr I IIT VII Emericella nidulans
Q8sSJ0 Ser/Thr I 11 VII Encephalitozoon cuniculi
Q8MMN3 Ser/Thr I I11 VII  Encephalitozoon intestinalis
Q26334 Ser/Thr I I11 VII  Entamoeba histolytica
Q761W9 Ser/Thr I I11 VII Entamoeba histolytica
Q8WQH7 Ser/Thr I IIT VII Entamoeba histolytica
QoUUS9 Ser/Thr I IT1 VII  Erysiphe graminis
Q9SXP9 Ser/Thr I 11 VII Euglena gracilis
Q5Q0U5 Ser/Thr I III VII Fundulus heteroclitus 2.7.11.1
Q5ZLW5 Ser/Thr I I11 VII Gallus gallus 2.7.11.1
Q6U1I9 Ser/Thr I II1 VII Gallus gallus 2.7.11.1
073685 Ser/Thr I 111 VII  Gallus gallus
Q5F3U4 Ser/Thr I I11 VII Gallus gallus
Q5ZJB8 Ser/Thr I 11 VII Gallus gallus
Q5ZJQ4 Ser/Thr I 111 VII Gallus gallus
Q5ZKL2 Ser/Thr I II1 VII Gallus gallus
Q98SN6 Ser/Thr I II1 VII Gallus gallus
Q9PUJ3 Ser/Thr I 11 VII Gallus gallus
Q1H8W8 Ser/Thr I III VII Giardia intestinalis
QoGU84 Ser/Thr I I11 VII Giardia lamblia
Qou020 Ser/Thr I I11 VII Giardia lamblia
Q75T36 Ser/Thr I II1 VII Glomerella lagenarium
Q39908 Ser/Thr I IT1 VII Gonyaulax polyedra
Q25115 Ser/Thr I I1I VII  Hemicentrotus pulcherrimus
Q6A1A2 Ser/Thr I III VII Homo sapiens 2.7.11.1
Q9BRSO Ser/Thr I I11 VII  Homo sapiens 27111
AOJLRO Ser/Thr I I11 VII  Homo sapiens
Q15136 Ser/Thr I 111 VII Homo sapiens
Q53EW6 Ser/Thr I 111 VII Homo sapiens
Q53HJ9 Ser/Thr I 11 VII Homo sapiens
Q59EB4 Ser/Thr I I11 VII  Homo sapiens
Q59FU6 Ser/Thr I I11 VII  Homo sapiens
Q5H8Y5 Ser/Thr I 111 VII Homo sapiens
Q5H9Q5 Ser/Thr I 111 VII Homo sapiens
Q6FHV7 Ser/Thr I I11 VII  Homo sapiens
Q86XZ8 Ser/Thr I I11 VII  Homo sapiens
Q96AD6 Ser/Thr I I11 VII  Homo sapiens
Q9UPJ8 Ser/Thr I 111 VII Homo sapiens
017474 Ser/Thr I 11 VII Hydra oligactis 2.7.11.12
A5AAS6 Ser/Thr I 111 VII Hydra vulgaris
Q4AC21 Ser/Thr I I11 VII  Hydroides elegans
060042 Ser/Thr I III VII Kluyveromyces lactis
Q6CIR3 Ser/Thr I III VII Kluyveromyces lactis
Q6CS82 Ser/Thr I 11 VII Kluyveromyces lactis
QB6CSR2 Ser/Thr I III VII Kluyveromyces lactis
Q6CTI4 Ser/Thr I 111 VII Kluyveromyces lactis
Q6CVE2 Ser/Thr I 11 VII Kluyveromyces lactis
Q6CW38 Ser/Thr I III VII Kluyveromyces lactis
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Q6CWI5 Ser/Thr I 11 VII Kluyveromyces lactis
Q9GN16 Ser/Thr I I11 VII Leishmania major 2.7.1.37
Q9GNR4 Ser/Thr I II1 VII Leishmania major 2.7.1.37
Q9GRU4 Ser/Thr I IIT VII Leishmania major 2.7.1.37
Q27687 Ser/Thr I III VII Leishmania major 2.7.1.37;2.7.11.1
Q4Q7M5 Ser/Thr 1 111 VII Leishmania major 2.711.1
Q4Q9K2 Ser/Thr I 111 VII Leishmania major 2.7.11.1
Q0Z847 Ser/Thr I 111 VII Lobesia botrana 2.7.11.12
A5DT22 Ser/Thr I 111 VII Lodderomyces elongisporus
A5DT69 Ser/Thr I 111 VII Lodderomyces elongisporus
A5DTGO Ser/Thr I 111 VII Lodderomyces elongisporus
A5DV85 Ser/Thr I 111 VII Lodderomyces elongisporus
A5DYL9 Ser/Thr I III VII Lodderomyces elongisporus
ABE1X6 Ser/Thr I 111 VII Lodderomyces elongisporus
Q4JIV3 Ser/Thr I 11 VII Lymnaea stagnalis
Q4R519 Ser/Thr I 11T VII Macaca fascicularis 2.7.11.1
Q4R633 Ser/Thr I III VII Macaca fascicularis 2.7.11.1
Q9BGT4 Ser/Thr I 111 VII Macaca fascicularis
Q01143 Ser/Thr I III VII Magnaporthe grisea
Q86ZN6 Ser/Thr I 11 VII Magnaporthe grisea
QoYT7T7T7 Ser/Thr I 111 VII Metarhizium anisopliae
A5DAZ1 Ser/Thr I III VII Meyerozyma guilliermondii
ABDES7 Ser/Thr I III VII Meyerozyma guilliermondii
A5DGR1 Ser/Thr I III VII Meyerozyma guilliermondii
A5DHJIS Ser/Thr I 111 VII Meyerozyma guilliermondii
A5DM86 Ser/Thr I III VII Meyerozyma guilliermondii
A5DMEO Ser/Thr I III VII Meyerozyma guilliermondii
A5DR0O2 Ser/Thr I III VII Meyerozyma guilliermondii
A5DR74 Ser/Thr I III VII Meyerozyma guilliermondii
Q3UXD8 Ser/Thr I 111 VII Mus musculus 2.7.11.1
Q8BND1 Ser/Thr I 111 VII Mus musculus 2.7.11.12
Q8C4R2 Ser/Thr I IIT VII Mus musculus 2.7.11.12
Q8CAH8 Ser/Thr I III VII Mus musculus 2.7.11.12
070296 Ser/Thr I I11 VII  Mus musculus
QO5CL1 Ser/Thr I 111 VII Mus musculus
Q3TR46 Ser/Thr I III VII  Mus musculus
Q3TRL2 Ser/Thr I I1I VII  Mus musculus
Q3TST4 Ser/Thr I I11 VII  Mus musculus
Q3TTW2 Ser/Thr I I11 VII  Mus musculus
Q3u1v3 Ser/Thr I I11 VII  Mus musculus
Q3U907 Ser/Thr I 111 VII Mus musculus
Q3U9B2 Ser/Thr I I11 VII  Mus musculus
Q3U9H2 Ser/Thr I I11 VII  Mus musculus
Q3UDT1 Ser/Thr I I11 VII  Mus musculus
Q3UE22 Ser/Thr I I11 VII  Mus musculus
Q3UEWS Ser/Thr I 111 VII Mus musculus
Q3UGN6 Ser/Thr I I11 VII  Mus musculus
Q3UHZ0 Ser/Thr I I1I VII  Mus musculus
Q3UK88 Ser/Thr I I11 VII  Mus musculus
Q3UMT5 Ser/Thr I I11 VII  Mus musculus
Q3URYS Ser/Thr I 111 VII Mus musculus
Q3UW73 Ser/Thr I 111 VII  Mus musculus
Q3v226 Ser/Thr I I11 VII  Mus musculus
Q4voz9 Ser/Thr I II1 VII  Mus musculus
Q6DI71 Ser/Thr I I11 VII  Mus musculus
Q6NXX3 Ser/Thr I I11 VII  Mus musculus
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Q792RO Ser/Thr I I11 VII  Mus musculus
Q7TS64 Ser/Thr I I11 VII  Mus musculus
Q810Z4 Ser/Thr I 111 VII Mus musculus
Q8BVT9 Ser/Thr I III VII  Mus musculus
Q8K3L3 Ser/Thr I I1I VII  Mus musculus
Q8VEK1 Ser/Thr I II1 VII  Mus musculus
QoCSTO Ser/Thr I I11 VII  Mus musculus
Q9EP84 Ser/Thr I 111 VII Mus musculus
Q1KTF1 Ser/Thr I 111 VII Mycosphaerella graminicola
A7sCZ7 Ser/Thr I I11 VII Nematostella vectensis 2.7.11.12
A7TRIL6 Ser/Thr I I11 VII  Nematostella vectensis
A7TRKQ3 Ser/Thr I I11 VII  Nematostella vectensis
ATRLBS8 Ser/Thr I I11 VII Nematostella vectensis
A7S134 Ser/Thr I II1 VII Nematostella vectensis
A75521 Ser/Thr I I1 VII Nematostella vectensis
A78CT2 Ser/Thr I I11 VII  Nematostella vectensis
A7S8CY8 Ser/Thr I I11 VII  Nematostella vectensis
ATSEW2 Ser/Thr I 111 VII Nematostella vectensis
A7TSF23 Ser/Thr I I11 VII Nematostella vectensis
A73M62 Ser/Thr I I1 VII Nematostella vectensis
A78W88 Ser/Thr I I11 VII  Nematostella vectensis
A1D2X8 Ser/Thr I I11 VII  Neosartorya fischeri
A1D3Y6 Ser/Thr I 111 VII Neosartorya fischeri
A1D760 Ser/Thr I I11 VII Neosartorya fischeri
A1DEX4 Ser/Thr I I11 VII Neosartorya fischeri
A1DGY6 Ser/Thr I III VII Neosartorya fischeri
A1DHC5 Ser/Thr I I11 VII  Neosartorya fischeri
A1DMX3 Ser/Thr I I11 VII  Neosartorya fischeri
Q1K4T2 Ser/Thr I 111 VII Neurospora crassa
Q7RVX6 Ser/Thr I IIT VII Neurospora crassa
Q7RYMO Ser/Thr I I1 VII Neurospora crassa
Q7S6G1 Ser/Thr I IIT VII Neurospora crassa
Q7SHX1 Ser/Thr I I11 VII  Neurospora crassa
Q873K1 Ser/Thr I 111 VII Neurospora crassa
Q87675 Ser/Thr I II1 VII Neurospora crassa
Q9P466 Ser/Thr I 11 VII Neurospora crassa
Q5QFC4 Ser/Thr I 111 VII Oikopleura dioica
Q800K1 Ser/Thr I 11 VII Oncorhynchus mykiss
A7UJ13 Ser/Thr I I11 VII Origanum onites
Q95397 Ser/Thr I III VII Oryctolagus cuniculus
A2WLLA Ser/Thr I 111 VII  Oryza sativa
A2XGD6 Ser/Thr I I1I VII  Oryza sativa
A2YPZ7 Ser/Thr I I11 VII Oryza sativa
QOD3L1 Ser/Thr I I11 VII Oryza sativa
Q10EP9 Ser/Thr I I11 VII Oryza sativa
Q10LV1 Ser/Thr I 111 VII Oryza sativa
Q4R1K7 Ser/Thr I III VII  Oryza sativa
Q5NART7 Ser/Thr I I1I VII  Oryza sativa
Q5SNH4 Ser/Thr I I11 VII Oryza sativa
Q7XHW9 Ser/Thr I I11 VII Oryza sativa
Q7YO0C4 Ser/Thr I 111 VII Oryza sativa
Q8RUES Ser/Thr I III VII  Oryza sativa
QoXFe68 Ser/Thr I I1I VII  Oryza sativa
Q75PY3 Ser/Thr I III VII Oryzias latipes 2.7.11.12
Q75PY4 Ser/Thr I 11 VII Oryzias latipes 2.7.11.12
073658 Ser/Thr I 11 VII Oryzias latipes
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073659 Ser/Thr I 11 VII Oryzias latipes
Q5NUF5 Ser/Thr I 11 VII Oryzias latipes
A4RT89 Ser/Thr I I11 VII Ostreococcus lucimarinus
A4RWO1 Ser/Thr I I1 VII Ostreococcus lucimarinus
A4RX83 Ser/Thr I I11 VII Ostreococcus lucimarinus
A43S0B2 Ser/Thr I II1 VII Ostreococcus lucimarinus
A4S353 Ser/Thr I 111 VII Ostreococcus lucimarinus
A43S6E2 Ser/Thr I 111 VII Ostreococcus lucimarinus
A43904 Ser/Thr I I11 VII Ostreococcus lucimarinus
Q00Z65 Ser/Thr I I11 VII Ostreococcus tauri
Q01B06 Ser/Thr I 11 VII Ostreococcus tauri
Q5XXDO Ser/Thr I I11 VII  Pan troglodytes
000843 Ser/Thr I I11 VII Paramecium primaurelia
Q869J9 Ser/Thr I IIT VII Paramecium tetraurelia 2.7.1.37
Q869K0 Ser/Thr I III VII Paramecium tetraurelia 2.7.1.37
AOBBOS8 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBCAT7 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBCGO Ser/Thr I 111 VII Paramecium tetraurelia
AOBCQ1 Ser/Thr I II1 VII Paramecium tetraurelia
AOBCT1 Ser/Thr I III VII  Paramecium tetraurelia
AOBDO3 Ser/Thr I 111 VII  Paramecium tetraurelia
A0OBDJ1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBDJ5 Ser/Thr I 111 VII Paramecium tetraurelia
AOBDM6 Ser/Thr I I11 VII Paramecium tetraurelia
AOBDU3 Ser/Thr I II1 VII Paramecium tetraurelia
AOBDZS8 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBE58 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBEY5 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBFR1 Ser/Thr I 111 VII Paramecium tetraurelia
AOBGU9 Ser/Thr I 11 VII Paramecium tetraurelia
AOBIOO Ser/Thr I I1I VII  Paramecium tetraurelia
AOBI56 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBJB9 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBJM1 Ser/Thr I 111 VII Paramecium tetraurelia
AOBJU7 Ser/Thr I 111 VII Paramecium tetraurelia
AOBJX5 Ser/Thr I III VII  Paramecium tetraurelia
AOBKL5 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBKM5 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBKN3 Ser/Thr I I11 VII Paramecium tetraurelia
AOBKR3 Ser/Thr I I11 VII Paramecium tetraurelia
AOBLOO Ser/Thr I 11 VII Paramecium tetraurelia
AOBMX1 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBN99 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBNB1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBNB6 Ser/Thr I 111 VII Paramecium tetraurelia
AOBNJO Ser/Thr I 11 VII Paramecium tetraurelia
AOBNY9 Ser/Thr I III VII  Paramecium tetraurelia
AOBP84 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBPA1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBPA4 Ser/Thr I 111 VII Paramecium tetraurelia
AOBPB4 Ser/Thr I 111 VII Paramecium tetraurelia
AOBQE1 Ser/Thr I III VII  Paramecium tetraurelia
AOBQVO Ser/Thr I I1I VII  Paramecium tetraurelia
AOBR46 Ser/Thr I II1 VII  Paramecium tetraurelia
AOBRU5 Ser/Thr I 111 VII Paramecium tetraurelia
AOBSE9 Ser/Thr I I11 VII Paramecium tetraurelia
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AOBSF2 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBT25 Ser/Thr I I11 VII Paramecium tetraurelia
AOBTC1 Ser/Thr I I11 VII Paramecium tetraurelia
AOBUZS8 Ser/Thr I III VII  Paramecium tetraurelia
AOBVM5 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBVW4 Ser/Thr I II1 VII  Paramecium tetraurelia
AOBW98 Ser/Thr I 111 VII Paramecium tetraurelia
AOBWD7 Ser/Thr I 111 VII Paramecium tetraurelia
AOBWJ4 Ser/Thr I 11 VII Paramecium tetraurelia
AOBWM2 Ser/Thr I III VII  Paramecium tetraurelia
A0OBX01 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBY36 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBYR7 Ser/Thr I I11 VII Paramecium tetraurelia
AOBYV3 Ser/Thr I II1 VII Paramecium tetraurelia
AOBZ62 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBZE4 Ser/Thr I I1I VII  Paramecium tetraurelia
AOBZL2 Ser/Thr I I11 VII  Paramecium tetraurelia
AOBZV2 Ser/Thr I 111 VII Paramecium tetraurelia
AOCOwW1 Ser/Thr I I11 VII Paramecium tetraurelia
Aoc1s2 Ser/Thr I III VII  Paramecium tetraurelia
A0C235 Ser/Thr I I11 VII  Paramecium tetraurelia
AoC2B1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOC3V8 Ser/Thr I 111 VII Paramecium tetraurelia
A0C404 Ser/Thr I I11 VII Paramecium tetraurelia
AOC4H5 Ser/Thr I II1 VII Paramecium tetraurelia
Aocs12 Ser/Thr I I1I VII  Paramecium tetraurelia
A0C580 Ser/Thr I IT1 VII  Paramecium tetraurelia
AOC5F6 Ser/Thr I I11 VII  Paramecium tetraurelia
AOC5R9 Ser/Thr I 111 VII Paramecium tetraurelia
AoC6P2 Ser/Thr I 11 VII Paramecium tetraurelia
A0C6X0 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCT7N8 Ser/Thr I I1I VII  Paramecium tetraurelia
A0C8I8 Ser/Thr I I11 VII  Paramecium tetraurelia
A0C8J6 Ser/Thr I 111 VII Paramecium tetraurelia
AOC9B7 Ser/Thr I 111 VII Paramecium tetraurelia
AOC9E5 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCONT Ser/Thr I I11 VII  Paramecium tetraurelia
A0C9WO Ser/Thr I 11 VII Paramecium tetraurelia
AOCARS8 Ser/Thr I I11 VII Paramecium tetraurelia
AOCB56 Ser/Thr I I11 VII Paramecium tetraurelia
AOCBK4 Ser/Thr I 11 VII Paramecium tetraurelia
Aoccs3 Ser/Thr I I11 VII Paramecium tetraurelia
Aocces Ser/Thr I IT1 VII  Paramecium tetraurelia
AOCDFO Ser/Thr I I11 VII  Paramecium tetraurelia
AOCDJO Ser/Thr I 111 VII Paramecium tetraurelia
AOCFD9 Ser/Thr I 11 VII Paramecium tetraurelia
A0CG15 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCGN9 Ser/Thr I I11 VII  Paramecium tetraurelia
AocGv1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCT44 Ser/Thr I 111 VII Paramecium tetraurelia
AOCIAO Ser/Thr I 111 VII Paramecium tetraurelia
AoCICT Ser/Thr I I11 VII  Paramecium tetraurelia
AocCID7 Ser/Thr I I1I VII  Paramecium tetraurelia
AOCIPO Ser/Thr I II1 VII  Paramecium tetraurelia
AOCJE1 Ser/Thr I 111 VII Paramecium tetraurelia
AOCK96 Ser/Thr I I11 VII Paramecium tetraurelia
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A0OCKQ1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCLB9 Ser/Thr I I11 VII Paramecium tetraurelia
AOCMB4 Ser/Thr I I11 VII Paramecium tetraurelia
AOCMGT Ser/Thr I I11 VII  Paramecium tetraurelia
AOCMK1 Ser/Thr I I1I VII  Paramecium tetraurelia
AOCMK7 Ser/Thr I 111 VII Paramecium tetraurelia
AOCNC9 Ser/Thr I 111 VII Paramecium tetraurelia
AOCNT4 Ser/Thr I 111 VII Paramecium tetraurelia
AOCP93 Ser/Thr I 11 VII Paramecium tetraurelia
A0CQJ9 Ser/Thr I 111 VII Paramecium tetraurelia
AocQT7 Ser/Thr I I11 VII  Paramecium tetraurelia
AocQzo Ser/Thr I I11 VII  Paramecium tetraurelia
AOCRL6 Ser/Thr I I11 VII Paramecium tetraurelia
A0CS44 Ser/Thr I II1 VII Paramecium tetraurelia
AOCSN3 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCST1 Ser/Thr I I1I VII  Paramecium tetraurelia
AOCT39 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCUG4 Ser/Thr I 111 VII Paramecium tetraurelia
AOCV45 Ser/Thr I I11 VII Paramecium tetraurelia
AOCVL9 Ser/Thr I I11 VII  Paramecium tetraurelia
Aocwé1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCW99 Ser/Thr I 11 VII Paramecium tetraurelia
AOCWG2 Ser/Thr I 111 VII Paramecium tetraurelia
AOCWH2 Ser/Thr I I11 VII Paramecium tetraurelia
AOCwWY4 Ser/Thr I II1 VII Paramecium tetraurelia
AoCX71 Ser/Thr I I1I VII  Paramecium tetraurelia
A0CX89 Ser/Thr I 11 VII Paramecium tetraurelia
AoCya4 Ser/Thr I I11 VII  Paramecium tetraurelia
AOCYI7 Ser/Thr I 111 VII Paramecium tetraurelia
A0CZM6 Ser/Thr I 11 VII Paramecium tetraurelia
A0D032 Ser/Thr I I1I VII  Paramecium tetraurelia
A0ODOC8 Ser/Thr I II1 VII  Paramecium tetraurelia
AoD1D1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOD329 Ser/Thr I 111 VII Paramecium tetraurelia
AOD5C7 Ser/Thr I 111 VII Paramecium tetraurelia
A0OD680 Ser/Thr I I11 VII  Paramecium tetraurelia
AoD712 Ser/Thr I I1I VII  Paramecium tetraurelia
A0OD863 Ser/Thr I 11 VII Paramecium tetraurelia
AOD8KS8 Ser/Thr I I11 VII Paramecium tetraurelia
AOD915 Ser/Thr I I11 VII Paramecium tetraurelia
AOD9C4 Ser/Thr I 11 VII Paramecium tetraurelia
AODAI4 Ser/Thr I I1I VII  Paramecium tetraurelia
AODAIS8 Ser/Thr I I11 VII  Paramecium tetraurelia
AODBES5 Ser/Thr I I11 VII  Paramecium tetraurelia
AODBI7 Ser/Thr I 111 VII Paramecium tetraurelia
AODBI9 Ser/Thr I 11 VII Paramecium tetraurelia
AODBL2 Ser/Thr I III VII  Paramecium tetraurelia
A0ODCJO Ser/Thr I I11 VII  Paramecium tetraurelia
AODDHO Ser/Thr I I11 VII  Paramecium tetraurelia
AODDP9 Ser/Thr I 111 VII Paramecium tetraurelia
AODDW7 Ser/Thr I 111 VII Paramecium tetraurelia
AODET7 Ser/Thr I III VII  Paramecium tetraurelia
AODEV3 Ser/Thr I I1I VII  Paramecium tetraurelia
AODFG8 Ser/Thr I II1 VII  Paramecium tetraurelia
AODFK5 Ser/Thr I 111 VII Paramecium tetraurelia
AODG95 Ser/Thr I I11 VII Paramecium tetraurelia
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AODGH3 Ser/Thr I I11 VII  Paramecium tetraurelia
AODGQ2 Ser/Thr I I11 VII Paramecium tetraurelia
AODGS5 Ser/Thr I I11 VII Paramecium tetraurelia
AODHV9 Ser/Thr I III VII  Paramecium tetraurelia
AODI12 Ser/Thr I I1I VII  Paramecium tetraurelia
AODI25 Ser/Thr I 111 VII Paramecium tetraurelia
AODIF4 Ser/Thr I 111 VII Paramecium tetraurelia
AODIIS8 Ser/Thr I 111 VII Paramecium tetraurelia
AODJLS Ser/Thr I 11 VII Paramecium tetraurelia
AODJV5 Ser/Thr I I11 VII  Paramecium tetraurelia
AODK75 Ser/Thr I I11 VII  Paramecium tetraurelia
AODLX8 Ser/Thr I I11 VII  Paramecium tetraurelia
AODN73 Ser/Thr I I11 VII Paramecium tetraurelia
AODPO2 Ser/Thr I II1 VII Paramecium tetraurelia
A0DP63 Ser/Thr I I1I VII  Paramecium tetraurelia
AODPF6 Ser/Thr I I1I VII  Paramecium tetraurelia
AODPRS8 Ser/Thr I I11 VII  Paramecium tetraurelia
AODPW4 Ser/Thr I 111 VII Paramecium tetraurelia
AODQ36 Ser/Thr I II1 VII Paramecium tetraurelia
AoDQT2 Ser/Thr I III VII  Paramecium tetraurelia
A0ODS68 Ser/Thr I I11 VII  Paramecium tetraurelia
AODT28 Ser/Thr I I11 VII  Paramecium tetraurelia
AODTA2 Ser/Thr I 111 VII Paramecium tetraurelia
AODTBO Ser/Thr I I11 VII Paramecium tetraurelia
AODTKS Ser/Thr I II1 VII Paramecium tetraurelia
AODTL3 Ser/Thr I I1I VII  Paramecium tetraurelia
AODTN5 Ser/Thr I I11 VII  Paramecium tetraurelia
A0ODUD9 Ser/Thr I I11 VII  Paramecium tetraurelia
AODUR1 Ser/Thr I 111 VII Paramecium tetraurelia
AODUX2 Ser/Thr I 11 VII Paramecium tetraurelia
AODVC5 Ser/Thr I I11 VII  Paramecium tetraurelia
AODVL2 Ser/Thr I I1I VII  Paramecium tetraurelia
AoDvz3 Ser/Thr I I11 VII  Paramecium tetraurelia
AODWP4 Ser/Thr I 111 VII Paramecium tetraurelia
AODX28 Ser/Thr I 111 VII Paramecium tetraurelia
AODXD7 Ser/Thr I III VII  Paramecium tetraurelia
AODXJ1 Ser/Thr I I1I VII  Paramecium tetraurelia
AODXM5 Ser/Thr I I11 VII  Paramecium tetraurelia
AODXV5 Ser/Thr I I11 VII Paramecium tetraurelia
AODXXO0 Ser/Thr I I11 VII Paramecium tetraurelia
AODXZ0 Ser/Thr I 11 VII Paramecium tetraurelia
AODYJO Ser/Thr I I1I VII  Paramecium tetraurelia
AoDYS1 Ser/Thr I I11 VII  Paramecium tetraurelia
AODYT2 Ser/Thr I I11 VII  Paramecium tetraurelia
AODZB2 Ser/Thr I 111 VII Paramecium tetraurelia
AODZJ1 Ser/Thr I 11 VII Paramecium tetraurelia
AODZK2 Ser/Thr I III VII  Paramecium tetraurelia
AODZLO Ser/Thr I I1I VII  Paramecium tetraurelia
A0ODZS8 Ser/Thr I I11 VII  Paramecium tetraurelia
AODZW3 Ser/Thr I 111 VII Paramecium tetraurelia
AOE058 Ser/Thr I 111 VII Paramecium tetraurelia
AOEOCO Ser/Thr I I11 VII  Paramecium tetraurelia
AOEOG1 Ser/Thr I I1I VII  Paramecium tetraurelia
AOEOQT7 Ser/Thr I II1 VII  Paramecium tetraurelia
AOE1GO Ser/Thr I 111 VII Paramecium tetraurelia
AOE1G8 Ser/Thr I I11 VII Paramecium tetraurelia
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AOE1S7 Ser/Thr I I11 VII  Paramecium tetraurelia
AOE271 Ser/Thr I I11 VII Paramecium tetraurelia
AOE2H7 Ser/Thr I I11 VII Paramecium tetraurelia
AOE2Q8 Ser/Thr I III VII  Paramecium tetraurelia
AOE2T3 Ser/Thr I I1I VII  Paramecium tetraurelia
AOE2W5 Ser/Thr I 111 VII Paramecium tetraurelia
AOE3G7 Ser/Thr I 111 VII Paramecium tetraurelia
AOE4CO Ser/Thr I 111 VII Paramecium tetraurelia
AOE4D3 Ser/Thr I 11 VII Paramecium tetraurelia
AOE4E1 Ser/Thr I III VII  Paramecium tetraurelia
AOE4K1 Ser/Thr I I11 VII  Paramecium tetraurelia
AOE4Z6 Ser/Thr I I11 VII  Paramecium tetraurelia
AOE525 Ser/Thr I I11 VII Paramecium tetraurelia
AOE5D2 Ser/Thr I II1 VII Paramecium tetraurelia
AOE5S2 Ser/Thr I I1I VII  Paramecium tetraurelia
AOE6LS Ser/Thr I I1I VII  Paramecium tetraurelia
AOE7B2 Ser/Thr I I11 VII  Paramecium tetraurelia
AOE888 Ser/Thr I 111 VII Paramecium tetraurelia
AOE8C9 Ser/Thr I I11 VII Paramecium tetraurelia
AOESL1 Ser/Thr I III VII  Paramecium tetraurelia
AOE901 Ser/Thr I 111 VII  Paramecium tetraurelia
AOE941 Ser/Thr I I11 VII  Paramecium tetraurelia
AOE9E6 Ser/Thr I 111 VII Paramecium tetraurelia
AOE9N3 Ser/Thr I I11 VII Paramecium tetraurelia
AOE9UO Ser/Thr I II1 VII Paramecium tetraurelia
AOEAF2 Ser/Thr I I1I VII  Paramecium tetraurelia
AOEAI5 Ser/Thr I I11 VII  Paramecium tetraurelia
AOEAJ3 Ser/Thr I I11 VII  Paramecium tetraurelia
AOEB53 Ser/Thr I 111 VII Paramecium tetraurelia
AOECJ7 Ser/Thr I 11 VII Paramecium tetraurelia
AOED59 Ser/Thr I I1I VII  Paramecium tetraurelia
AOEDB6 Ser/Thr I I1I VII  Paramecium tetraurelia
AOEDP3 Ser/Thr I I11 VII  Paramecium tetraurelia
AOEDWS8 Ser/Thr I 111 VII Paramecium tetraurelia
AOEEZ4 Ser/Thr I 111 VII Paramecium tetraurelia
AOEF60 Ser/Thr I III VII  Paramecium tetraurelia
AOEFES8 Ser/Thr I I1I VII  Paramecium tetraurelia
AOEFF7 Ser/Thr I I11 VII  Paramecium tetraurelia
AOEFHO Ser/Thr I I11 VII Paramecium tetraurelia
AOEGM3 Ser/Thr I I11 VII Paramecium tetraurelia
AOEHG7 Ser/Thr I 11 VII Paramecium tetraurelia
AOEHH9 Ser/Thr I I1I VII  Paramecium tetraurelia
AOEHI5 Ser/Thr I I11 VII  Paramecium tetraurelia
AOEHV4 Ser/Thr I I11 VII  Paramecium tetraurelia
AOEI85 Ser/Thr I 111 VII Paramecium tetraurelia
AOEING6 Ser/Thr I 11 VII Paramecium tetraurelia
Q3MOwW6 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SDXx8 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SDX9 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3sDYO Ser/Thr I 111 VII Paramecium tetraurelia
Q3SDY1 Ser/Thr I II1 VII Paramecium tetraurelia
Q3SDY2 Ser/Thr I 111 VII Paramecium tetraurelia
Q3sDy3 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SDY4 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SDY5 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SDY6 Ser/Thr I I11 VII Paramecium tetraurelia
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Q3sDY7 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEC4 Ser/Thr I I11 VII Paramecium tetraurelia
Q3SEC5 Ser/Thr I II1 VII Paramecium tetraurelia
Q3SEC6 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEC7 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SECS8 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEC9 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEL4 Ser/Thr I II1 VII Paramecium tetraurelia
Q3SEL5 Ser/Thr I IIT VII Paramecium tetraurelia
Q3SEL7 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEL8 Ser/Thr I 11 VII Paramecium tetraurelia
Q3SEL9 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEMO Ser/Thr I I11 VII Paramecium tetraurelia
Q3SEM1 Ser/Thr I IIT VII Paramecium tetraurelia
Q3SEM2 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEM3 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEM5 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEM6 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEM9 Ser/Thr I II1 VII Paramecium tetraurelia
Q3SENO Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEN1 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEN2 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEN3 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEN4 Ser/Thr I II1 VII Paramecium tetraurelia
Q3SEN5 Ser/Thr I IIT VII Paramecium tetraurelia
Q3SEN6 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEN7 Ser/Thr I 11 VII Paramecium tetraurelia
Q3SEN8 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEN9 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEPO Ser/Thr I IIT VII Paramecium tetraurelia
Q3SEP1 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEP2 Ser/Thr I 111 VII Paramecium tetraurelia
Q3SEP3 Ser/Thr I I11 VII  Paramecium tetraurelia
Q3SEP4 Ser/Thr I 111 VII Paramecium tetraurelia
Q6BFL9 Ser/Thr I II1 VII Paramecium tetraurelia
Q6BFN6 Ser/Thr I III VII  Paramecium tetraurelia
(Q6BFR4 Ser/Thr I I1I VII  Paramecium tetraurelia
Q6BGL9 Ser/Thr I I11 VII  Paramecium tetraurelia
QOU3Q5 Ser/Thr I 111 VII Phaeosphaeria nodorum
QOUF87 Ser/Thr I I11 VII Phaeosphaeria nodorum
QOUISs3 Ser/Thr I IIT VII Phaeosphaeria nodorum
Q7DMTO Ser/Thr I 111 VII Pisum sativum
Q4YJL2 Ser/Thr I I11 VII  Plasmodium berghei
Q4YQB2 Ser/Thr I 111 VII Plasmodium berghei
Q4YVB8 Ser/Thr I 111 VII Plasmodium berghei
Q4YVG2 Ser/Thr I IIT VII Plasmodium berghei
Q4YW20 Ser/Thr I 111 VII Plasmodium berghei
Q4XMV3 Ser/Thr I I1I VII  Plasmodium chabaudi
Q4XNV1 Ser/Thr I I11 VII  Plasmodium chabaudi
Q4XUHO Ser/Thr I 111 VII Plasmodium chabaudi
Q81719 Ser/Thr I II1 VII Plasmodium falciparum 2.7.11.12
015906 Ser/Thr I 11 VII Plasmodium falciparum
044020 Ser/Thr I 111 VII Plasmodium falciparum
Q6PLK2 Ser/Thr I II1 VII  Plasmodium falciparum
Q7K6A0 Ser/Thr I 111 VII Plasmodium falciparum
Q8I4W3 Ser/Thr I I11 VII Plasmodium falciparum
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Q8MMZ4 Ser/Thr I I11 VII  Plasmodium falciparum
ABKON4 Ser/Thr I I11 VII  Plasmodium vivax
A5K101 Ser/Thr I I11 VII  Plasmodium vivax
ABK8X1 Ser/Thr I III VII Plasmodium vivax
ASKEQ7 Ser/Thr I III VII Plasmodium vivax
Q26217 Ser/Thr I II1 VII Plasmodium yoelii 2.7.11.11
Q7PDS2 Ser/Thr I 111 VII Plasmodium yoelii
Q7RE33 Ser/Thr I II1 VII Plasmodium yoelii
Q7RSF6 Ser/Thr I IIT VII Plasmodium yoelii
Q5RT63 Ser/Thr I III VII Pogonomyrmex barbatus
Q5R472 Ser/Thr I 11 VII Pongo abelii
Q5R9Y7 Ser/Thr I I11 VII  Pongo abelii
Q5RAZ7 Ser/Thr I I11 VII  Pongo abelii
Q5RC73 Ser/Thr I 111 VII Pongo abelii
Q5RDZ9 Ser/Thr I 111 VII Pongo abelii
Q5REF7 Ser/Thr I 111 VII Pongo abelii
A1L1MO Ser/Thr I I11 VII  Rattus norvegicus
P97548 Ser/Thr I 111 VII Rattus norvegicus
P97549 Ser/Thr I I11 VII Rattus norvegicus
Q05759 Ser/Thr I IIT VII Rattus norvegicus
Q5BK52 Ser/Thr I 111 VII  Rattus norvegicus
Q66HL7 Ser/Thr I 111 VII Rattus norvegicus
Q68G05 Ser/Thr I 111 VII Rattus norvegicus
Q792R1 Ser/Thr I II1 VII Rattus norvegicus
Q8TFJ3 Ser/Thr I IIT VII Rhizomucor racemosus
AB6ZKX3 Ser/Thr I 111 VII Saccharomyces cerevisiae
A6ZMGO Ser/Thr I I11 VII Saccharomyces cerevisiae
A6ZQG8 Ser/Thr I III VII Saccharomyces cerevisiae
A6ZTB2 Ser/Thr I 111 VII Saccharomyces cerevisiae
ABZTR2 Ser/Thr I I11 VII Saccharomyces cerevisiae
A6ZW46 Ser/Thr I I1 VII Saccharomyces cerevisiae
A6ZW51 Ser/Thr I 111 VII Saccharomyces cerevisiae
ABZZ79 Ser/Thr I III VII Saccharomyces cerevisiae
ABZZF8 Ser/Thr I 111 VII Saccharomyces cerevisiae
A67Z2J4 Ser/Thr I 111 VII Saccharomyces cerevisiae
Q5BXD3 Ser/Thr I 111 VII Schistosoma japonicum
Q5BXH5 Ser/Thr I I11 VII Schistosoma japonicum
Q5C089 Ser/Thr I I11 VII Schistosoma japonicum
Q5C098 Ser/Thr I III VII Schistosoma japonicum
Q5C0ou4 Ser/Thr I III VII Schistosoma japonicum
Q5C2X7 Ser/Thr I 11 VII Schistosoma japonicum
Q5C3E6 Ser/Thr I I11 VII Schistosoma japonicum
Q5DC90 Ser/Thr I 11 VII Schistosoma japonicum
Q5DDU1 Ser/Thr I 11 VII Schistosoma japonicum
Q5DF14 Ser/Thr I III VII Schistosoma japonicum
Q33DK6 Ser/Thr I III VII Schizophyllum commune
Q33DKS8 Ser/Thr I IIT VII Schizophyllum commune
Q33DX3 Ser/Thr I IIT VII Schizophyllum commune
Q33Dx4 Ser/Thr I 111 VII Schizophyllum commune
ATET748 Ser/Thr I 111 VII Sclerotinia sclerotiorum
ATECY2 Ser/Thr I 111 VII Sclerotinia sclerotiorum
ATETJ7 Ser/Thr I III VII  Sclerotinia sclerotiorum
ATFTES Ser/Thr I I1I VII  Sclerotinia sclerotiorum
ATFT7I7 Ser/Thr I II1 VII Sclerotinia sclerotiorum
ATFA24 Ser/Thr I I11 VII Sclerotinia sclerotiorum
Q6QE15 Ser/Thr I 111 VII Sclerotinia sclerotiorum
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QOKIH5 Ser/Thr I 11 VII Solanum lycopersicum
Q56R02 Ser/Thr I III VII Solanum lycopersicum
Q5I6E8 Ser/Thr I III VII Solanum lycopersicum
Q50JB6 Ser/Thr I 11 VII Sordaria macrospora
073926 Ser/Thr I I11 VII Squalus acanthias
073927 Ser/Thr I I11 VII Squalus acanthias
AOMLSS8 Ser/Thr I I11 VII Sus scrofa 2.7.11.12
Q3YJM5 Ser/Thr I 111 VII Sus scrofa 2.7.11.12
P79276 Ser/Thr I 111 VII  Sus scrofa
Q22A18 Ser/Thr I 111 VII Tetrahymena thermophila
Q22DD1 Ser/Thr I I11 VII  Tetrahymena thermophila
Q22GZ5 Ser/Thr I 11 VII Tetrahymena thermophila
Q22HC2 Ser/Thr I III VII Tetrahymena thermophila
Q22LX8 Ser/Thr I 111 VII Tetrahymena thermophila
Q22RI5 Ser/Thr I 111 VII Tetrahymena thermophila
Q231B5 Ser/Thr I 11T VII Tetrahymena thermophila
Q231C9 Ser/Thr I 11 VII Tetrahymena thermophila
Q233E6 Ser/Thr I III VII Tetrahymena thermophila
Q233N6 Ser/Thr I III VII Tetrahymena thermophila
Q234E6 Ser / Thr I IIT VII Tetrahymena thermophila
Q237P3 Ser/Thr I IIT VII Tetrahymena thermophila
Q23DN8 Ser/Thr I 11 VII Tetrahymena thermophila
Q23G03 Ser/Thr I III VII Tetrahymena thermophila
Q23KG5 Ser/Thr I III VII Tetrahymena thermophila
Q23NJ5 Ser/Thr I 111 VII Tetrahymena thermophila
Q23Px4 Ser/Thr I 111 VII Tetrahymena thermophila
Q23TE4 Ser/Thr I I11 VII  Tetrahymena thermophila
Q23YB5 Ser/Thr I 11 VII Tetrahymena thermophila
Q240P0 Ser/Thr I III VII Tetrahymena thermophila
Q24537 Ser/Thr I 111 VII Tetrahymena thermophila
Q24BY8 Ser/Thr I 111 VII Tetrahymena thermophila
Q24DD1 Ser/Thr I 111 VII Tetrahymena thermophila
Q24FD5 Ser/Thr I 111 VII Tetrahymena thermophila
Q24GE7 Ser/Thr I III VII Tetrahymena thermophila
Q24HP6 Ser/Thr I III VII Tetrahymena thermophila
Q4SGU4 Ser/Thr I IIT VII Tetraodon nigroviridis 2.7.11.1
Q4RI65 Ser/Thr I IIT VII Tetraodon nigroviridis
Q4RR21 Ser/Thr I III VII Tetraodon nigroviridis
Q4RY94 Ser/Thr I I11 VII Tetraodon nigroviridis
Q45021 Ser/Thr I I11 VII Tetraodon nigroviridis
Q4S0Y4 Ser/Thr I IIT VII Tetraodon nigroviridis
Q4S1K3 Ser/Thr I IIT VII Tetraodon nigroviridis
Q4S1TO Ser/Thr I III VII Tetraodon nigroviridis
Q434R0 Ser/Thr I III VII Tetraodon nigroviridis
Q45655 Ser/Thr I 111 VII Tetraodon nigroviridis
Q4s7C1 Ser/Thr I IIT VII Tetraodon nigroviridis
Q4S7T8 Ser / Thr I IIT VII Tetraodon nigroviridis
Q4S7Y9 Ser/Thr I 111 VII Tetraodon nigroviridis
Q43872 Ser/Thr I III VII Tetraodon nigroviridis
Q4359F4 Ser/Thr I 111 VII Tetraodon nigroviridis
Q4SBL9 Ser/Thr I II1 VII Tetraodon nigroviridis
Q4SE16 Ser / Thr I IIT VII Tetraodon nigroviridis
Q4SFC2 Ser/Thr I IIT VII Tetraodon nigroviridis
Q4SFH3 Ser/Thr I III VII Tetraodon nigroviridis
Q4SHYO Ser/Thr I 111 VII Tetraodon nigroviridis
Q45K04 Ser/Thr I I11 VII Tetraodon nigroviridis
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Q4SL71 Ser/Thr I III VII Tetraodon nigroviridis
Q4SLK1 Ser/Thr I I11 VII Tetraodon nigroviridis
Q4SLR2 Ser/Thr I II1 VII Tetraodon nigroviridis
Q4SP51 Ser / Thr I IIT VII Tetraodon nigroviridis
Q4SYX7 Ser/Thr I IIT VII Tetraodon nigroviridis
Q4sSYYO Ser/Thr I III VII Tetraodon nigroviridis
Q4T3F0 Ser/Thr I 111 VII Tetraodon nigroviridis
Q4T5U2 Ser/Thr I II1 VII Tetraodon nigroviridis
Q4T638 Ser/Thr I IIT VII Tetraodon nigroviridis
QAT7Y9 Ser/Thr I 111 VII Tetraodon nigroviridis
Q4T8X6 Ser/Thr I III VII Tetraodon nigroviridis
Q4TBD9 Ser/Thr I III VII Tetraodon nigroviridis
Q4UF82 Ser/Thr I I11 VII Theileria annulata 2.7.1.37
Q4UBS1 Ser/Thr I IIT VII Theileria annulata
Q4UE84 Ser/Thr I 111 VII Theileria annulata
Q4MZK5 Ser/Thr I 111 VII Theileria parva 2.7.11.1
Q4N5B2 Ser/Thr I I11 VII  Theileria parva
Q58G65 Ser/Thr I III VII Toxoplasma gondii
Q8MMP4 Ser/Thr I III VII Toxoplasma gondii
Q8MMZ7 Ser / Thr I IIT VII Toxoplasma gondii
Q9BMY6 Ser/Thr I IIT VII Toxoplasma gondii
Q99012 Ser/Thr I 111 VII Trichoderma reesei
A2D9oC1 Ser/Thr I 111 VII Trichomonas vaginalis
A2DA20 Ser/Thr I I11 VII Trichomonas vaginalis
A2DB15 Ser/Thr I II1 VII Trichomonas vaginalis
A2DHQ7 Ser/Thr I 111 VII Trichomonas vaginalis
A2DJV4 Ser/Thr I I11 VII  Trichomonas vaginalis
A2DL59 Ser/Thr I I11 VII  Trichomonas vaginalis
A2DLD2 Ser/Thr I 111 VII Trichomonas vaginalis
A2DNC5 Ser/Thr I 11 VII Trichomonas vaginalis
A2DP41 Ser/Thr I 111 VII Trichomonas vaginalis
A2DRK1 Ser/Thr I 111 VII Trichomonas vaginalis
A2DS63 Ser/Thr I I11 VII  Trichomonas vaginalis
A2DV83 Ser/Thr I 111 VII Trichomonas vaginalis
A2DVSO0 Ser/Thr I 111 VII Trichomonas vaginalis
A2DW86 Ser/Thr I 111 VII Trichomonas vaginalis
A2DYS1 Ser/Thr I 111 VII Trichomonas vaginalis
A2E224 Ser/Thr I I11 VII  Trichomonas vaginalis
A2E382 Ser/Thr I I11 VII Trichomonas vaginalis
A2E474 Ser/Thr I I11 VII Trichomonas vaginalis
A2E5KS Ser/Thr I 11 VII Trichomonas vaginalis
A2E8A4 Ser/Thr I 111 VII Trichomonas vaginalis
A2E8U1 Ser/Thr I I11 VII  Trichomonas vaginalis
A2E987 Ser/Thr I I11 VII  Trichomonas vaginalis
A2ECT2 Ser/Thr I 111 VII Trichomonas vaginalis
A2EE93 Ser/Thr I 11 VII Trichomonas vaginalis
A2EED1 Ser/Thr I 111 VII Trichomonas vaginalis
A2EEZ5 Ser/Thr I 111 VII Trichomonas vaginalis
A2EI78 Ser/Thr I I11 VII  Trichomonas vaginalis
A2EJ98 Ser/Thr I 111 VII Trichomonas vaginalis
A2ELF7 Ser/Thr I 111 VII Trichomonas vaginalis
A2FEPG5 Ser/Thr I 111 VII Trichomonas vaginalis
A2ET74 Ser/Thr I 111 VII Trichomonas vaginalis
A2ETCO Ser/Thr I II1 VII  Trichomonas vaginalis
A2ETU6 Ser/Thr I I11 VII  Trichomonas vaginalis
A2EV93 Ser/Thr I I11 VII Trichomonas vaginalis
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A2EWIO Ser/Thr I I11 VII  Trichomonas vaginalis
A2EX40 Ser/Thr I I11 VII Trichomonas vaginalis
A2EY79 Ser/Thr I I11 VII Trichomonas vaginalis
A2FE7G8 Ser/Thr I 111 VII Trichomonas vaginalis
A2F0I9 Ser/Thr I 111 VII Trichomonas vaginalis
A2F4A4 Ser/Thr I II1 VII  Trichomonas vaginalis
A2F8ES8 Ser/Thr I 111 VII Trichomonas vaginalis
A2F9U6 Ser/Thr I 111 VII Trichomonas vaginalis
A2FA91 Ser/Thr I 11 VII Trichomonas vaginalis
A2FAW3 Ser/Thr I 111 VII Trichomonas vaginalis
A2FBN5 Ser/Thr I I11 VII  Trichomonas vaginalis
A2FDD2 Ser/Thr I I11 VII  Trichomonas vaginalis
A2FHJ2 Ser/Thr I I11 VII Trichomonas vaginalis
A2F1J5 Ser/Thr I II1 VII Trichomonas vaginalis
A2FKC9 Ser/Thr I 111 VII Trichomonas vaginalis
A2FLX7 Ser/Thr I 111 VII Trichomonas vaginalis
A2FMG9 Ser/Thr I I11 VII  Trichomonas vaginalis
A2FNQ5 Ser/Thr I 111 VII Trichomonas vaginalis
A2FPF2 Ser/Thr I I11 VII Trichomonas vaginalis
A2FY70 Ser/Thr I 111 VII Trichomonas vaginalis
A2FYJ4 Ser/Thr I 111 VII Trichomonas vaginalis
A2FYTO Ser/Thr I I11 VII  Trichomonas vaginalis
A2FZ96 Ser/Thr I 111 VII Trichomonas vaginalis
A2FZY1 Ser/Thr I I11 VII Trichomonas vaginalis
A2GOT7 Ser/Thr I II1 VII Trichomonas vaginalis
A2G1Q9 Ser/Thr I 111 VII Trichomonas vaginalis
A2G288 Ser/Thr I I11 VII  Trichomonas vaginalis
A2G3J0 Ser/Thr I I11 VII  Trichomonas vaginalis
A2G3R6 Ser/Thr I 111 VII Trichomonas vaginalis
A2GBVO Ser/Thr I 11 VII Trichomonas vaginalis
A2GEQ5 Ser/Thr I 111 VII Trichomonas vaginalis
Q582vV7 Ser/Thr I II1 VII Trypanosoma brucei 2.7.1.-
Q388U5 Ser/Thr I III VII Trypanosoma brucei 2.7.11.1
Q38442 Ser/Thr I III VII Trypanosoma brucei
Q38DR5 Ser/Thr I III VII Trypanosoma brucei
Q38DS1 Ser/Thr I 11 VII Trypanosoma brucei
Q3S1K7 Ser/Thr I 111 VII Trypanosoma brucei
Q3S1L1 Ser/Thr I 11 VII Trypanosoma brucei
Q584T1 Ser/Thr I III VII Trypanosoma brucei
Q8WSK3 Ser/Thr I III VII Trypanosoma brucei
Q965D1 Ser/Thr I 111 VII Trypanosoma brucei
Q4D4Z9 Ser/Thr I 11 VII Trypanosoma cruzi 2.7.11.1
060947 Ser/Thr I IT1 VII  Trypanosoma cruzi
Q4D6D3 Ser/Thr I 11 VII Trypanosoma cruzi
Q4DL90 Ser/Thr I III VII Trypanosoma cruzi
Q4DSM2 Ser/Thr I 111 VII Trypanosoma cruzi
Q4DSQ1 Ser/Thr I 111 VII Trypanosoma cruzi
Q4DXB5 Ser/Thr I III VII Trypanosoma cruzi
Q4E2L0 Ser/Thr I I11 VII  Trypanosoma cruzi
Q4E4S9 Ser/Thr I III VII Trypanosoma cruzi
Q4E4T3 Ser/Thr I III VII Trypanosoma cruzi
Q8WQR2 Ser / Thr I IIT VII Trypanosoma cruzi
013367 Ser/Thr I IT1 VII  Ustilago maydis
Q7LVQ2 Ser/Thr I 111 VII Ustilago maydis
Q99079 Ser/Thr I 11 VII Ustilago maydis
ATTEO2 Ser/Thr I III VII Vanderwaltozyma polyspora
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ATTFJO Ser/Thr I 11 VII Vanderwaltozyma polyspora
A7TTJ45 Ser/Thr I III VII Vanderwaltozyma polyspora
ATTL28 Ser/Thr I III VII Vanderwaltozyma polyspora
A7TPV4 Ser/Thr I 111 VII Vanderwaltozyma polyspora
ATTT78 Ser/Thr I 11 VII Vanderwaltozyma polyspora
ATTTQO Ser/Thr I 111 VII Vanderwaltozyma polyspora
A1YTU8 Ser/Thr I III VII Vespula vulgaris 2.7.11.12
Q8H935 Ser/Thr I 111 VII Vicia faba
A5BB68 Ser/Thr I 111 VII  Vitis vinifera
A5CTA9 Ser/Thr I 111 VII Vitis vinifera
073732 Ser/Thr I IT1 VII  Xenopus laevis 2.7.11.1
Q6DCH1 Ser/Thr I III VII Xenopus laevis 2.7.11.1
Q6GLY8 Ser/Thr I I11 VII  Xenopus laevis 27111
Q6GNN5 Ser/Thr I 111 VII Xenopus laevis 2.7.11.1
Q6GPN6 Ser/Thr I IIT VII Xenopus laevis 2.7.11.1
QowWeY9 Ser/Thr I 111 VII Xenopus laevis 2.7.11.1
Q6GPV8 Ser/Thr I III VII Xenopus laevis 2.7.11.12
Q00603 Ser/Thr I I11 VII  Xenopus laevis
Q4v7Ss7 Ser/Thr I 111 VII Xenopus laevis
Q52KZ3 Ser/Thr I III VII  Xenopus laevis
Q5XH04 Ser/Thr I 111 VII  Xenopus laevis
Q68F06 Ser/Thr I 11 VII Xenopus laevis
Q6DCW4 Ser/Thr I I11 VII  Xenopus laevis
Q6DE61 Ser/Thr I 111 VII Xenopus laevis
Q6GQ72 Ser/Thr I 111 VII Xenopus laevis
Q7Zwvo Ser/Thr I I1I VII  Xenopus laevis
Q8AVMO Ser/Thr I I11 VII  Xenopus laevis
Q90OWN2 Ser/Thr I I11 VII  Xenopus laevis
Q9OwWN3 Ser/Thr I I11 VII  Xenopus laevis
Q28DP9 Ser/Thr I 111 VII Xenopus tropicalis 2.7.11.1
Q5BKK4 Ser/Thr I 111 VII Xenopus tropicalis 2.7.11.1
A0JM25 Ser/Thr I 111 VII Xenopus tropicalis
A0JM6E8 Ser/Thr I 111 VII Xenopus tropicalis
QOVFF1 Ser/Thr I III VII Xenopus tropicalis
Q28DL5 Ser/Thr I III VII Xenopus tropicalis
Q28GZ8 Ser/Thr I 11 VII Xenopus tropicalis
Q28J06 Ser/Thr I 111 VII Xenopus tropicalis
Q6DF20 Ser/Thr I III VII Xenopus tropicalis
Q6P275 Ser/Thr I III VII Xenopus tropicalis
Q6C6T3 Ser/Thr I 11 VII Yarrowia lipolytica
Q6C936 Ser/Thr I I11 VII Yarrowia lipolytica
Q6CBU3 Ser/Thr I 11 VII Yarrowia lipolytica
Q6CCL9 Ser/Thr I I11 VII  Yarrowia lipolytica
Q6CD34 Ser/Thr I 11 VII Yarrowia lipolytica
Q6CFM7 Ser/Thr I 11 VII Yarrowia lipolytica
QoQvss Ser/Thr I 111 VII Zea mays
Q6TQF8 Ser/Thr I 111 VII Zea mays
QowM41 Tyr I II A% Arabidopsis thaliana
QOWUI6 Tyr I II A% Arabidopsis thaliana
Q56WL1 Tyr I II A% Arabidopsis thaliana
Q8L625 Tyr I II A% Arabidopsis thaliana
Q8LPH3 Tyr I II \Y Arabidopsis thaliana
Q93YUO Tyr I II A% Arabidopsis thaliana
Q9oC833 Tyr I II A% Arabidopsis thaliana
Q9C902 Tyr I II A% Arabidopsis thaliana
Q9C903 Tyr I II A% Arabidopsis thaliana
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QoCIUs Tyr I II A% Arabidopsis thaliana
QoC9vs Tyr I II A% Arabidopsis thaliana
QOLYI8 Tyr I II A% Arabidopsis thaliana
Q7X8K7 Tyr I II \% Brassica juncea
Q7XAVO Tyr I II \Y Cucumis sativus
Q90ZY8 Tyr I 11 \Y% Danio rerio

Q7X9G6 Tyr I II \% Delphinium "MagicFountains
Q70YI7 Tyr I 11 \% Hordeum vulgare
Q4R8A9 Tyr I 11 \Y% Macaca fascicularis
A2T3V2 Tyr I II \Y Malus domestica
A2T3V3 Tyr I II \Y Malus domestica
A2T3V4 Tyr I II A% Malus domestica
Q4VRV4 Tyr I II \Y% Malus domestica
Q1SMz9 Tyr I 11 A% Medicago truncatula
Q3TRG2 Tyr I II A% Mus musculus

A2XCS1 Tyr I II \Y Oryza sativa

A2YAZ9 Tyr I II A% Oryza sativa

QODDD4 Tyr I II \% Oryza sativa

QOE0S0 Tyr I 1II \% Oryza sativa

QOIWWe Tyr I II \Y Oryza sativa

Q10RG4 Tyr I II \Y Oryza sativa

Q33738 Tyr I I A% Oryza sativa

Q650V1 Tyr I II A% Oryza sativa

Q67UL6 Tyr I II A% Oryza sativa

Q67W58 Tyr I II A% Oryza sativa

Q6H6Q5 Tyr I 11 A\ Oryza sativa

Q6YW44 Tyr I II \Y Oryza sativa

Q7XYY6 Tyr I II A% Oryza sativa

Q8LNV7 Tyr I II \Y% Oryza sativa

Q9FPR5 Tyr I II A% Oryza sativa

A4RXJO Tyr I 11 A% Ostreococcus lucimarinus
A4S5T19 Tyr I II \Y Ostreococcus lucimarinus
QOVJB8 Tyr I II A% Platanus acerifolia
A1INL8 Tyr I II \% Prunus domestica
Q2M489 Tyr I 11 \% Prunus persica
Q93XL9 Tyr I II A% Rosa hybrid

Q9ARGY Tyr I II \Y Rosa hybrid

024027 Tyr I II A% Solanum lycopersicum
Q5YKK5 Tyr I II \% Solanum lycopersicum
Q5YKK6 Tyr I II A% Solanum lycopersicum
Q9ZsD8 Tyr I 11 A% Solanum lycopersicum
Q9ZSD9 Tyr I II A% Solanum lycopersicum
Q4RNR9 Tyr I 11 \Y% Tetraodon nigroviridis
A2EJK9 Tyr I II A% Trichomonas vaginalis
A2EY26 Tyr I II \Y% Trichomonas vaginalis
A5AP74 Tyr I II A% Vitis vinifera

A5AQH5 Tyr I II A% Vitis vinifera

A5ATQ8 Tyr I II A% Vitis vinifera

A5BNJ1 Tyr I II A% Vitis vinifera

AO0JN96 Tyr I II VI Bos taurus

Q69U56 Tyr I II VI Oryza sativa

Q5RAR7 Tyr I II VI Pongo abelii

Q4TOK5 Tyr I II VI Tetraodon nigroviridis
A2DGV6 Tyr I III VI Trichomonas vaginalis
Q6K3D4 Tyr I III VII Oryza sativa

Q17BM1 Tyr II II I Aedes aegypti
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Q17J18 Tyr 11 1I I Aedes aegypti
Q5TTJ6 Tyr II 1I I Anopheles gambiae
Q1JUB8 Tyr II II I Bombyx mori 2.7.10.1
Q95M13 Tyr 11 11 I Bos taurus 2.7.10.1
ATE310 Tyr II II I Bos taurus
Q95N25 Tyr II II I Bos taurus
Q2EKC1 Tyr II II I Branchiostoma belcheri 2.7.10.1
Q9TTO7 Tyr 1I II I Canis familiaris 2.7.10.1
Q14TE4 Tyr II 11 I Cynops pyrrhogaster
Q805B9 Tyr 11 11 I Danio rerio 2.7.10.1
Q8AYP3 Tyr 11 I I Danio rerio 2.7.10.1
Q4VBK2 Tyr II 11 I Danio rerio
Q307W2 Tyr II 11 I Felis catus
Q90749 Tyr II II I Gallus gallus 2.7.10.1
ABE633 Tyr II II I Homo sapiens
Q0IJ44 Tyr II II I Homo sapiens
Q59F30 Tyr 1I 11 I Homo sapiens
Q8NI15 Tyr II 11 I Homo sapiens
Q8NI16 Tyr II 11 I Homo sapiens
A1YYM3 Tyr II II I Mus musculus 2.7.10.1
A1YYM4 Tyr II II I Mus musculus 2.7.10.1
A1YYME Tyr II II I Mus musculus 2.7.10.1
A1YYM6E Tyr II II I Mus musculus 2.7.10.1
A1YYM7 Tyr II II I Mus musculus 2.7.10.1
A1YYM8 Tyr II 11 I Mus musculus 2.7.10.1
A1YYM9 Tyr II II I Mus musculus 2.7.10.1
A1YYNO Tyr II II I Mus musculus 2.7.10.1
A1YYN2 Tyr II II I Mus musculus 2.7.10.1
A1YYNS Tyr II II I Mus musculus 2.7.10.1
A1YYN6E Tyr II 11 I Mus musculus 2.7.10.1
A1YYN7 Tyr II II I Mus musculus 2.7.10.1
A1YYN9 Tyr II II I Mus musculus 2.7.10.1
A1YYPO Tyr II II I Mus musculus 2.7.10.1
A1YYP1 Tyr II II I Mus musculus 2.7.10.1
Q3UPE1 Tyr 11 II I Mus musculus 2.7.10.1
Q60818 Tyr II 11 I Mus musculus 2.7.10.1
Q61563 Tyr 11 11 I Mus musculus 2.7.10.1
Q7TSI8 Tyr 11 11 I Mus musculus 2.7.10.1
Q8CIM9 Tyr II II I Mus musculus 2.7.10.1
Q99052 Tyr II II I Mus musculus 2.7.10.1
A1YYN1 Tyr II 11 I Mus musculus
A1YYN4 Tyr 11 II I Mus musculus
A1YYNS Tyr I II I Mus musculus
Q3TJO5 Tyr II 11 I Mus musculus
Q3TQL1 Tyr 1I II I Mus musculus
Q8CBY7 Tyr II II I Mus musculus
A7TRZ71 Tyr 11 11 I Nematostella vectensis 2.7.10.1
ATRHAO Tyr 11 II I Nematostella vectensis
ATRHA4 Tyr II II I Nematostella vectensis
Q91150 Tyr II I I Notophthalmus viridescens 2.7.10.1
Q91146 Tyr II 11 I Notophthalmus viridescens
Q9TTZ3 Tyr II II I Oryctolagus cuniculus 2.7.10.1
Q5XUI1 Tyr II II I Ovis aries
Q5XUI2 Tyr II II I Ovis aries
AOSLB7 Tyr II 11 I Paracentrotus lividus
Q5R8Q3 Tyr II I I Pongo abelii 2.7.10.1



Table S2.3. (continuation)

UniProt Label [1] Two Three Seven Species EC Number
Q5RF81 Tyr II II I Pongo abelii
Q63827 Tyr II II I Rattus norvegicus 2.7.10.1
Q9JHX9 Tyr II II I Rattus norvegicus 2.7.10.1
Q64334 Tyr II II I Rattus norvegicus
Q63710 Tyr 11 11 I Rattus rattus
Q63711 Tyr 11 11 I Rattus rattus
Q63709 Tyr II II I Rattus sp
Q1JUB7 Tyr II II I Spodoptera frugiperda 2.7.10.1
A5A754 Tyr II II I Sus scrofa 2.7.10.1
Q4sPY1 Tyr II II I Tetraodon nigroviridis 2.7.10.1
Q6DD66 Tyr 1I 11 I Xenopus laevis 2.7.10.1
Q6GNP8 Tyr II II I Xenopus laevis 2.7.10.1
Q6GNS5 Tyr II I I Xenopus laevis 2.7.10.1
Q91742 Tyr II 11 I Xenopus laevis 2.7.10.1
Q91897 Tyr 11 11 I Xenopus laevis 2.7.10.1
Q9DGK3 Tyr 11 11 I Xenopus laevis 2.7.10.1
Q9PS96 Tyr 1I II I Xenopus laevis 2.7.10.1
Q9PSV8 Tyr II II I Xenopus laevis 2.7.10.1
Q9PSV9 Tyr II II I Xenopus laevis 2.7.10.1
Q28GC1 Tyr II 11 I Xenopus tropicalis 2.7.10.1
Q28J96 Tyr 11 11 I Xenopus tropicalis 2.7.10.1
Q28CQ6 Tyr 1I 11 I Xenopus tropicalis
Q17CE8 Tyr II II II Aedes aegypti 2.7.10.2
Q17140 Tyr II II II Aedes aegypti 2.7.10.2
Q16XS6 Tyr II II II Aedes aegypti
Q7PPB4 Tyr II II II Anopheles gambiae 2.7.10.2
Q7Q5D3 Tyr 11 11 11 Anopheles gambiae 2.7.10.2
ATUTIS Tyr II 1I II Anopheles gambiae
Q7Q7wW3 Tyr II 11 II Anopheles gambiae
077050 Tyr II 11 II Anthocidaris crassispina 2.7.10.2
Q6R1Y3 Tyr 11 11 II Asterina miniata 2.7.10.2
Q6R1Y4 Tyr 11 11 11 Asterina miniata 2.7.10.2
Q6R1Y5 Tyr 1T II II Asterina miniata 2.7.10.2
Q64817 Tyr II 1I II Avian sarcoma
A5PKG9 Tyr II II II Bos taurus 2.7.10.2
A7MB57 Tyr II 11 11 Bos taurus 2.7.10.2
Q08DU6 Tyr 11 11 11 Bos taurus 2.7.10.2
Q3zCMOo Tyr 11 II II Bos taurus 2.7.10.2
Qousv1 Tyr II 11 11 Branchiostoma belcheri
Qousv2 Tyr II 11 II Branchiostoma belcheri
Q9oU8V3 Tyr 11 II 11 Branchiostoma belcheri
045539 Tyr II II II Caenorhabditis elegans 2.7.10.2
A4UXT72 Tyr II II II Carassius auratus 2.7.10.2
A4UX73 Tyr II II 11 Carassius auratus 2.7.10.2
A1A5H8 Tyr II II II Danio rerio 2.7.10.2
ASWWJI6 Tyr II 11 II Danio rerio 2.7.10.2
QO8BY6 Tyr 11 11 11 Danio rerio 2.7.10.2
Q1JPZ3 Tyr 11 11 11 Danio rerio 2.7.10.2
Q1RLY5 Tyr II I II Danio rerio 2.7.10.2
Q5TYU7 Tyr II I II Danio rerio 2.7.10.2
Q66HZ1 Tyr II II 1I Danio rerio 2.7.10.2
Q66104 Tyr II 11 II Danio rerio 2.7.10.2
Q6EWH2 Tyr 11 11 11 Danio rerio 2.7.10.2
Q6TPQ4 Tyr 11 I II Danio rerio 2.7.10.2
Q8AWF1 Tyr II I II Danio rerio 2.7.10.2
Q5U175 Tyr II 11 II Drosophila melanogaster
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Q29D50 Tyr 1I II 11 Drosophila pseudoobscura 2.7.10.2
Q29EB5 Tyr II II II Drosophila pseudoobscura 2.7.10.2
Q8WsU2 Tyr II II II Ephydatia fluviatilis 2.7.10.2
Q8WSU3 Tyr 11 11 11 Ephydatia fluviatilis 2.7.10.2
Q8wWSU4 Tyr 11 11 11 Ephydatia fluviatilis 2.7.10.2
Q8WSU5 Tyr II I II Ephydatia fluviatilis 2.7.10.2
QoY1z1 Tyr II II II Ephydatia fluviatilis 2.7.10.2
Qousv4 Tyr II 11 II Eptatretus burgeri
Qousvs Tyr II 11 11 Eptatretus burgeri
Qousve Tyr 11 II II Eptatretus burgeri
Q28414 Tyr II II II Feline sarcoma
Q8QGJ9 Tyr II II 11 Fugu rubripes 2.7.10.2
Q5ZMB9 Tyr II I II Gallus gallus 2.7.10.2
QO05D26 Tyr II 11 II Homo sapiens 2.7.10.2
Q573B4 Tyr 11 11 11 Homo sapiens 2.7.10.2
Q6NUK7 Tyr 11 11 11 Homo sapiens 2.7.10.2
Q9H7V3 Tyr 1I 11 11 Homo sapiens
Q95M31 Tyr II II II Hylobates sp 2.7.10.2
Q95M32 Tyr II II II Hylobates sp 2.7.10.2
Q9PVU9 Tyr 11 11 II Lampetra reissneri
Q9PVVO Tyr 11 11 11 Lampetra reissneri
Q4R6L8 Tyr 11 11 11 Macaca fascicularis 2.7.10.2
Q7YZH8 Tyr II 11 11 Monosiga brevicollis
QOPDJ2 Tyr II 11 II Monosiga ovata
QOPDJ3 Tyr II 11 11 Monosiga ovata
QOPDJ4 Tyr II II II Monosiga ovata
QO05DVO0 Tyr 11 11 11 Mus musculus 2.7.10.2
Q3SYK5 Tyr II II 11 Mus musculus 2.7.10.2
Q3TAT8 Tyr II II II Mus musculus 2.7.10.2
Q3TCS3 Tyr 11 II II Mus musculus 2.7.10.2
Q3TJI7 Tyr 11 11 II Mus musculus 2.7.10.2
Q3TLX4 Tyr 11 11 11 Mus musculus 2.7.10.2
Q3U6Q5 Tyr 11 1I II Mus musculus 2.7.10.2
Q3UKD6 Tyr II II II Mus musculus 2.7.10.2
Q6GTF2 Tyr 11 II 1I Mus musculus 2.7.10.2
Q80XU2 Tyr 11 11 II Mus musculus 2.7.10.2
(8BPC1 Tyr 11 11 11 Mus musculus 2.7.10.2
Q8C762 Tyr 11 11 11 Mus musculus 2.7.10.2
Q8CBP1 Tyr II II II Mus musculus 2.7.10.2
Q8CEIO Tyr II II II Mus musculus 2.7.10.2
Q3TM13 Tyr 11 II 11 Mus musculus
Q3vaw1 Tyr 11 II IT Mus musculus
ATRN18 Tyr I II IT Nematostella vectensis
Q1X7P3 Tyr II II 11 Oncorhynchus mykiss 2.7.10.2
Q1X7P4 Tyr II II II Oncorhynchus mykiss 2.7.10.2
Q5REC4 Tyr II 11 II Pongo abelii 2.7.10.2
AOF037 Tyr 11 11 11 Psetta maxima 2.7.10.2
Q4FZR6 Tyr II II II Rattus norvegicus 2.7.10.2
Q4KM97 Tyr II II II Rattus norvegicus 2.7.10.2
Q6AXQ3 Tyr II I II Rattus norvegicus 2.7.10.2
Q6P6UO Tyr II II II Rattus norvegicus 2.7.10.2
Q99PW1 Tyr II II II Rattus norvegicus 2.7.10.2
092806 Tyr 11 11 11 Rous sarcoma
092957 Tyr 11 11 11 Rous sarcoma
093080 Tyr II I II Rous sarcoma
Q07461 Tyr II I II Rous sarcoma
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Q60567 Tyr 1T II 11 Rous sarcoma
Q64993 Tyr II II II Rous sarcoma
Q64994 Tyr 1I II 1I Rous sarcoma
Q85477 Tyr 11 11 11 Rous sarcoma
Q86362 Tyr 11 11 11 Rous sarcoma
Q86363 Tyr 1T II 11 Rous sarcoma
Q9DDK6 Tyr II II II Salmo salar 2.7.10.2
Q70DV1 Tyr 1I II 1I Schistosoma mansoni 2.7.10.2
Q9NH62 Tyr II 11 11 Schistosoma mansoni 2.7.10.2
Q8wQM5 Tyr 11 11 11 Strongylocentrotus purpuratus 2.7.10.2
Q6E5A6 Tyr 1I 11 11 Suberites domuncula 2.7.10.2
Q6E5AT Tyr II II 11 Suberites domuncula 2.7.10.2
Q6E5SA8 Tyr II I II Suberites domuncula 2.7.10.2
Q6E5A9 Tyr 11 II II Suberites domuncula 2.7.10.2
Q6E5B0 Tyr 11 11 11 Suberites domuncula 2.7.10.2
A1Y2K2 Tyr I II IT Sus scrofa
Q4RAT6 Tyr II II II Tetraodon nigroviridis 2.7.10.2
Q4RH41 Tyr II II II Tetraodon nigroviridis 2.7.10.2
Q4RML6 Tyr II II II Tetraodon nigroviridis 2.7.10.2
Q4RMLS Tyr 11 11 II Tetraodon nigroviridis 2.7.10.2
Q4SJH9 Tyr 11 11 11 Tetraodon nigroviridis 2.7.10.2
Q4SY83 Tyr 11 11 11 Tetraodon nigroviridis 2.7.10.2
Q4TOU2 Tyr II II II Tetraodon nigroviridis 2.7.10.2
Q4RIJ4 Tyr II 11 II Tetraodon nigroviridis
Q4RN20 Tyr II 11 11 Tetraodon nigroviridis
Q4RR72 Tyr 11 11 II Tetraodon nigroviridis
Q7LZHO Tyr 1I 11 11 Torpedo californica 2.7.10.2
Q7LZH1 Tyr II II 11 Torpedo californica 2.7.10.2
A1L2U4 Tyr II II II Xenopus laevis 2.7.10.2
013064 Tyr II 11 II Xenopus laevis 2.7.10.2
093411 Tyr 11 11 11 Xenopus laevis 2.7.10.2
Q2TAR1 Tyr II II II Xenopus laevis 2.7.10.2
Q32N74 Tyr 1T II II Xenopus laevis 2.7.10.2
Q498G3 Tyr II II II Xenopus laevis 2.7.10.2
Q6P282 Tyr II II II Xenopus laevis 2.7.10.2
Q6PF70 Tyr 11 11 II Xenopus laevis 2.7.10.2
Q7ZX73 Tyr 11 11 11 Xenopus laevis 2.7.10.2
Q7ZYH5 Tyr 11 II 11 Xenopus laevis 2.7.10.2
Q28CN2 Tyr II II II Xenopus tropicalis 2.7.10.2
Q28IV0 Tyr II II II Xenopus tropicalis 2.7.10.2
Q5FW27 Tyr II 11 11 Xenopus tropicalis 2.7.10.2
Q5MAS9 Tyr 11 11 11 Xenopus tropicalis 2.7.10.2
Q64059 Tyr 11 11 11 Xenopus tropicalis 2.7.10.2
Q91952 Tyr II II 11 Xiphophorus xiphidium 2.7.10.2
092809 Tyr II II A% Abelson murine
Q9PWS3 Tyr 11 II Vv Abelson murine
Q16T43 Tyr II II A% Aedes aegypti 2.7.10.1
Q170Z1 Tyr II II A% Aedes aegypti 2.7.10.1
Q17E33 Tyr II II \Y Aedes aegypti 2.7.10.1
Q16G61 Tyr II I \% Aedes aegypti 2.7.10.2
Q16L66 Tyr II II A% Aedes aegypti 2.7.10.2
Q16XX9 Tyr II II \% Aedes aegypti 2.7.10.2
Q17MF5 Tyr II II A% Aedes aegypti 2.7.10.2
Q16FU4 Tyr I I \% Aedes aegypti
Q16R80 Tyr II I A% Aedes aegypti
Q16uvi Tyr II I A% Aedes aegypti
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Q173L5 Tyr II II A% Aedes aegypti
Q17C76 Tyr II II A% Aedes aegypti
Q17N20 Tyr II II \% Aedes aegypti
Q5TUS8 Tyr 11 11 \% Anopheles gambiae 2.7.10.1
QrPVTT Tyr 11 11 \% Anopheles gambiae 2.7.10.1
Q7QOF6 Tyr 1I II Vv Anopheles gambiae 2.7.10.1
Q7Q5T3 Tyr II II A% Anopheles gambiae 2.7.10.1
Q7PML5 Tyr II II \% Anopheles gambiae 2.7.10.2
Q7Q4A9 Tyr II II \% Anopheles gambiae 2.7.10.2
Q7QE10 Tyr 11 11 \% Anopheles gambiae 2.7.10.2
AONG93 Tyr I II \% Anopheles gambiae
Q7PRV9 Tyr II II A% Anopheles gambiae
Q7PT15 Tyr II I \Y% Anopheles gambiae
Q7PWP1 Tyr II II A% Anopheles gambiae
Q7PZ80 Tyr 1I II \% Anopheles gambiae
Q7Q4D9 Tyr I II \Y Anopheles gambiae
Q7QAK4 Tyr II II A% Anopheles gambiae
Q7QHB8 Tyr II II \% Anopheles gambiae
Q7QIPO Tyr II II A% Anopheles gambiae
076148 Tyr II 11 A% Anopheles sp 2.7.10.1
Q66XT2 Tyr 11 II A% Anopheles stephensi
Q5D184 Tyr II II \Y Apis mellifera
Q9BKLS8 Tyr II II \% Aplysia californica 2.7.10.1
A4uu47 Tyr II II A% Aplysia californica
Q51J68 Tyr II II A% Aplysia californica
Q6R1Y6 Tyr 11 11 \Y% Asterina miniata 2.7.10.2
Q9NJV5 Tyr 1I 11 A% Biomphalaria glabrata 2.7.10.1
Q8ITG6 Tyr II II A% Biomphalaria glabrata
QoU5A8 Tyr II II \Y% Bombyx mori 2.7.10.1
A6QR62 Tyr 11 II \Y% Bos taurus 2.7.10.1
A7Z039 Tyr II II A% Bos taurus 2.7.10.2
Q32PK0 Tyr 11 11 \Y% Bos taurus 2.7.10.2
Q3ZC95 Tyr II II A% Bos taurus 2.7.10.2
Q58D16 Tyr II II \% Bos taurus 2.7.10.2
Q5E9H3 Tyr 1I II Vv Bos taurus 2.7.10.2
Q17R13 Tyr II 11 \% Bos taurus 2.7.10.2; 2.7.11.1
A6QR59 Tyr II II A% Bos taurus
093597 Tyr II II A% Brachydanio rerio 2.7.1.112
073879 Tyr II II A% Brachydanio rerio 2.7.10.1
Q9YI66 Tyr II II A% Brachydanio rerio 2.7.10.1
042200 Tyr II 11 A% Brachydanio rerio 2.7.10.2
073876 Tyr II II A% Brachydanio rerio
073877 Tyr II II A% Brachydanio rerio
073878 Tyr II II A% Brachydanio rerio
Qousv7? Tyr II II A% Branchiostoma belcheri
Q9oU8vVs Tyr II II \Y% Branchiostoma belcheri
Q52V39 Tyr 11 11 \Y% Branchiostoma floridae 2.7.10.1
Q52V40 Tyr 11 11 \Y% Branchiostoma floridae 2.7.10.1
Q5I4E2 Tyr II II A% Brugia malayi
Q6TYB9 Tyr II I \% Caenorhabditis briggsae
Q38G54 Tyr II II A% Caenorhabditis elegans 2.7.10.1
Q968Y9 Tyr I II \Y Caenorhabditis elegans 2.7.10.1
001325 Tyr II II A% Caenorhabditis elegans 2.7.10.2
001798 Tyr II II A% Caenorhabditis elegans 2.7.10.2
Q19726 Tyr II I A% Caenorhabditis elegans 2.7.10.2
Q22146 Tyr II I A% Caenorhabditis elegans 2.7.10.2
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Q22243 Tyr II II A% Caenorhabditis elegans 2.7.10.2
Q22765 Tyr II II A% Caenorhabditis elegans 2.7.10.2
Q23102 Tyr II II A% Caenorhabditis elegans 2.7.10.2
Q2EEM6 Tyr II II A% Caenorhabditis elegans 2.7.10.2
Q8IAA6 Tyr 11 11 \Y% Caenorhabditis elegans 2.7.10.2
Q9N3S5 Tyr II II A% Caenorhabditis elegans 2.7.10.2
QoU3B5 Tyr II II A% Caenorhabditis elegans 2.7.10.2
Q8T879 Tyr II II \% Caenorhabditis elegans
Q95YD4 Tyr II 11 \% Caenorhabditis elegans
Q95ZK1 Tyr 11 II \Y Caenorhabditis elegans
QoxvQ7 Tyr 11 11 A\ Caenorhabditis elegans
Q23821 Tyr II II A% Caenorhabditis vulgaris
A6MLH3 Tyr II I \Y% Callithrix jacchus
Q6DTW4 Tyr 11 II Vv Canis familiaris
Q9IAA2 Tyr II II A% Carassius auratus 2.7.10.1
QO7E11 Tyr I II \Y Cavia porcellus
Q14UF1 Tyr 1T II A% Cercopithecus aethiops
Q4H3A3 Tyr II II \% Ciona intestinalis 2.7.10.2
Qo0o8swe Tyr 1I II Vv Ciona intestinalis
Q4H3M3 Tyr II II A% Ciona intestinalis
Q4H3M4 Tyr 11 II \Y Ciona intestinalis
Q4H3M5 Tyr II II \Y Ciona intestinalis
Q4H3M6 Tyr II II \% Ciona intestinalis
Q4H3M7 Tyr 1I II A\ Ciona intestinalis
Q4H3N3 Tyr 11 II Vv Ciona intestinalis
Q70W06 Tyr 11 11 \% Ciona intestinalis
Q7owo7 Tyr 1I 11 A% Ciona intestinalis
Q70wW08 Tyr II II A% Ciona intestinalis
Q70wW09 Tyr II II \Y% Ciona intestinalis
Q70W10 Tyr 11 II Vv Ciona intestinalis
Q95YLO Tyr II II A% Ciona savignyi
A6P6W2 Tyr 11 11 A% Coturnix coturnix 2.7.10.1
ABP6W3 Tyr II II A% Coturnix coturnix 2.7.10.1
Q91356 Tyr II II \% Coturnix coturnix
Q7YT64 Tyr II II \% Crassostrea gigas 2.7.10.1
Q5QJVs Tyr 11 11 \Y% Culex tritaeniorhynchus
A2TRM8 Tyr 11 11 \% Cynops pyrrhogaster 2.7.10.1
Q910A3 Tyr 11 II \% Cyprinus carpio 2.7.10.2
Q9PTN6 Tyr II II A% Cyprinus carpio 2.7.10.2
Q7T2P8 Tyr II II A% Danio rerio 2.7.1.112
Q1LVG4 Tyr 11 II \Y% Danio rerio 2.7.10.1
Q1LwWJ4 Tyr II II A% Danio rerio 2.7.10.1
Q5G254 Tyr 11 11 \Y% Danio rerio 2.7.10.1
Q8AW81 Tyr I I \% Danio rerio 2.7.10.1
Q8JFVO Tyr II II A% Danio rerio 2.7.10.1
Q8JID1 Tyr II II \Y% Danio rerio 2.7.10.1
Q8UUY9 Tyr 11 11 \Y% Danio rerio 2.7.10.1
AOJMN4 Tyr II II A% Danio rerio 2.7.10.2
A2CES6 Tyr 11 1 A% Danio rerio 2.7.10.2
093596 Tyr II I \% Danio rerio 2.7.10.2
Q503P3 Tyr II II Vv Danio rerio 2.7.10.2
Q7ZU16 Tyr II 11 \Y% Danio rerio 2.7.10.2
Q910A2 Tyr 11 11 \Y% Danio rerio 2.7.10.2
AOJMMT Tyr 11 11 A% Danio rerio
A2BFZ9 Tyr II I A% Danio rerio
A2BGOO Tyr II I A% Danio rerio
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A2CEJ3 Tyr 1T II A% Danio rerio
Q1MT83 Tyr II II A% Danio rerio
Q4KMK2 Tyr II II \Y% Danio rerio
Q5EGES Tyr 11 11 \Y% Danio rerio
Q5J1R8 Tyr 11 11 \Y% Danio rerio
Q5J1R9 Tyr 11 11 \Y% Danio rerio
Q5VsJ4 Tyr II II A% Danio rerio
Q5ZEW1 Tyr II II \Y% Danio rerio
Q64GK4 Tyr II II \Y% Danio rerio
Q6NZS1 Tyr II II A% Danio rerio
Q6W5B1 Tyr 11 11 \Y% Danio rerio
Q7T2V4 Tyr II II A% Danio rerio
Q727292 Tyr II I \Y% Danio rerio
Q90ZN9 Tyr 11 II \Y% Danio rerio
Q98SN4 Tyr 11 11 \Y% Danio rerio
Q2TGR3 Tyr 1I 11 \% Drosophila biarmipes
Q2TGR1 Tyr 1T II A% Drosophila elegans
Q2TGH9 Tyr II II \% Drosophila ficusphila
Q2TGI1 Tyr II 11 \% Drosophila jambulina
QOKIF4 Tyr II 11 A% Drosophila melanogaster 2.7.10.-; 2.7.10.1
Q59DQ4 Tyr 11 11 \% Drosophila melanogaster 2.7.10.-; 2.7.10.1
Q8IMC2 Tyr 1T II A% Drosophila melanogaster 2.7.10.-; 2.7.10.1
Q9V4E5 Tyr II II \% Drosophila melanogaster 2.7.10.-; 2.7.10.1
Q7KJO08 Tyr II II A% Drosophila melanogaster 2.7.10.-; 2.7.10.1; 2.7.10.2
QOE917 Tyr II 11 \% Drosophila melanogaster 2.7.10.-; 2.7.10.2
QovVZI2 Tyr 11 11 \% Drosophila melanogaster 2.7.10.-; 2.7.10.2
QoUsY2 Tyr 1I 11 A% Drosophila melanogaster 2.7.10.1
Q6NP28 Tyr II II A% Drosophila melanogaster 2.7.10.2
Q7KSQ2 Tyr II II \Y% Drosophila melanogaster 2.7.10.2
Q9VGK8 Tyr II 11 \% Drosophila melanogaster 2.7.10.2
096435 Tyr 11 11 \% Drosophila melanogaster
Q2TGIO Tyr 11 II \Y Drosophila melanogaster
Q5BIGY Tyr II II A% Drosophila melanogaster
Q8sSwv4 Tyr II II \% Drosophila melanogaster
Qou472 Tyr II 11 \% Drosophila melanogaster
QoUs31 Tyr II II A% Drosophila melanogaster
Q9XZL6 Tyr 11 II \Y Drosophila melanogaster
Q9Y1J0 Tyr I II \Y Drosophila melanogaster
Q2TGI2 Tyr II II A% Drosophila prostipennis
Q29D86 Tyr II II A% Drosophila pseudoobscura 2.7.10.-
Q293W0 Tyr II 11 A% Drosophila pseudoobscura 2.7.10.1
Q29132 Tyr 11 II A% Drosophila pseudoobscura 2.7.10.2
Q296K9 Tyr I II A% Drosophila pseudoobscura 2.7.10.2
Q29H22 Tyr II II A% Drosophila pseudoobscura 2.7.10.2
Q2TGH8 Tyr II II A% Drosophila pseudoobscura
Q2TGR2 Tyr II 11 \% Drosophila simulans
Q2TGRO Tyr II II A% Drosophila takahashii
Q9Y1X9 Tyr 11 11 \% Ephydatia fluviatilis 2.7.10.2
QoY1Y1 Tyr II I A% Ephydatia fluviatilis 2.7.10.2
QoY1Y2 Tyr II I \% Ephydatia fluviatilis 2.7.10.2
Q9Y1Z0 Tyr II II A% Ephydatia fluviatilis 2.7.10.2
QoY1X8 Tyr II II \% Ephydatia fluviatilis
QoY1YO Tyr I I A% Ephydatia fluviatilis
QoY1Y3 Tyr 11 11 A% Ephydatia fluviatilis
Q9Y1Y5 Tyr II I A% Ephydatia fluviatilis
QoY1Y8 Tyr II I A% Ephydatia fluviatilis
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Q9Y1Y9 Tyr 1T II A% Ephydatia fluviatilis
Q5DIB7 Tyr II II A% Epinephelus coioides 2.7.10.1
Q5DIB6 Tyr II 11 \% Epinephelus coioides
Q60121 Tyr 11 11 \% Eptatretus burgeri 2.7.10.2
Qousv9 Tyr 11 II A% Eptatretus burgeri
QoU8wOo Tyr II I A% Eptatretus burgeri
Qousw1 Tyr II II A% Eptatretus burgeri
Qousw2 Tyr II 11 \% Eptatretus burgeri
QO08JT2 Tyr II 11 \% Eudromia elegans
P79754 Tyr 11 11 \% Fugu rubripes 2.7.10.1
Q90YI6 Tyr 1I 11 A% Fugu rubripes 2.7.10.2
Q8UW42 Tyr II II A% Fugu rubripes
Q9YGM5 Tyr II I \Y% Fugu rubripes
QoYGM7 Tyr II 11 \% Fugu rubripes
Q9YGNO Tyr II II A% Fugu rubripes
092807 Tyr II II A% Fujinami sarcoma
Q90699 Tyr II II A% Gallus gallus 2.7.10.1
Q98949 Tyr II II \% Gallus gallus 2.7.10.1
QOPWN6 Tyr II II \% Gallus gallus 2.7.10.1
Q52188 Tyr 11 11 \Y% Gallus gallus 2.7.10.2
Q5ZLF2 Tyr 11 11 \Y% Gallus gallus 2.7.10.2
Q75R65 Tyr 11 11 \Y% Gallus gallus 2.7.10.2
Q90778 Tyr II II \% Gallus gallus 2.7.10.2
QOPWM9 Tyr II II A% Gallus gallus 2.7.10.2
AOM8T9 Tyr II II A% Gallus gallus
Q08757 Tyr 11 II A% Gallus gallus
Q5F3X2 Tyr I II \Y Gallus gallus
Q705C2 Tyr II II A% Gallus gallus
Q90601 Tyr II II \Y% Gallus gallus
Q90777 Tyr II II A% Gallus gallus
Q90943 Tyr I II \Y Gallus gallus
Q90975 Tyr 11 I A% Gallus gallus
Q98TDO Tyr II II A% Gallus gallus
QOPS75 Tyr II II \% Gallus gallus
097191 Tyr II II \% Geodia cydonium 2.7.10.1
018433 Tyr II II \% Geodia cydonium
Q8T613 Tyr 11 11 \Y% Halocynthia roretzi
A6P4AT4 Tyr II II A% Homo sapiens 2.7.10.1
A6P4V4 Tyr II II A% Homo sapiens 2.7.10.1
Q4LE5S3 Tyr II II A% Homo sapiens 2.7.10.1
Q59F17 Tyr II 11 A% Homo sapiens 2.7.10.1
Q59FT4 Tyr 11 11 \% Homo sapiens 2.7.10.1
Q8TDJ5 Tyr 11 11 A% Homo sapiens 2.7.10.1
Q16176 Tyr II II A% Homo sapiens 2.7.10.2
Q3MS96 Tyr II II A% Homo sapiens 2.7.10.2
Q4LDX3 Tyr II 11 \% Homo sapiens 2.7.10.2
Q506Q0 Tyr 11 11 A% Homo sapiens 2.7.10.2
Q53EL3 Tyr 11 11 \% Homo sapiens 2.7.10.2
Q59FK4 Tyr II II A% Homo sapiens 2.7.10.2
Q8IXP2 Tyr II I \% Homo sapiens 2.7.10.2
A1LAFS Tyr II 11 \% Homo sapiens
A2vCQ3 Tyr II II \% Homo sapiens
Q12787 Tyr II II A% Homo sapiens
Q15300 Tyr II II A% Homo sapiens
Q15850 Tyr II I A% Homo sapiens
Q1RMG3 Tyr II I A% Homo sapiens
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Q2vJ45 Tyr 1T II A% Homo sapiens
Q2VXs9 Tyr II II A% Homo sapiens
Q3MS92 Tyr II 11 \% Homo sapiens
Q4JFK8 Tyr II II A% Homo sapiens
Q53R53 Tyr 11 11 \% Homo sapiens
Q53T57 Tyr 1T II A% Homo sapiens
Q53TAO0 Tyr II II A% Homo sapiens
Q541P7 Tyr II 11 \% Homo sapiens
Q58F15 Tyr II 11 \% Homo sapiens
Q59EB3 Tyr 11 11 \% Homo sapiens
Q59F19 Tyr 1I 11 A% Homo sapiens
Q59FM9 Tyr II II A% Homo sapiens
Q59FQ5 Tyr II I \Y% Homo sapiens
Q59FX1 Tyr II 11 \% Homo sapiens
Q59GM4 Tyr 11 11 \% Homo sapiens
Q59GM6 Tyr 11 11 A% Homo sapiens
Q59GN8 Tyr 1T II A% Homo sapiens
Q658W2 Tyr II II \% Homo sapiens
Q6P4R6 Tyr II 11 \% Homo sapiens
Q6ZNH1 Tyr II II A% Homo sapiens
Q6ZRA8 Tyr 11 11 \% Homo sapiens
Q75MF2 Tyr 1T II A% Homo sapiens
Q8N6J3 Tyr II II \% Homo sapiens
Q8N9D7 Tyr II II A% Homo sapiens
Q8WTZ8 Tyr II 11 \% Homo sapiens
Q96HF4 Tyr 11 11 \% Homo sapiens
Q96L35 Tyr 1I 11 A% Homo sapiens
QONPI2 Tyr II II A% Homo sapiens
QONPI3 Tyr II II \Y% Homo sapiens
QONSQ6 Tyr 11 II \Y% Homo sapiens
Q9POL3 Tyr 11 11 \% Homo sapiens
Q9POL5 Tyr II II A% Homo sapiens
Q9POL6 Tyr II II A% Homo sapiens
Q9POL7 Tyr II II \% Homo sapiens
Q9POMO Tyr II 11 \% Homo sapiens
QoUMQ4 Tyr 11 11 \Y% Homo sapiens
077132 Tyr II II A% Hydra attenuata 2.7.10.2
077440 Tyr II II A% Hydra attenuata 2.7.10.2
061731 Tyr II II A% Hydra attenuata
Q5MBO1 Tyr II II A% Hydra magnipapillata
Q5MCM8 Tyr II 11 A% Hydractinia echinata
Q9PVV1 Tyr 11 11 \% Lampetra reissneri
QoPVV2 Tyr 11 11 A% Lampetra reissneri
Q7YWD8 Tyr II II A% Lymnaea stagnalis
Q7Z1D3 Tyr II II A% Lytechinus variegatus
Q2PFX3 Tyr II II \Y% Macaca fascicularis 2.7.10.1
Q95K57 Tyr 11 11 A% Macaca fascicularis
Q1HKZ4 Tyr 11 II \Y Macaca mulatta
Q6VU50 Tyr II II A% Manduca sexta
Q7YZH7 Tyr II I \% Monosiga brevicollis
Q8WRF4 Tyr II 11 \% Monosiga brevicollis
QOVGZ5 Tyr II 11 \% Mus musculus 2.7.10.1
Q3U1L4 Tyr 11 11 \Y% Mus musculus 2.7.10.1
Q3UvJ3 Tyr 11 11 A% Mus musculus 2.7.10.1
Q60669 Tyr II I A% Mus musculus 2.7.10.1
Q6P5F1 Tyr II I A% Mus musculus 2.7.10.1
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A1A560 Tyr 1T II A% Mus musculus 2.7.10.2
P70223 Tyr II II A% Mus musculus 2.7.10.2
P97423 Tyr II II A% Mus musculus 2.7.10.2
QO5AAS8 Tyr 11 11 \% Mus musculus 2.7.10.2
QOVBH4 Tyr 11 11 \Y% Mus musculus 2.7.10.2
QOVBP6 Tyr 11 11 \Y% Mus musculus 2.7.10.2
Q2M4G5 Tyr II II A% Mus musculus 2.7.10.2
Q3TDN4 Tyr II II A Mus musculus 2.7.10.2
Q3TH41 Tyr II 11 \% Mus musculus 2.7.10.2
Q3TIS9 Tyr 11 11 \% Mus musculus 2.7.10.2
Q3TXE3 Tyr 11 11 \Y% Mus musculus 2.7.10.2
Q3U436 Tyr II II A% Mus musculus 2.7.10.2
Q3u447 Tyr II I \Y% Mus musculus 2.7.10.2
Q3U5G1 Tyr 1I II \Y% Mus musculus 2.7.10.2
Q3U8sP8 Tyr 11 11 \% Mus musculus 2.7.10.2
Q3UPF7 Tyr 11 11 \Y% Mus musculus 2.7.10.2
Q3UVH2 Tyr 1T II A% Mus musculus 2.7.10.2
Q52KQ2 Tyr II 1I \% Mus musculus 2.7.10.2
Q5STT8 Tyr II II Vv Mus musculus 2.7.10.2
Q6P1EO Tyr 11 11 \Y% Mus musculus 2.7.10.2
Q7TMU1 Tyr 11 11 \Y% Mus musculus 2.7.10.2
Q8BQI4 Tyr 11 11 \Y% Mus musculus 2.7.10.2
Q8CAW3 Tyr II II \% Mus musculus 2.7.10.2
Q8CFK4 Tyr 1I II A\ Mus musculus 2.7.10.2
Q9D6H7 Tyr 11 11 \Y% Mus musculus 2.7.10.2
A2ARN2 Tyr 11 II \Y Mus musculus
A2BDQ4 Tyr I II \Y Mus musculus
A47ZVL1 Tyr II II A% Mus musculus
Q32s49 Tyr II II \Y% Mus musculus
Q32850 Tyr 11 II \Y% Mus musculus
Q32sD3 Tyr II II A% Mus musculus
Q32SD4 Tyr 11 II \Y Mus musculus
Q3TI10 Tyr II II A% Mus musculus
Q3TJU8 Tyr II II \% Mus musculus
Q3TTM4 Tyr 11 11 \Y% Mus musculus
Q3UDE9 Tyr II 11 \% Mus musculus
Q3V1K8 Tyr 11 II A% Mus musculus
Q497X0 Tyr I II \Y Mus musculus
Q5DTX7 Tyr II II A% Mus musculus
Q5F2B4 Tyr II II A% Mus musculus
Q60515 Tyr 11 II \Y% Mus musculus
Q61055 Tyr 11 II \Y Mus musculus
Q62121 Tyr I II \Y Mus musculus
Q6PE80 Tyr II II A% Mus musculus
Q6PFV6 Tyr II II A% Mus musculus
Q8BIS9 Tyr II II \Y% Mus musculus
Q8BNP9 Tyr II II A% Mus musculus
Q8BRB1 Tyr 11 II \Y Mus musculus
Q8C2G0 Tyr II II A% Mus musculus
Q8C3u1 Tyr II I \% Mus musculus
Q8C7S83 Tyr II II \Y% Mus musculus
Q8C8K1 Tyr II 11 \% Mus musculus
Q8CDO5 Tyr I I A% Mus musculus
Q8CE52 Tyr 11 I A% Mus musculus
Q8K272 Tyr II I A% Mus musculus
Q8R381 Tyr II I A% Mus musculus
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Q91YMO Tyr 1T II A% Mus musculus
Q99KA8 Tyr II II A% Mus musculus
Q64103 Tyr II II A% Mus sp 2.7.10.2
A7RLS3 Tyr 11 11 \% Nematostella vectensis 2.7.10.1
A1TKEO Tyr 11 II \Y Nematostella vectensis
ATRFY7 Tyr II II \Y Nematostella vectensis
ATRGW8 Tyr II II A% Nematostella vectensis
ATRKA9 Tyr II 11 \% Nematostella vectensis
A7RL37 Tyr II 11 \% Nematostella vectensis
ATRL50 Tyr 11 II \Y Nematostella vectensis
ATRN8S8 Tyr I II \Y Nematostella vectensis
A7RN91 Tyr II II A% Nematostella vectensis
ATRNB1 Tyr II I \Y% Nematostella vectensis
A7RVUO Tyr II 11 \% Nematostella vectensis
ATRZ69 Tyr II II A% Nematostella vectensis
A7S358 Tyr I II \Y Nematostella vectensis
A7S5K8 Tyr 1T II A% Nematostella vectensis
A7S6K5 Tyr II II \% Nematostella vectensis
A78933 Tyr II 11 \% Nematostella vectensis
AT7SAX2 Tyr II II A% Nematostella vectensis
ATSEIS8 Tyr 11 II \Y Nematostella vectensis
A7SFD8 Tyr II II \Y Nematostella vectensis
A7SL46 Tyr II II \% Nematostella vectensis
A7SLJ9 Tyr II II A% Nematostella vectensis
A7SQB4 Tyr 11 11 \Y% Nematostella vectensis
A7SRD2 Tyr 11 II \Y Nematostella vectensis
A7SRD3 Tyr I II \Y Nematostella vectensis
A7SRD7 Tyr II II A% Nematostella vectensis
A7SYB5 Tyr II II \Y% Nematostella vectensis
A7SZN9 Tyr II 11 \% Nematostella vectensis
ATT4Y3 Tyr II II A% Nematostella vectensis
073844 Tyr II II A% Oncorhynchus mykiss 2.7.10.1
073845 Tyr II II A% Oncorhynchus mykiss 2.7.10.1
073846 Tyr II II \% Oncorhynchus mykiss 2.7.10.1
Q6VGS6 Tyr II II \% Oryctolagus cuniculus 2.7.10.1
Q9XS54 Tyr II 11 \% Oryctolagus cuniculus
Q8MI23 Tyr 11 II \Y Ovis aries
QoN111 Tyr I II \Y Ovis aries
QoN112 Tyr II II A% Ovis aries
QON1B7 Tyr II II A% Ovis aries
Q4QXL2 Tyr 11 II \Y% Oxyuranus scutellatus
Q8UW83 Tyr II II A% Paralichthys olivaceus 2.7.10.1
Q8UW84 Tyr 11 11 \Y% Paralichthys olivaceus 2.7.10.1
Q8UW85 Tyr II II A% Paralichthys olivaceus 2.7.10.1
Q8UW86 Tyr II II A% Paralichthys olivaceus 2.7.10.1
Q2TTN5 Tyr II 11 \% Pimephales promelas
Q5RCL1 Tyr 11 11 \Y% Pongo abelii 2.7.10.1
Q5RB23 Tyr 11 11 \Y% Pongo abelii 2.7.10.2
Q5R7F6 Tyr II II A% Pongo abelii
Q5RDU1 Tyr II I \% Pongo abelii
Q5RFB5 Tyr II 11 \% Pongo abelii
042455 Tyr II II \% Raja eglanteria 2.7.10.2
Q6Q2A2 Tyr 11 11 \Y% Rattus norvegicus 2.7.10.1
Q2PYT3 Tyr II II A% Rattus norvegicus 2.7.10.2
Q2PYT4 Tyr II I A% Rattus norvegicus 2.7.10.2
Q501W1 Tyr II I A% Rattus norvegicus 2.7.10.2
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Q5FVG7 Tyr II II A% Rattus norvegicus 2.7.10.2
Q55255 Tyr II II A% Rattus norvegicus 2.7.10.2
Q63614 Tyr II II A% Rattus norvegicus 2.7.10.2
Q9EQ78 Tyr 11 11 \Y% Rattus norvegicus 2.7.10.2
Q5U2X5 Tyr 11 11 \% Rattus norvegicus 2.7.10.2; 2.7.11.1
Q2IBC7 Tyr II II A% Rattus norvegicus
Q5FVF5 Tyr II II A% Rattus norvegicus
Q5FVN9 Tyr II II \% Rattus norvegicus
Q8VI99 Tyr II 11 \% Rattus norvegicus
Q8VIAO Tyr 11 11 \% Rattus norvegicus
Q5BXN9 Tyr I II \Y Schistosoma japonicum
Q7YsSy1 Tyr II II A% Schistosoma mansoni 2.7.10.2
Q8WPV5 Tyr II I \Y% Schistosoma mansoni 2.7.10.2
093457 Tyr II 11 \% Scophthalmus maximus 2.7.10.1
Q9YGHS8 Tyr 11 11 \% Scophthalmus maximus 2.7.10.1
Q2LC18 Tyr 11 11 A% Strongylocentrotus purpuratus 2.7.10.1
Q26633 Tyr 1T II A% Strongylocentrotus purpuratus
Qo8Jus Tyr II II \% Struthio camelus
Q7YZX2 Tyr 1I II Vv Suberites domuncula 2.7.10.2
Q5K4G5 Tyr I II \Y Suberites domuncula
019064 Tyr 11 11 \% Sus scrofa 2.7.10.2
Q684M7 Tyr 11 11 \Y% Sus scrofa 2.7.10.2
Q9TTJ1 Tyr II II \% Sus scrofa 2.7.10.2
076978 Tyr II II A% Sycon raphanus 2.7.10.2
Q6B515 Tyr II 11 \% Taeniopygia guttata 2.7.10.1
057612 Tyr 11 11 \% Tetraodon fluviatilis 2.7.10.2
Q6Y4Q0 Tyr 11 11 \Y% Tetraodon fluviatilis 2.7.10.2
Q9PVI2 Tyr II II A% Tetraodon fluviatilis 2.7.10.2
Q9PWDO Tyr II II \Y% Tetraodon fluviatilis 2.7.10.2
Q9PWD1 Tyr 11 II Vv Tetraodon fluviatilis 2.7.10.2
Q4REV4 Tyr 11 11 \Y% Tetraodon nigroviridis 2.7.10.1
Q4RV12 Tyr 11 11 \Y% Tetraodon nigroviridis 2.7.10.1
Q4S8B8 Tyr II II A% Tetraodon nigroviridis 2.7.10.1
Q4SEJ9 Tyr II II \% Tetraodon nigroviridis 2.7.10.1
Q4SKO07 Tyr II II \% Tetraodon nigroviridis 2.7.10.1
Q4SMF1 Tyr II II A% Tetraodon nigroviridis 2.7.10.1
Q4SP88 Tyr 11 11 \Y% Tetraodon nigroviridis 2.7.10.1
Q4RJ39 Tyr 11 11 \Y% Tetraodon nigroviridis 2.7.10.2
Q4RS96 Tyr II II A% Tetraodon nigroviridis 2.7.10.2
Q4RTE9 Tyr II II A% Tetraodon nigroviridis 2.7.10.2
Q4RU24 Tyr II 11 A% Tetraodon nigroviridis 2.7.10.2
Q4RUC5 Tyr 11 11 \Y% Tetraodon nigroviridis 2.7.10.2
Q4RUE3 Tyr 11 11 \Y% Tetraodon nigroviridis 2.7.10.2
Q48351 Tyr II II A% Tetraodon nigroviridis 2.7.10.2
Q4S8A6 Tyr II II A% Tetraodon nigroviridis 2.7.10.2
Q4SF48 Tyr II 11 \% Tetraodon nigroviridis 2.7.10.2
Q4SFG7 Tyr 11 11 \Y% Tetraodon nigroviridis 2.7.10.2
Q4SII9 Tyr 11 11 \Y% Tetraodon nigroviridis 2.7.10.2
Q48518 Tyr II II A% Tetraodon nigroviridis 2.7.10.2
QAT1R9 Tyr II I \% Tetraodon nigroviridis 2.7.10.2
Q4TIC6 Tyr II II A% Tetraodon nigroviridis 2.7.10.2
Q4TEC2 Tyr II II \% Tetraodon nigroviridis 2.7.10.2
Q4RH14 Tyr 11 II \Y Tetraodon nigroviridis
Q4RHE1 Tyr II II A% Tetraodon nigroviridis
Q4RJ43 Tyr II I A% Tetraodon nigroviridis
Q4RJ80 Tyr II I A% Tetraodon nigroviridis
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Q4RPK6 Tyr II II A% Tetraodon nigroviridis
Q4RQWO Tyr II II A% Tetraodon nigroviridis
Q4RS82 Tyr II 11 \% Tetraodon nigroviridis
Q4RXA0 Tyr II II A% Tetraodon nigroviridis
Q4RXVS8 Tyr 11 11 \Y% Tetraodon nigroviridis
Q4RY69 Tyr 11 11 \Y% Tetraodon nigroviridis
Q4RYX7 Tyr II II A% Tetraodon nigroviridis
Q4S1M5 Tyr II 11 \% Tetraodon nigroviridis
Q4SC90 Tyr II 11 \% Tetraodon nigroviridis
Q4SF69 Tyr 11 11 \Y% Tetraodon nigroviridis
Q4SFJ9 Tyr 11 11 \Y% Tetraodon nigroviridis
Q4SH73 Tyr II II A% Tetraodon nigroviridis
Q4sJ17 Tyr II I \Y% Tetraodon nigroviridis
Q4SMB8 Tyr II 11 \% Tetraodon nigroviridis
Q4SP0O7 Tyr 11 11 \Y% Tetraodon nigroviridis
Q48QX3 Tyr 11 1I A Tetraodon nigroviridis
Q4SWLO Tyr II II A% Tetraodon nigroviridis
Q4TOT4 Tyr II II \% Tetraodon nigroviridis
Q4AT272 Tyr II 11 \% Tetraodon nigroviridis
Q4TGU3 Tyr II II A% Tetraodon nigroviridis
Q4THV2 Tyr 11 II \Y Tetraodon nigroviridis
Q07153 Tyr II II A% Torpedo californica
A5ADU7 Tyr II II \% Vitis vinifera
Q91373 Tyr II II A% Xenopus
ABHBK1 Tyr II 11 \% Xenopus laevis 2.7.10.1
057458 Tyr 11 11 \% Xenopus laevis 2.7.10.1
Q6KF80 Tyr 1I 11 A% Xenopus laevis 2.7.10.1
Q6PA4T Tyr II II A% Xenopus laevis 2.7.10.1
Q8QFP9 Tyr II II \Y% Xenopus laevis 2.7.10.1
Q91776 Tyr II 11 \% Xenopus laevis 2.7.10.1
Q9PST9 Tyr 11 11 \% Xenopus laevis 2.7.10.1
Q9YH43 Tyr 11 11 A% Xenopus laevis 2.7.10.1
Q9YH44 Tyr II II A% Xenopus laevis 2.7.10.1
073786 Tyr II II \% Xenopus laevis 2.7.10.2
Q2TAS4 Tyr II II \% Xenopus laevis 2.7.10.2
Q6DCV6 Tyr II II A% Xenopus laevis 2.7.10.2
Q6DE64 Tyr 11 11 \% Xenopus laevis 2.7.10.2
Q6GNQ8 Tyr 11 11 \Y% Xenopus laevis 2.7.10.2
Q6GP63 Tyr II II A% Xenopus laevis 2.7.10.2
Q6P6Z9 Tyr II II A% Xenopus laevis 2.7.10.2
042570 Tyr II 11 A% Xenopus laevis
P70003 Tyr 11 II \Y Xenopus laevis
P79950 Tyr I II \Y Xenopus laevis
Q32NP2 Tyr II II A% Xenopus laevis
Q5FWW9 Tyr II II A% Xenopus laevis
Q6DFG4 Tyr II 11 \% Xenopus laevis
Q6IR54 Tyr II II A% Xenopus laevis
QB6KF79 Tyr 11 II \Y Xenopus laevis
Q6NRE9 Tyr II II A% Xenopus laevis
Q6NTV5 Tyr II I \% Xenopus laevis
Q6PAOT Tyr II 11 \% Xenopus laevis
Q7Zym™m7 Tyr II II \% Xenopus laevis
Q91734 Tyr I I A% Xenopus laevis
Q9DDA2 Tyr 11 II \Y Xenopus laevis
Q9DGLO Tyr II I A% Xenopus laevis
QoI9L1 Tyr II I A% Xenopus laevis
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Q9PWR5 Tyr 1T II A% Xenopus laevis
Qowe50 Tyr II II A% Xenopus laevis
A0JM20 Tyr II II A% Xenopus tropicalis 2.7.10.1
QO08D53 Tyr 11 11 \% Xenopus tropicalis 2.7.10.1
A0JMO1 Tyr 11 11 \% Xenopus tropicalis 2.7.10.2
Q6DF54 Tyr 1T II A% Xenopus tropicalis 2.7.10.2
A0JP83 Tyr II II A% Xenopus tropicalis
QOP4R9 Tyr II 11 \% Xenopus tropicalis
Q28CP6 Tyr II 11 \% Xenopus tropicalis
Q5XH98 Tyr 1I 1I A% Xenopus tropicalis
Q6DIT4 Tyr 11 I A% Xenopus tropicalis
Q788RO Tyr II II A% Xiphophorus maculatus
Q788R1 Tyr II I \Y% Xiphophorus maculatus
Q99162 Tyr II 11 \% Xiphophorus maculatus
042291 Tyr II III A% Gallus gallus 2.7.10.2

Case study IV: serine proteases

Of the 1,533 proteins in this family, 43 are labeled as elastases, 25 as chymotrypsins, and 1,464 as trypsins,
of which 13 are kallikreins, according to the labels employed in [1]. Table S2.4 lists the protein set, along
with the corresponding subfamily labels and the clusters they were placed in by the proposed framework
when considering four, eleven and twelve clusters, as well as the source organisms and existing EC number
annotations according to UniProt.

Table S2.4. List of proteins in the serine protease family.

UniProt Label [1] Four Eleven Twelve Species EC Number
P00766 chymotrypsin v I Bos taurus 3.4.21.1
P04813 chymotrypsin v Canis familiaris 3.4.21.1

Danio rerio

Danio rerio

Danio rerio

Danio rerio

Gadus morhua 3.4.21.1
Homo sapiens

Homo sapiens

Homo sapiens 3.4.21.-
Homo sapiens 3.4.21.1
Mus musculus

Mus musculus

Mus musculus

Paralichthys olivaceus

Paralichthys olivaceus

Rattus norvegicus

Sparus aurata

Sparus aurata 3.4.21.1
Sparus aurata 3.4.21.1
Tetraodon nigroviridis

Xenopus laevis

Xenopus laevis

Xenopus laevis

Xenopus tropicalis

Xenopus tropicalis

A2VD37 chymotrypsin I\Y
Q1JPZ1 chymotrypsin =~ IV
Q66HW9 chymotrypsin IV
Q6AZC2 chymotrypsin v
P47796 chymotrypsin v
Q53FV9 chymotrypsin v
Q8IUWO chymotrypsin IV
P40313 chymotrypsin =~ IV
P17538 chymotrypsin v
Q9D7P8 chymotrypsin v
Q9D960 chymotrypsin v
Q9ERO5 chymotrypsin IV
Qow7Q3 chymotrypsin IV
QowW7Q4 chymotrypsin v
Q9EQZ8 chymotrypsin v
Q4QY77 chymotrypsin v
QOGYP6 chymotrypsin IV
Q4QY78 chymotrypsin IV
Q4RHR8 chymotrypsin IV
Q6GNF7 chymotrypsin v
Q6PGS4 chymotrypsin v
Q7sYs4 chymotrypsin v
Q5HZDO chymotrypsin =~ IV
Q51029 chymotrypsin IV

el e Rl Rl Il i R i B B R i e e Il e

A7TYWU4 elastase I 111 111 Bos taurus
P05805 elastase I 111 111 Bos taurus
Q95KW7 elastase I 111 II1 Bos taurus
Q28153 elastase I III III Bos taurus 3.4.21.36
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Q29461 elastase I III III Bos taurus 3.4.21.71
Q867B0O clastase I III 111 Canis familiaris 3.4.21.36
Q4QRH5 elastase I IIT IIT Danio rerio
Q6AZCO elastase I 111 111 Danio rerio
Q803z4 elastase I 111 111 Danio rerio
Q5R1M5 elastase I 11T 111 Felis catus 3.4.21.36
Q92077 elastase I III 111 Gadus morhua 3.4.21.37
Q6ICV2 elastase I IIT IIT Homo sapiens
Q6ISNS elastase I 11T IIT Homo sapiens
Q6ISUS elastase I 111 11 Homo sapiens
Q96QLS elastase I 111 II1 Homo sapiens
Q9UNI1 elastase I 111 11T Homo sapiens 3.4.21.36
P08861 elastase I 111 III Homo sapiens 3.4.21.70
P09093 elastase I 111 111 Homo sapiens 3.4.21.70
P08217 elastase I 111 111 Homo sapiens 3.4.21.71
046644 elastase I 111 111 Macaca fascicularis 3.4.21.36
019023 elastase I III III Macaca mulatta 3.4.21.70
Q91X79 elastase I III 111 Mus musculus 3.4.21.36
Q9ocQ52 elastase I II1 II1 Mus musculus 3.4.21.70
P05208 elastase I 111 111 Mus musculus 3.4.21.71
QOW7P9 elastase I 111 111 Paralichthys olivaceus
QowW7Q1 elastase I 111 111 Paralichthys olivaceus
P00773 elastase I 111 III Rattus norvegicus 3.4.21.36
P00774 elastase I 11 III Rattus norvegicus 3.4.21.71
Q7SIG3 elastase I 11T IIT Salmo salar 3.4.21.36
Q4QY80 elastase I 111 111 Sparus aurata
Q4QY81 elastase I 111 111 Sparus aurata
PO0772 elastase I III III Sus scrofa 3.4.21.36
P08419 elastase I III 111 Sus scrofa 3.4.21.71
Q4RZ78 elastase I IIT IIT Tetraodon nigroviridis
Q45848 elastase I 11 11 Tetraodon nigroviridis
Q4FZQ4 elastase I 111 111 Xenopus laevis
Q6GNGO elastase I 111 111 Xenopus laevis
Q6GPY5 elastase I 111 111 Xenopus laevis
Q8QGF6 elastase I IIT IIT Xenopus laevis
Q562D3 elastase I 11 III Xenopus tropicalis
Q5BKGO elastase I 111 11 Xenopus tropicalis
Q5HZUS elastase I 11 11 Xenopus tropicalis
Q51025 elastase I 111 111 Xenopus tropicalis
Q3I1X8 kallikrein 11 v \% Cercopithecus cephus
Q3I1X9 kallikrein II v A% Erythrocebus patas
Q546G3 kallikrein II v A% Homo sapiens
Q6LDS3 kallikrein II v A% Homo sapiens
Q8NCW4 kallikrein II I\ A\ Homo sapiens
P07288 kallikrein 11 v A% Homo sapiens 3.4.21.77
Q6DT45 kallikrein 1I v A\ Macaca fascicularis 3.4.21.77
Q3I1Y0 kallikrein 11 v A% Macaca mulatta
P33619 kallikrein 1I v \% Macaca mulatta 3.4.21.77
Q311Y4 kallikrein II I\ A\ Pan paniscus
Q3I1Y5 kallikrein 11 v \% Pan troglodytes
Q3I1X7 kallikrein 11 v A% Papio anubis
Q3I1Y2 kallikrein 11 v A% Pongo pygmaeus
Q5FBW1 trypsin II v A% Blarina brevicauda 3.4.21.-
Q5FBW2 trypsin 11 IV Vv Blarina brevicauda 3.4.21.-
Q76B45 trypsin 11 v A% Blarina brevicauda 3.4.21.-
Q6H320 trypsin II v A% Bos taurus
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P09582 trypsin II v A% Canis familiaris 3.4.21.35
Q29474 trypsin II v \% Canis familiaris 3.4.21.35
Q31210 trypsin II v A% Cercopithecus cephus
Q6H322 trypsin II v A% Equus caballus
Q31211 trypsin II v A% Erythrocebus patas
P20151 trypsin II v A% Homo sapiens 3.4.21.35
Q8C232 trypsin II v \Y Mus musculus
P00755 trypsin II v \% Mus musculus 3.4.21.35
P00756 trypsin 11 v \% Mus musculus 3.4.21.35
P15945 trypsin II v A% Mus musculus 3.4.21.35
P15946 trypsin I v A% Mus musculus 3.4.21.35
P15947 trypsin II v A% Mus musculus 3.4.21.35
P15949 trypsin II v \% Mus musculus 3.4.21.35
Q61754 trypsin 11 v \% Mus musculus 3.4.21.35
A5A21.9 trypsin II v \Y% Ovis aries
Q31217 trypsin II v A% Pan paniscus
Q31218 trypsin II v A% Pan troglodytes
Q31212 trypsin II v A% Papio anubis
Q31216 trypsin II v \% Pongo pygmaeus
P32824 trypsin II v v Praomys natalensis 3.4.21.35
Q63274 trypsin 11 v A% Rattus norvegicus
Q63275 trypsin II v A% Rattus norvegicus
Q6IE61 trypsin II v A% Rattus norvegicus
P00758 trypsin II v \Y% Rattus norvegicus 3.4.21.35
P36373 trypsin 11 v \% Rattus norvegicus 3.4.21.35
P36374 trypsin II v A% Rattus norvegicus 3.4.21.35
P36375 trypsin II v A% Rattus norvegicus 3.4.21.35
Q9YGS1 trypsin II IX VIII Agkistrodon acutus 3.4.21.-
Q3T0A3 trypsin II X VIII Bos taurus 3.4.21.46
ATMCG1 trypsin 11 X VIII Danio rerio
(Q6DBS8 trypsin 11 IX VIII Danio rerio
034289 trypsin II IX VIII Salvelinus fontinalis
Q177E4 trypsin 1I X XI Aedes aegypti
Q4VB17 trypsin 11 X XI Homo sapiens
Q96JEO0 trypsin 11 X XI Homo sapiens
Q96JE1 trypsin 11 X XI Homo sapiens
Q96JE2 trypsin 11 X XTI Homo sapiens
Q9Y5K2 trypsin II IX X1 Homo sapiens 3.4.21.-
Q6IE12 trypsin II X XI Rattus norvegicus
Q2XXN1 trypsin II IX XII Varanus acanthurus
Q2XXNO trypsin 11 X XII Varanus mitchelli
Qo0z47 trypsin II A% VII Agkistrodon acutus
Q98TT5 trypsin T A% VII Agkistrodon acutus
Q91961 trypsin II \Y VII Agkistrodon acutus
Qow7s1 trypsin II \% VII Agkistrodon acutus
Q918X0 trypsin 11 \% VII Agkistrodon acutus 3.4.21.-
QoI8X1 trypsin II A% VII Agkistrodon acutus 3.4.21.-
Q9I8X2 trypsin 11 \Y% VII Agkistrodon acutus 3.4.21.-
Q9PSN3 trypsin II A% VII Agkistrodon bilineatus 3.4.21.-
042207 trypsin II \% VII Agkistrodon caliginosus 3.4.21.-
P09872 trypsin II v VII Agkistrodon contortrix 3.4.21.-
P82981 trypsin 11 \% VII Agkistrodon contortrix 3.4.21.-
073800 trypsin II \Y VII Agkistrodon halys 3.4.21.-
093421 trypsin II \Y VII Agkistrodon halys 3.4.21.-
P81176 trypsin II A% VII Agkistrodon halys 3.4.21.-
Q802F0 trypsin II v VII Agkistrodon halys 3.4.21.-
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QOPT51 trypsin II A% VII Agkistrodon halys 3.4.21.-
Q9PTL3 trypsin II V VII Agkistrodon halys 3.4.21.-
Q9YGI6 trypsin II \% VII Agkistrodon halys 3.4.21.-
Q9YGJ2 trypsin II v VII Agkistrodon halys 3.4.21.-
Q9YGJ8 trypsin II \Y VII Agkistrodon halys 3.4.21.-
Q9YGJ9 trypsin II \Y% VII Agkistrodon halys 3.4.21.-
P47797 trypsin II \% VII Agkistrodon rhodostoma 3.4.21.74
Q8QG86 trypsin II A% VII Bothrops insularis 3.4.21.-
013069 trypsin II v VII Bothrops jararaca 3.4.21.-
Q5W959 trypsin 11 A% VII Bothrops jararaca 3.4.21.-
Q5W960 trypsin 11 A% VII Bothrops jararaca 3.4.21.-
Q9PTU8 trypsin II A% VII Bothrops jararaca 3.4.21.-
Q8QHK2 trypsin II \% VII Crotalus atrox 3.4.21.-
Q2QA04 trypsin II A VII Crotalus durissus 3.4.21.-
Q58G94 trypsin II Vv VII Crotalus durissus 3.4.21.-
A1E235 trypsin II A% VII Deinagkistrodon acutus
A1E236 trypsin II A% VII Deinagkistrodon acutus
A1E237 trypsin II \% VII Deinagkistrodon acutus
A1E239 trypsin II \% VII Deinagkistrodon acutus
A1E2S1 trypsin 11 \% VII Deinagkistrodon acutus
A1E282 trypsin II A% VII Deinagkistrodon acutus
A1E2S83 trypsin I A% VII Deinagkistrodon acutus
A1E2S4 trypsin II \% VII Deinagkistrodon acutus
Q5I2B5 trypsin II \% VII Deinagkistrodon acutus
Q7SZE1 trypsin II V VII Gloydius saxatilis 3.4.21.-
POC5B4 trypsin II A% VII Gloydius shedaoensis 3.4.21.-
Q7SZE2 trypsin II A% VII Gloydius ussuriensis 3.4.21.-
Q8UUJ1 trypsin II A% VII Gloydius ussuriensis 3.4.21.-
Q8UUJ2 trypsin II \% VII Gloydius ussuriensis 3.4.21.-
Q8UVX1 trypsin 11 \% VII Gloydius ussuriensis 3.4.21.-
Q27347 trypsin II A% VII Lachesis muta 3.4.21.-
QO72L7 trypsin 11 A% VII Lachesis stenophrys 3.4.21.-
Q2XXM3 trypsin 11 A% VII Philodryas olfersii
QO09GK1 trypsin II \% VII Philodryas olfersii 3.4.21.-
pP84787 trypsin II \% VII Protobothrops elegans 3.4.21.-
P84788 trypsin II A% VII Protobothrops elegans 3.4.21.-
Q6IWF1 trypsin 11 A% VII Rhinocerophis alternatus 3.4.21.-
ATLAC6 trypsin II A% VII Trimeresurus albolabris 3.4.21.-
ATLAC7 trypsin II \% VII Trimeresurus albolabris 3.4.21.-
013058 trypsin II \% VII Trimeresurus flavoviridis 3.4.21.-
P05620 trypsin 11 A% VII Trimeresurus flavoviridis 3.4.21.74
013059 trypsin II A% VII Trimeresurus gramineus 3.4.21.-
013062 trypsin II A% VII Trimeresurus gramineus 3.4.21.-
013063 trypsin II A% VII Trimeresurus gramineus 3.4.21.-
Q9DF66 trypsin II \% VII Trimeresurus jerdonii 3.4.21.-
QIDF67 trypsin 11 \% VII Trimeresurus jerdonii 3.4.21.-
Q91507 trypsin 11 A% VII Trimeresurus mucrosquamatus 3.4.21.-
Q91508 trypsin 11 A% VII Trimeresurus mucrosquamatus 3.4.21.-
Q91509 trypsin II A% VII Trimeresurus mucrosquamatus 3.4.21.-
Q91510 trypsin II \% VII Trimeresurus mucrosquamatus 3.4.21.-
Q91511 trypsin II v VII Trimeresurus mucrosquamatus 3.4.21.-
Q9DG83 trypsin 11 \% VII Trimeresurus mucrosquamatus 3.4.21.-
Q9DG84 trypsin 11 A% VII Trimeresurus mucrosquamatus 3.4.21.-
Q71QH8 trypsin II A% VII Trimeresurus stejnegeri
Q71QH6 trypsin II A% VII Trimeresurus stejnegeri 3.4.21.-
Q71QH7 trypsin II v VII Trimeresurus stejnegeri 3.4.21.-
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Q71QI1 trypsin II A% VII Trimeresurus stejnegeri 3.4.21.-
Q71QI3 trypsin II V VII Trimeresurus stejnegeri 3.4.21.-
Q71QI8 trypsin II \% VII Trimeresurus stejnegeri 3.4.21.-
Q71QJO trypsin 11 Vv VII Trimeresurus stejnegeri 3.4.21.-
Q8AY78 trypsin II \% VII Trimeresurus stejnegeri 3.4.21.-
Q8AY79 trypsin II A% VII Trimeresurus stejnegeri 3.4.21.-
Q8AY80 trypsin II \% VII Trimeresurus stejnegeri 3.4.21.-
Q8AY81 trypsin II A% VII Trimeresurus stejnegeri 3.4.21.-
Q91516 trypsin 11 \% VII Trimeresurus stejnegeri 3.4.21.-
Q8JH85 trypsin 11 A% VII Vipera lebetina 3.4.21.-
Q71QH5 trypsin 11 \Y% VII Viridovipera stejnegeri 3.4.21.-
Q71QI5 trypsin II A% VII Viridovipera stejnegeri 3.4.21.-
Q71QI7 trypsin II \% VII Viridovipera stejnegeri 3.4.21.-
Q71QJ1 trypsin II \% VII Viridovipera stejnegeri 3.4.21.-
Q71QJ3 trypsin II A% VII Viridovipera stejnegeri 3.4.21.-
A1E238 trypsin II A% VIII Deinagkistrodon acutus
Q5XG53 trypsin II VII VII Xenopus laevis
Q5MCS0 trypsin II VIII VII Hydrophis hardwickii 3.4.21.-
Q2PQJ3 trypsin 11 VIII VIII Bothrops jararacussu 3.4.21.-
Q91VE3 trypsin 11 XI A% Mus musculus 3.4.21.117
060259 trypsin 111 v A% Homo sapiens 3.4.21.118
Q61955 trypsin 111 v A% Mus musculus 3.4.21.118
088780 trypsin III v \% Rattus norvegicus 3.4.21.118
001309 trypsin III VII X Botryllus schlosseri
001310 trypsin 111 VII X Botryllus schlosseri
A7SGX2 trypsin III VII X Nematostella vectensis
Q3V5L6 trypsin 111 VII X Polyandrocarpa misakiensis
A7T3CO trypsin 11T VII XII Nematostella vectensis
QOUBX7 trypsin III VIII IX Homo sapiens 3.4.21.-
Q9UKR3 trypsin 111 VIII X Homo sapiens 3.4.21.-
Q8CGR6 trypsin 111 VIII X Mus musculus
Q9QYN3 trypsin IIT VIII IX Mus musculus 3.4.21.-
Qovcz4 trypsin 111 VIII A% Bos taurus
Q6ICR6 trypsin III VIII A% Homo sapiens
043240 trypsin III VIII \% Homo sapiens 3.4.21.-
Q16ZR2 trypsin III VIII VIII Aedes aegypti
Q8QGW3 trypsin 11T VIII X Anguilla japonica 3.4.21.4
A5PJB4 trypsin III VIII X Bos taurus
A6QQ95 trypsin III VIII X Bos taurus
A7TYWU9 trypsin III VIII X Bos taurus
Q54734 trypsin 111 VIII X Bos taurus
P00760 trypsin 111 VIII X Bos taurus 3.4.21.4
Q29463 trypsin 111 VIII X Bos taurus 3.4.21.4
P06871 trypsin III VIII X Canis familiaris 3.4.21.4
P06872 trypsin III VIII X Canis familiaris 3.4.21.4
AOFGS8 trypsin III VIII X Canis lupus
A3FEW6 trypsin III VIII X Cavia porcellus
A3FEW7 trypsin III VIII X Cavia porcellus
Q9XY52 trypsin 111 VIII X Ctenocephalides felis
Q2YDQ2 trypsin III VIII X Danio rerio
Q56127 trypsin 111 VIII X Danio rerio
Q7SX90 trypsin 111 VIII X Danio rerio
Q8AV83 trypsin IIT VIII X Danio rerio
Q1AMP9 trypsin III VIII X Dissostichus mawsoni
QoweJ8 trypsin III VIII X Dissostichus mawsoni
QoweJ9 trypsin III VIII X Dissostichus mawsoni
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Q788V0 trypsin 11T VIII X Dissostichus mawsoni 3.4.21.4
Q92046 trypsin III VIII X Dissostichus mawsoni 3.4.21.4
Q98TG9 trypsin 111 VIII X Engraulis japonicus
Q98THO trypsin III VIII X Engraulis japonicus
Q91515 trypsin 111 VIII X Fugu rubripes
Q8JFQ7 trypsin II1 VIII X Gadus morhua
P16049 trypsin III VIII X Gadus morhua 3.4.21.4
Q91041 trypsin III VIII X Gadus morhua 3.4.21.4
A2JDL7 trypsin II1 VIII X Gallus gallus
Q90627 trypsin IIT VIII X Gallus gallus 3.4.21.4
Q90628 trypsin 11T VIII X Gallus gallus 3.4.21.4
Q90629 trypsin 111 VIII X Gallus gallus 3.4.21.4
Q1M2M8 trypsin III VIII X Glycyphagus domesticus
A1A508 trypsin 111 VIII X Homo sapiens
ABXGL3 trypsin 11 VIII X Homo sapiens
ABXMV8 trypsin III VIII X Homo sapiens
ABXMV9 trypsin 11T VIII X Homo sapiens
Q2XQG6 trypsin III VIII X Homo sapiens
Q3sY19 trypsin 111 VIII X Homo sapiens
Q3sY20 trypsin 111 VIII X Homo sapiens
Q53F68 trypsin 111 VIII X Homo sapiens
Q5NV56 trypsin III VIII X Homo sapiens
Q7Z5F3 trypsin III VIII X Homo sapiens
Q7Z5F4 trypsin 111 VIII X Homo sapiens
Q8N2U3 trypsin 111 VIII X Homo sapiens
Q96RQ0O trypsin 111 VIII X Homo sapiens
Q92876 trypsin 111 VIII X Homo sapiens 3.4.21.-
Q9H2R5 trypsin 11T VIII X Homo sapiens 3.4.21.-
Q9P0G3 trypsin III VIII X Homo sapiens 3.4.21.-
Q9UKQ9 trypsin 111 VIII X Homo sapiens 3.4.21.-
Q9Y337 trypsin 111 VIII X Homo sapiens 3.4.21.-
pPO7477 trypsin 111 VIII X Homo sapiens 3.4.214
P0O7478 trypsin 111 VIII X Homo sapiens 3.4.21.4
P35030 trypsin III VIII X Homo sapiens 3.4.21.4
Q8NHM4 trypsin III VIII X Homo sapiens 3.4.21.4
A7LD79 trypsin III VIII X Kareius bicoloratus
Q4A413 trypsin 111 VIII X Lepeophtheirus salmonis
Q4A415 trypsin 111 VIII X Lepeophtheirus salmonis
Q8T4P1 trypsin III VIII X Lepeophtheirus salmonis
Q8T4P2 trypsin III VIII X Lepeophtheirus salmonis
Q8T4P3 trypsin 111 VIII X Lepeophtheirus salmonis
Q8T4P4 trypsin 111 VIII X Lepeophtheirus salmonis
Q8T4P5 trypsin 111 VIII X Lepeophtheirus salmonis
Q8T4P6 trypsin 11T VIII X Lepeophtheirus salmonis
Q8T4P7 trypsin III VIII X Lepeophtheirus salmonis
Q4A414 trypsin 111 VIII X Lepeophtheirus salmonis 3.4.21.4
Q6QX62 trypsin 111 VIII X Lepeophtheirus salmonis 3.4.21.4
Q7YSS9 trypsin 111 VIII X Lepeophtheirus salmonis 3.4.21.4
Q7Z1D5 trypsin 111 VIII X Lepeophtheirus salmonis 3.4.21.4
Q7Z1D6 trypsin III VIII X Lepeophtheirus salmonis 3.4.21.4
Q1M2L7 trypsin 111 VIII X Lepidoglyphus destructor
Q5H728 trypsin III VIII X Macaca mulatta
Q5H729 trypsin III VIII X Macaca mulatta
Q5H730 trypsin III VIII X Macaca mulatta
Q5H731 trypsin III VIII X Macaca mulatta
Q5H732 trypsin III VIII X Macaca mulatta
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Q5H733 trypsin 11T VIII X Macaca mulatta
Q5H734 trypsin III VIII X Macaca mulatta
088301 trypsin 111 VIII X Mus musculus
Q32M27 trypsin III VIII X Mus musculus
Q3B856 trypsin III VIII X Mus musculus
Q3V2E0 trypsin III VIII X Mus musculus
Q3V2G3 trypsin III VIII X Mus musculus
Q4GOC2 trypsin 111 VIII X Mus musculus
Q792Y6 trypsin 111 VIII X Mus musculus
Q792Y8 trypsin II1 VIII X Mus musculus
Q792Y9 trypsin III VIII X Mus musculus
Q79220 trypsin 111 VIII X Mus musculus
Q79271 trypsin III VIII X Mus musculus
Q7M754 trypsin 111 VIII X Mus musculus
Q7TT42 trypsin 11 VIII X Mus musculus
Q8CGR4 trypsin III VIII X Mus musculus
Q91Y82 trypsin 11T VIII X Mus musculus
Q99M20 trypsin III VIII X Mus musculus
Q9CPN7 trypsin 111 VIII X Mus musculus
Q9CPN9 trypsin IIT VIII X Mus musculus
Q9D140 trypsin III VIII X Mus musculus
Q9D7Y7 trypsin III VIII X Mus musculus
Q9DBQR8 trypsin III VIII X Mus musculus
Q9QUK9 trypsin IIT VIII X Mus musculus
Q9ROT7 trypsin 111 VIII X Mus musculus
Q9Z1R9 trypsin III VIII X Mus musculus
Q8CGR5 trypsin 111 VIII X Mus musculus 3.4.21.-
P07146 trypsin 11T VIII X Mus musculus 3.4.21.4
A47X98 trypsin III VIII X Myxocyprinus asiaticus
A730M2 trypsin 111 VIII X Nematostella vectensis
Q9W6KO0 trypsin 111 VIII X Notothenia coriiceps
Q8AV11 trypsin 11 VIII X Oncorhynchus keta
Q5XUG4 trypsin 111 VIII X Oreochromis aureus
Q6R670 trypsin III VIII X Oreochromis aureus
Q5XUG5 trypsin III VIII X Oreochromis niloticus
Q6RE71 trypsin III VIII X Oreochromis niloticus
A4UWM7 trypsin 111 VIII X Oryzias latipes
Q7T1R8 trypsin III VIII X Pangasianodon hypophthalmus
A7LD78 trypsin III VIII X Paralichthys olivaceus
Qow7Q5 trypsin III VIII X Paralichthys olivaceus
QowW7Q6 trypsin 111 VIII X Paralichthys olivaceus
Qow7Q7 trypsin III VIII X Paralichthys olivaceus
Q92099 trypsin IIT VIII X Paranotothenia magellanica 3.4.21.4
042158 trypsin 11T VIII X Petromyzon marinus
042159 trypsin III VIII X Petromyzon marinus
042160 trypsin 111 VIII X Petromyzon marinus
042608 trypsin 11 VIII X Petromyzon marinus
P35034 trypsin 111 VIII X Pleuronectes platessa 3.4.21.4
093265 trypsin 111 VIII X Pseudopleuronectes americanus 3.4.21.4
093266 trypsin III VIII X Pseudopleuronectes americanus 3.4.21.4
Q5BN44 trypsin 111 VIII X Pyrocoelia rufa
Q8IT49 trypsin III VIII X Pyrocoelia rufa
054854 trypsin 111 VIII X Rattus norvegicus
Q6IE66 trypsin 111 VIII X Rattus norvegicus
P00762 trypsin III VIII X Rattus norvegicus 3.4.21.4
P00763 trypsin III VIII X Rattus norvegicus 3.4.21.4
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P08426 trypsin 11T VIII X Rattus norvegicus 3.4.21.4
P12788 trypsin III VIII X Rattus norvegicus 3.4.21.4
P32821 trypsin III VIII X Rattus norvegicus 3.4.21.4
P32822 trypsin III VIII X Rattus norvegicus 3.4.21.4
Q7JIG6 trypsin 111 VIII X Saguinus oedipus 3.4.21.-
P35031 trypsin 111 VIII X Salmo salar 3.4.21.4
P35032 trypsin III VIII X Salmo salar 3.4.21.4
P35033 trypsin III VIII X Salmo salar 3.4.21.4
Q4ADV4 trypsin 111 VIII X Seriola quinqueradiata
AT7VMR4 trypsin III VIII X Solea senegalensis
ATVMR5 trypsin III VIII X Solea senegalensis
A7TVMR6 trypsin 111 VIII X Solea senegalensis
ATVMR7 trypsin III VIII X Solea senegalensis
A7VMR8 trypsin 111 VIII X Solea senegalensis
A7VMR9Y trypsin 111 VIII X Solea senegalensis
Q4QY73 trypsin 111 VIII X Sparus aurata
Q4QY79 trypsin 11T VIII X Sparus aurata
QOGYP4 trypsin III VIII X Sparus aurata 3.4.21.4
P00764 trypsin III VIII X Squalus acanthias 3.4.21.4
Q6GYJ5 trypsin II1 VIII X Struthio camelus
P00761 trypsin 111 VIII X Sus scrofa 3.4.21.4
Q66PG8 trypsin III VIII X Takifugu rubripes
Q66PG9 trypsin III VIII X Takifugu rubripes
Q6RI79 trypsin 111 VIII X Tautogolabrus adspersus 3.4.21.4
Q4SH18 trypsin 111 VIII X Tetraodon nigroviridis
Q4SH19 trypsin 111 VIII X Tetraodon nigroviridis
Q4T8CO trypsin 111 VIII X Tetraodon nigroviridis
Q8WZM5 trypsin 11T VIII X Trichoderma harzianum
QO5AV3 trypsin III VIII X Xenopus laevis
Q3B898 trypsin 111 VIII X Xenopus laevis
Q3KQ12 trypsin 111 VIII X Xenopus laevis
Q4QR60 trypsin 111 VIII X Xenopus laevis
Q66L05 trypsin 111 VIII X Xenopus laevis
Q6GNU2 trypsin III VIII X Xenopus laevis
Q6GPX7 trypsin 111 VIII X Xenopus laevis
Q7SZ06 trypsin 111 VIII X Xenopus laevis
Q7SZT1 trypsin 11 VIII X Xenopus laevis
P19799 trypsin 111 VIII X Xenopus laevis 3.4.21.4
P70059 trypsin III VIII X Xenopus laevis 3.4.21.4
Q5EBE2 trypsin III VIII X Xenopus tropicalis
Q5I10Q6 trypsin 111 VIII X Xenopus tropicalis
Q5M8T8 trypsin III VIII X Xenopus tropicalis
Q5M902 trypsin 111 VIII X Xenopus tropicalis
Q5M910 trypsin 11T VIII X Xenopus tropicalis
Q5M959 trypsin III VIII X Xenopus tropicalis
Q5M976 trypsin 111 VIII X Xenopus tropicalis
Q6DIW2 trypsin 111 VIII X Xenopus tropicalis
Q5TNT2 trypsin 11 VIII XI Anopheles gambiae
Q6QX60 trypsin 111 X X Lepeophtheirus salmonis 3.4.21.4
Q6Qx61 trypsin 111 X X Lepeophtheirus salmonis 3.4.21.4
Q16TM1 trypsin III X XI Aedes aegypti
P29787 trypsin III X XI Aedes aegypti 3.4.214
QO8LX6 trypsin 111 XI X Patiria pectinifera
Q9UKRO trypsin 111 XI X Homo sapiens 3.4.21.-
Q9XYX9 trypsin III XI X Rhyzopertha dominica
A7UNU1 trypsin 111 XI XII Aleuroglyphus ovatus
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Q5XIZ0 trypsin 111 XI XIT Danio rerio
Qocv76 trypsin 111 XI XTI Mus musculus
Q90244 trypsin v 1 v Acipenser transmontanus
P00735 trypsin v 1 v Bos taurus 3.4.21.5
Q90387 trypsin v 1 v Cynops pyrrhogaster
Q7SXH8 trypsin v I v Danio rerio
Q90504 trypsin v I v Eptatretus stoutii
Q804W7 trypsin v I v Fugu rubripes 3.4.21.5
Q91001 trypsin v I v Gallus gallus 3.4.21.5
Q91004 trypsin v 1 v Gecko gecko
Q69EZ8 trypsin v I v Homo sapiens
P00734 trypsin v I v Homo sapiens 3.4.21.5
AONO64 trypsin v I v Macaca mulatta 3.4.21.5
Q542C2 trypsin v 1 v Mus musculus
P70375 trypsin v 1 v Mus musculus 3.4.21.21
P19221 trypsin v I v Mus musculus 3.4.21.5
Q3TJ94 trypsin v I v Mus musculus 3.4.21.5
Q91218 trypsin v I v Oncorhynchus mykiss
Q5NKF9 trypsin v 1 v Oncorhynchus mykiss 3.4.21.5
Q28731 trypsin v 1 v Oryctolagus cuniculus
Q5R537 trypsin v I v Pongo abelii 3.4.21.5
P18292 trypsin v I v Rattus norvegicus 3.4.21.5
QOPTW7 trypsin v I v Struthio camelus 3.4.21.5
Q19AZ8 trypsin v I v Sus scrofa 3.4.21.5
Q4SUAT trypsin v 1 v Tetraodon nigroviridis
Q6GNK4 trypsin v 1 v Xenopus laevis
Q4QR53 trypsin v I v Xenopus laevis 3.4.21.5
Q6DFJ5 trypsin v I v Xenopus laevis 3.4.21.5
Q5FVW1 trypsin v I v Xenopus tropicalis 3.4.21.5
Q9TXE6 trypsin v 11 11 Bombyx mori
P35042 trypsin v 11 11 Choristoneura fumiferana 3.4.21.4
Q27540 trypsin v II II Choristoneura fumiferana 3.4.214
Q961Y0 trypsin v II II Galleria mellonella
018434 trypsin v II II Helicoverpa armigera
018435 trypsin v 11 11 Helicoverpa armigera
018436 trypsin v II II Helicoverpa armigera
018440 trypsin v 11 11 Helicoverpa armigera
018441 trypsin v II II Helicoverpa armigera
018442 trypsin v II II Helicoverpa armigera
018447 trypsin v 11 11 Helicoverpa armigera
QINGY5 trypsin v 11 11 Heliothis virescens
076954 trypsin v 11 11 Lacanobia oleracea
P35045 trypsin v 11 11 Manduca sexta 3.4.21.4
P35046 trypsin v II II Manduca sexta 3.4.21.4
P35047 trypsin v II II Manduca sexta 3.4.21.4
Q210D8 trypsin v 11 1I Ostrinia furnacalis
Q561B4 trypsin I\ 11 11 Ostrinia nubilalis
Q561IB5 trypsin v II II Ostrinia nubilalis
Q561B6 trypsin v II II Ostrinia nubilalis
Q561IB7 trypsin v II II Ostrinia nubilalis
Q561IB8 trypsin v II II Ostrinia nubilalis
Q6R561 trypsin v 11 11 Ostrinia nubilalis
062598 trypsin v 11 11 Plodia interpunctella
Qou4Iie trypsin v 1T II Plodia interpunctella
Qou4I17 trypsin v II II Plodia interpunctella
Q4L1K4 trypsin v II II Sesamia nonagrioides 3.4.21.4
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Q4L1K6 trypsin v II II Sesamia nonagrioides 3.4.21.4
Q4L1K8 trypsin v II II Sesamia nonagrioides 3.4.21.4
Q4L1L8 trypsin v II II Sesamia nonagrioides 3.4.21.4
Q4L1L9 trypsin v II II Sesamia nonagrioides 3.4.21.4
Q4L1MO trypsin v II II Sesamia nonagrioides 3.4.214
Q6R559 trypsin v II XI Ostrinia nubilalis
A8DZF9 trypsin v IX X Danio rerio
QO0C799 trypsin v X VIII Aedes aegypti
QOCT7A5 trypsin v X VIII Aedes aegypti
QOIEV1 trypsin v IX VIII Aedes aegypti
Q16EL5 trypsin v IX VIII Aedes aegypti
Q16H67 trypsin v X VIII Aedes aegypti
Q16IK2 trypsin v X VIII Aedes aegypti
Q16IK3 trypsin v X VIII Aedes aegypti
Q16NE9 trypsin v X VIII Aedes aegypti
Q16YZ2 trypsin v IX VIII Aedes aegypti
Q16ZR4 trypsin v X VIII Aedes aegypti
Q170T9 trypsin v X VIII Aedes aegypti
Q171w3 trypsin v IX VIII Aedes aegypti
Q17583 trypsin v IX VIII Aedes aegypti
Q17584 trypsin v IX VIII Aedes aegypti
Q7QCcx2 trypsin v IX VIII Anopheles gambiae
A7TUNZ4 trypsin v IX VIII Bombyx mandarina
A2TGR7 trypsin v IX VIII Bombyx mori
A7TVD3 trypsin v X VIII Bombyx mori
Q7YRZ7 trypsin v IX VIII Bos taurus 3.4.21.78
Q484F0 trypsin v IX VIII Colwellia psychrerythraea 3.4.21.-
Q502L4 trypsin v IX VIII Danio rerio
076920 trypsin v X VIII Drosophila melanogaster
Q4v4I7 trypsin v X VIII Drosophila melanogaster
Q4v4P3 trypsin v X VIII Drosophila melanogaster
QOVVT3 trypsin v X VIII Drosophila melanogaster
A1ZTM7 trypsin v IX VIII Drosophila melanogaster 3.4.21.-
Q7JZK6 trypsin v X VIII Drosophila melanogaster 3.4.21.-
Q8MRL2 trypsin v IX VIII Drosophila melanogaster 3.4.21.-
QovDV1 trypsin v IX VIII Drosophila melanogaster 3.4.21.-
Q287ZD1 trypsin v X VIII Drosophila pseudoobscura 3.4.21.-
Q298Z7 trypsin v X VIII Drosophila pseudoobscura 3.4.21.-
Q2MOD7 trypsin v X VIII Drosophila pseudoobscura 3.4.21.-
Q25742 trypsin v IX VIII Hahella chejuensis
Q8I6KO trypsin v X VIII Holotrichia diomphalia
ABXNE2 trypsin v IX VIII Homo sapiens
Q6FHW3 trypsin v IX VIII Homo sapiens
P49863 trypsin v IX VIII Homo sapiens 3.4.21.-
P00746 trypsin v X VIII Homo sapiens 3.4.21.46
Q5S1X0 trypsin v X VIII Ixodes scapularis
A4FUV8 trypsin v IX VIII Mus musculus
Q9ROKO trypsin v IX VIII Mus musculus
035205 trypsin v X VIII Mus musculus 3.4.21.-
Q2Z1R4 trypsin v X VIII Oryzias latipes
Q8CJF4 trypsin v IX VIII Rattus norvegicus
ABUZS7 trypsin v IX VIII Roseiflexus sp
P51779 trypsin v X VIII Sus scrofa 3.4.21.46
Q4STJ9 trypsin v IX VIII Tetraodon nigroviridis
Q63ZK0 trypsin v X VIII Xenopus laevis 3.4.21.-
Q5PPM3 trypsin v IX VIII Xenopus tropicalis
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Q6P326 trypsin v IX VIII Xenopus tropicalis 3.4.21.-
QOGC72 trypsin v X X Carassius auratus
Q16GKO trypsin v X XI Aedes aegypti
Q16H66 trypsin v X XI Aedes aegypti
Q16H68 trypsin v IX XI Aedes aegypti
Q16L19 trypsin v IX XI Aedes aegypti
Q16TD7 trypsin v IX XI Aedes aegypti
Q175C8 trypsin v X XI Aedes aegypti
Q17B40 trypsin v X XI Aedes aegypti
Q17EX4 trypsin v IX XI Aedes aegypti
Q17GI5 trypsin v IX XI Aedes aegypti
Q17363 trypsin v X XI Aedes aegypti
Q17364 trypsin v X XI Aedes aegypti
Q17LUO trypsin v X XI Aedes aegypti
Q1DGG8 trypsin v X XI Aedes aegypti
Q1HRE9 trypsin v IX XI Aedes aegypti
Q1HRHO trypsin v X XI Aedes aegypti
Q9TXD8 trypsin v X XI Agelenopsis aperta 5.mmem
A4K8J0 trypsin v X XI Anopheles dirus
A4K8J1 trypsin v X XI Anopheles dirus
AONG87 trypsin v X XI Anopheles gambiae
017489 trypsin v X XI Anopheles gambiae
Q5TNA8 trypsin v IX XI Anopheles gambiae
Q5TQD6 trypsin v X XI Anopheles gambiae
Q7PEV7 trypsin v X XI Anopheles gambiae
Q7PQRY trypsin v X XI Anopheles gambiae
Q7PVP7 trypsin v X XI Anopheles gambiae
Q7PVQ3 trypsin v X XI Anopheles gambiae
Q7PWES trypsin v X XI Anopheles gambiae
Q7PWT2 trypsin v X XI Anopheles gambiae
Q7PX73 trypsin v X XI Anopheles gambiae
Q7PXJ5 trypsin v X XI Anopheles gambiae
Q7Q483 trypsin v X XI Anopheles gambiae
Q7Q619 trypsin v X XI Anopheles gambiae
Q7Qcvo trypsin v X XI Anopheles gambiae
QONAS9 trypsin v IX XI Anopheles gambiae
QONFU1 trypsin v X XI Anopheles gambiae
QOY1K7 trypsin v X XI Anopheles gambiae
Q2VG86 trypsin v X XI Bombyx mori
Q81924 trypsin v X XI Bombyx mori
Q8MP08 trypsin v X XI Bombyx mori
A5PK33 trypsin v IX XI Bos taurus
Q8QGV1 trypsin v X XI Cyprinus carpio
(Q6DHH4 trypsin v IX XI Danio rerio
Q8I7W8 trypsin v X XI Dermacentor andersoni
Q81862 trypsin v X XI Dermacentor variabilis
076498 trypsin v IX XI Diaprepes abbreviatus
A0JQ30 trypsin v X XI Drosophila melanogaster
A7DZ29 trypsin v X X1 Drosophila melanogaster
Q4V3F4 trypsin v X XI Drosophila melanogaster
Q4V3K5 trypsin v X XI Drosophila melanogaster
Q4V3X9 trypsin v IX XI Drosophila melanogaster
Q8MR95 trypsin v X XTI Drosophila melanogaster
Q8SXG6 trypsin v X XI Drosophila melanogaster
Qov3z2 trypsin v X XI Drosophila melanogaster 3.4.16.-; 3.4.21 .-
QovQ97 trypsin v IX XI Drosophila melanogaster 3.4.16.-; 3.4.21 .-
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A1Z7D1 trypsin v IX XI Drosophila melanogaster 3.4.21.-
P05049 trypsin v X XI Drosophila melanogaster 3.4.21.-
Q86PB3 trypsin v IX XI Drosophila melanogaster 3.4.21.-
Q8IRK5 trypsin v IX XI Drosophila melanogaster 3.4.21.-
Q8SY35 trypsin v X XI Drosophila melanogaster 3.4.21.-
Q8SYsS8 trypsin v IX X1 Drosophila melanogaster 3.4.21.-
QoVvA44 trypsin v IX XI Drosophila melanogaster 3.4.21.-
Q9VB68 trypsin v IX XI Drosophila melanogaster 3.4.21.-
QovDU8 trypsin v X XI Drosophila melanogaster 3.4.21.-
Qovss6 trypsin v X X1 Drosophila melanogaster 3.4.21.-
Qovsa7 trypsin v X XI Drosophila melanogaster 3.4.21.-
Q9VZH5 trypsin v IX XI Drosophila melanogaster 3.4.21.-
Q28%x41 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q293L7 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q294N1 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q299R1 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q29AC5 trypsin v IX XI Drosophila pseudoobscura 3.4.21.-
Q29C29 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q29081 trypsin v IX XI Drosophila pseudoobscura 3.4.21.-
Q2MOF8 trypsin v IX XI Drosophila pseudoobscura 3.4.21.-
Q2M121 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q2M122 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q7SZC3 trypsin v IX XI Gallus gallus
097366 trypsin v X XI Holotrichia diomphalia
P12544 trypsin v X XI Homo sapiens 3.4.21.78
Q81925 trypsin v X XI Hyphantria cunea
Q5MGE4 trypsin v IX XI Lonomia obliqua
044332 trypsin v IX XI Manduca sexta
077102 trypsin v X XI Manduca sexta
Q5DI99 trypsin v X XI Manduca sexta
Q5MPB7 trypsin v IX XI Manduca sexta
Q5MPB8 trypsin v IX XI Manduca sexta
Q5MPC4 trypsin v IX XI Manduca sexta
Q5MPC6 trypsin v X XI Manduca sexta
Q7M41I3 trypsin v IX XI Megabombus pennsylvanicus 3.4.21.-
Q3U0ONO trypsin v X XI Mus musculus
Q3UK79 trypsin v X XI Mus musculus
Q9JIS2 trypsin v IX XI Mus musculus
QozoM1 trypsin v X XI Mus musculus
P11032 trypsin v IX XI Mus musculus 3.4.21.78
Q5W1K5 trypsin v X XI Nilaparvata lugens
Q6W741 trypsin v IX XI Pediculus humanus
Q6BDA8 trypsin v X XI Penaeus japonicus
A0JCK6 trypsin v IX XI Plutella xylostella
Q72269 trypsin v X XI Polistes dominula 3.4.21.-
P49864 trypsin v IX XI Rattus norvegicus 3.4.21.-
A3SQQ6 trypsin I\ IX XI Roseovarius nubinhibens
096442 trypsin v X XI Strongylocentrotus purpuratus
Q9XSN6 trypsin v X X1 Sus scrofa
P91817 trypsin v X XI Tachypleus tridentatus
Q27083 trypsin v X XI Tachypleus tridentatus
Q27081 trypsin v IX XI Tachypleus tridentatus 3.4.21.85
P21902 trypsin v X XTI Tachypleus tridentatus 3.4.21.86
Q4RVJ6 trypsin v IX XI Tetraodon nigroviridis
Q4sQ11 trypsin v X XI Tetraodon nigroviridis
096871 trypsin v IX XI Trichinella spiralis
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Q6RUJ3 trypsin v IX XI Trichinella spiralis
Q9BJL7 trypsin v X XI Trichinella spiralis
Q4FZN4 trypsin v X XI Xenopus laevis
Q640E1 trypsin v IX XI Xenopus laevis
Q7TOT6 trypsin v IX XI Xenopus laevis
Q72155 trypsin v IX XII Chiromantes haematocheir
Q8T3A1 trypsin v IX XII Ciona intestinalis
Q4vVeT5 trypsin v X XTI Drosophila melanogaster
Q8IRB8 trypsin v X XII Drosophila melanogaster 3.4.21.-
Q9ovVQ9s trypsin I\ IX XII Drosophila melanogaster 3.4.21.-
Q9VR15 trypsin v X XII Drosophila melanogaster 3.4.21.-
Q9VUFO trypsin v IX XII Drosophila melanogaster 3.4.21.-
Q29LA1 trypsin v X XII Drosophila pseudoobscura 3.4.21.-
Q2LZs9 trypsin v X XII Drosophila pseudoobscura 3.4.21.-
Q2M157 trypsin v X XII Drosophila pseudoobscura 3.4.21.-
A7DZ33 trypsin v IX XII Drosophila simulans
A7DZ38 trypsin v IX XII Drosophila simulans
A7TDZ34 trypsin v X XII Drosophila simulans 3.4.21.-
Q4PMM2 trypsin v X XTI Ixodes scapularis
Q95P15 trypsin v IX XII Lygus hesperus
Q6Y1Y7 trypsin v IX XII Lygus lineolaris
Q6Y1Y9 trypsin v IX XII Lygus lineolaris
Q6Y1Z0 trypsin v IX XII Lygus lineolaris
Q8WPE4 trypsin v X XII Lygus lineolaris
015944 trypsin v X XII Sarcophaga peregrina
Q49Qw1 trypsin v X XII Spodoptera litura
Q4RH74 trypsin v X XII Tetraodon nigroviridis
P22457 trypsin v VI v Bos taurus 3.4.21.21
P00745 trypsin v VI v Bos taurus 3.4.21.69
Q38J75 trypsin v VI v Canis familiaris
Q28278 trypsin I\ VI I\ Canis familiaris 3.4.21.69
Q804X0 trypsin v VI v Fugu rubripes 3.4.21.21
P04070 trypsin v VI v Homo sapiens 3.4.21.69
P33587 trypsin v VI v Mus musculus 3.4.21.69
Q28661 trypsin v VI v Oryctolagus cuniculus 3.4.21.69
Q68FY8 trypsin v VI v Rattus norvegicus
P31394 trypsin v VI v Rattus norvegicus 3.4.21.69
Q9GLP2 trypsin v VI v Sus scrofa 3.4.21.69
Q4SB50 trypsin v VI v Tetraodon nigroviridis
Q4SB52 trypsin v VI v Tetraodon nigroviridis
Q4SU99 trypsin v VI v Tetraodon nigroviridis
A7SQF1 trypsin v VI IX Nematostella vectensis
A6QPZ2 trypsin v VI VI Bos taurus
Q3MHW2 trypsin v VI VI Bos taurus
P00741 trypsin v VI VI Bos taurus 3.4.21.22
P00743 trypsin v VI VI Bos taurus 3.4.21.6
P19540 trypsin v VI VI Canis familiaris 3.4.21.22
P16295 trypsin v VI VI Cavia porcellus 3.4.21.22
A4QP82 trypsin v VI VI Danio rerio
Q1RLV2 trypsin v VI VI Danio rerio
Q4vaT1 trypsin v VI VI Danio rerio
Q504H3 trypsin v VI VI Danio rerio
Q504K1 trypsin I\ VI VI Danio rerio
Q6PGW7 trypsin v VI VI Danio rerio
Q8AYE4 trypsin v VI VI Danio rerio
Q8JHDO trypsin v VI VI Danio rerio
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Q90YK1 trypsin v VI VI Danio rerio
Q6SA95 trypsin v VI VI Felis silvestris 3.4.21.22
Q804Xx2 trypsin v VI VI Fugu rubripes 3.4.21.21
Q804w8 trypsin v VI VI Fugu rubripes 3.4.21.22
Q804W9 trypsin v VI VI Fugu rubripes 3.4.21.6
Q804X6 trypsin v VI VI Gallus gallus 3.4.21.22
P25155 trypsin v VI VI Gallus gallus 3.4.21.6
Q5JVE7 trypsin v VI VI Homo sapiens
P00740 trypsin v VI VI Homo sapiens 3.4.21.22
P00742 trypsin v VI VI Homo sapiens 3.4.21.6
A8CzZ27 trypsin v VI VI Macaca mulatta
AONO65 trypsin v VI VI Macaca mulatta 3.4.21.6
AOJLY3 trypsin v VI VI Mus musculus
Q3TBR2 trypsin v VI VI Mus musculus
Q3TDB9 trypsin v VI VI Mus musculus
Q3U3V1 trypsin v VI VI Mus musculus
Q4FJS7 trypsin v VI VI Mus musculus
P16294 trypsin v VI VI Mus musculus 3.4.21.22
088947 trypsin v VI VI Mus musculus 3.4.21.6
Q58L94 trypsin v VI VI Notechis scutatus 3.4.21.6
Q9GMD9 trypsin v VI VI Ornithorhynchus anatinus
P16292 trypsin v VI VI Oryctolagus cuniculus 3.4.21.22
019045 trypsin v VI VI Oryctolagus cuniculus 3.4.21.6
P16291 trypsin v VI VI Ovis aries 3.4.21.22
Q58L95 trypsin v VI VI Oxyuranus microlepidotus 3.4.21.6
Q58L96 trypsin v VI VI Oxyuranus scutellatus 3.4.21.6
Q95ND6 trypsin v VI VI Pan troglodytes
Q95ND7 trypsin v VI VI Pan troglodytes 3.4.21.22
Q58L93 trypsin v VI VI Pseudechis porphyriacus 3.4.21.6
Q6IT10 trypsin v VI VI Pseudonaja textilis
Q1L658 trypsin v VI VI Pseudonaja textilis 3.4.21.6
Q1L659 trypsin v VI VI Pseudonaja textilis 3.4.21.6
Q56VR3 trypsin v VI VI Pseudonaja textilis 3.4.21.6
P16296 trypsin v VI VI Rattus norvegicus 3.4.21.22
Q63207 trypsin v VI VI Rattus norvegicus 3.4.21.6
Q19AZ6 trypsin v VI VI Sus scrofa
P16293 trypsin v VI VI Sus scrofa 3.4.21.22
Q4RP66 trypsin v VI VI Tetraodon nigroviridis
Q4SUA2 trypsin v VI VI Tetraodon nigroviridis
Q4SVF9 trypsin v VI VI Tetraodon nigroviridis
P81428 trypsin v VI VI Tropidechis carinatus 3.4.21.6
Q4QXT9 trypsin v VI VI Tropidechis carinatus 3.4.21.6
A4VCES8 trypsin v VI VI Xenopus laevis
Q6PAG2 trypsin v VI VI Xenopus laevis
Q5FwW21 trypsin v VI VI Xenopus tropicalis
Q5M8Y0 trypsin v VI VI Xenopus tropicalis
Q5DVT1 trypsin v VI VIII Eptatretus burgeri
ATRKX8 trypsin v VI VIII Nematostella vectensis
Q868H6 trypsin v VI X1 Branchiostoma belcheri
Q868H5 trypsin v VI XII Branchiostoma belcheri
Q868H7 trypsin v VI XII Branchiostoma belcheri
Q7T3B6 trypsin v VI XII Danio rerio
P48740 trypsin v VI XII Homo sapiens 3.4.21.-
Q9Y7A9 trypsin v VI XII Metarhizium anisopliae
P98064 trypsin v VI XII Mus musculus 3.4.21.-
ATRXZ9 trypsin v VI XII Nematostella vectensis
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A7SSR9 trypsin v VI XII Nematostella vectensis
Q8CHN8 trypsin v VI XII Rattus norvegicus 3.4.21.-
ABANQ8 trypsin v VI XII Vibrio campbellii
Q6GPF9 trypsin v VI XII Xenopus laevis
Q9PU71 trypsin v VI XII Xenopus laevis
Q5FVZ2 trypsin v VI XII Xenopus tropicalis
ABHTZ6 trypsin v VII X Anas platyrhynchos
A2VDV7 trypsin v VII IX Bos taurus
P79343 trypsin v VII X Bos taurus 3.4.21.10
Q28198 trypsin v VII X Bos taurus 3.4.21.68
ABHTZ8 trypsin v VII X Coturnix coturnix
ABPF55 trypsin v VII X Danio rerio
Q5PRA6 trypsin v VII IX Danio rerio
P15638 trypsin v VII X Desmodus rotundus 3.4.21.68
P49150 trypsin v VII X Desmodus rotundus 3.4.21.68
P98119 trypsin v VII X Desmodus rotundus 3.4.21.68
P98121 trypsin v VII X Desmodus rotundus 3.4.21.68
Q2VWB9 trypsin v VII X Gadus morhua
Q311V3 trypsin v VII IX Gorilla gorilla
Q5G270 trypsin I\ VII IX Gorilla gorilla 3.4.21.-
Q1RMF8 trypsin v VII IX Homo sapiens
Q96T73 trypsin v VII X Homo sapiens
015393 trypsin v VII X Homo sapiens 3.4.21.-
P56730 trypsin v VII IX Homo sapiens 3.4.21.-
P57727 trypsin v VII X Homo sapiens 3.4.21.-
Q86WS5 trypsin v VII X Homo sapiens 3.4.21.-
Q9BYE2 trypsin v VII X Homo sapiens 3.4.21.-
P03951 trypsin v VII IX Homo sapiens 3.4.21.27
P00750 trypsin v VII X Homo sapiens 3.4.21.68
Q5G3K8 trypsin v VII X Hoolock hoolock
Q3I11U8 trypsin v VII X Hylobates syndactylus
Q3I1U4 trypsin v VII IX Macaca mulatta
Q5G267 trypsin v VII X Macaca mulatta 3.4.21.-
Q2M1G4 trypsin v VII X Mus musculus
Q3TZ06 trypsin v VII IX Mus musculus
Q3UKE3 trypsin v VII X Mus musculus
Q3ZB06 trypsin v VII IX Mus musculus
008762 trypsin v VII X Mus musculus 3.4.21.-
Q3voQ7 trypsin v VII X Mus musculus 3.4.21.-
Q5U405 trypsin v VII IX Mus musculus 3.4.21.-
Q8K1TO trypsin v VII X Mus musculus 3.4.21.-
Q9JIQ8 trypsin v VII IX Mus musculus 3.4.21.-
P23578 trypsin v VII X Mus musculus 3.4.21.10
Q3ZB05 trypsin v VII IX Mus musculus 3.4.21.10
P11214 trypsin v VII X Mus musculus 3.4.21.68
A7S1TO trypsin v VII X Nematostella vectensis
AT7S9K4 trypsin v VII IX Nematostella vectensis
ATS9K6 trypsin v VII IX Nematostella vectensis
A7S8NJ9 trypsin v VII X Nematostella vectensis
Q5G268 trypsin v VII X Nomascus leucogenys 3.4.21.-
Q8WPM7 trypsin v VII IX Oikopleura dioica
Q8MKB1 trypsin v VII IX Oryctolagus cuniculus 3.4.21.68
Q9GL10 trypsin I\ VII IX Ovis aries 3.4.21.10
Q3I1v4 trypsin v VII IX Pan paniscus
Q3I1V5 trypsin v VII X Pan troglodytes
Q5G271 trypsin v VII IX Pan troglodytes 3.4.21.-
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Q59ITO trypsin v VII X Paralichthys olivaceus
Q5RDX7 trypsin v VII X Pongo abelii
Q5R8J0 trypsin v VII IX Pongo abelii 3.4.21.68
Q5G269 trypsin v VII IX Pongo pygmaeus 3.4.21.-
Q5G3K5 trypsin v VII IX Pygathrix nemaeus
Q6P7D7 trypsin v VII X Rattus norvegicus
Q920K3 trypsin v VII X Rattus norvegicus
P83748 trypsin v VII IX Rattus norvegicus 3.4.21.-
P29293 trypsin v VII X Rattus norvegicus 3.4.21.10
P19637 trypsin v VII IX Rattus norvegicus 3.4.21.68
Q5G3K7 trypsin v VII X Rhinopithecus bieti
Q5G265 trypsin v VII X Saguinus labiatus 3.4.21.-
Q9XzM7 trypsin v VII IX Strongylocentrotus purpuratus
ATVKO2 trypsin v VII IX Sus scrofa
P08001 trypsin v VII X Sus scrofa 3.4.21.10
Q8sQ23 trypsin v VII IX Sus scrofa 3.4.21.68
Q4SPGO trypsin v VII X Tetraodon nigroviridis
Q4T7E2 trypsin v VII X Tetraodon nigroviridis
Q5G3K6 trypsin v VII IX Trachypithecus francoisi
Q5G266 trypsin v VII IX Trachypithecus phayrei 3.4.21.-
Q4v7J4 trypsin v VII IX Xenopus laevis
Q6NUF5 trypsin v VII X Xenopus laevis
Q9DGR2 trypsin v VII X Xenopus laevis
Q16QB1 trypsin v VII VIII Aedes aegypti
Q17PV5 trypsin v VII VIII Aedes aegypti
Q7PWE2 trypsin v VII VIII Anopheles gambiae
Q7Q5Z6 trypsin v VII VIII Anopheles gambiae
P06868 trypsin v VII VIII Bos taurus 3.4.21.7
P80009 trypsin v VII VIII Canis familiaris 3.4.21.7
Q60491 trypsin v VII VIII Cavia porcellus
Q8T3A0 trypsin v VII VIII Ciona intestinalis
Q8T3A3 trypsin v VII VIII Ciona intestinalis
Q9XY63 trypsin v VII VIII Ctenocephalides felis
A4FVH9 trypsin v VII VIII Danio rerio
Q5BL24 trypsin v VII VIII Danio rerio
Q7ZZ80 trypsin v VII VIII Danio rerio
Q8AVBO trypsin I\ VII VIII Danio rerio
(Q6PBA6 trypsin v VII VIII Danio rerio 3.4.21.7
A1Z7ME trypsin v VII VIII Drosophila melanogaster 3.4.21.-
Q28ZD3 trypsin v VII VIII Drosophila pseudoobscura 3.4.21.-
Q2MOM7 trypsin v VII VIII Drosophila pseudoobscura 3.4.21.-
P80010 trypsin v VII VIII Equus caballus 3.4.21.7
Q29485 trypsin v VII VIII Erinaceus europaeus 3.4.21.7
Q1HP67 trypsin v VII VIII Homo sapiens
Q68Ds2 trypsin v VII VIII Homo sapiens
P08519 trypsin v VII VIII Homo sapiens 3.4.21.-
P10323 trypsin v VII VIII Homo sapiens 3.4.21.10
PO0T47 trypsin v VII VIII Homo sapiens 3.4.21.7
P12545 trypsin v VII VIII Macaca mulatta 3.4.21.7
018783 trypsin v VII VIII Macropus eugenii 3.4.21.7
Q5MPB3 trypsin v VII VIII Manduca sexta
Q5MPC1 trypsin v VII VIII Manduca sexta
Q2UVH8 trypsin v VII VIII Meleagris gallopavo 3.4.21.10
P20918 trypsin v VII VIII Mus musculus 3.4.21.7
Q3V1iT9 trypsin v VII VIII Mus musculus 3.4.21.7
ATRU68 trypsin v VII VIII Nematostella vectensis



Table S2.4. (continuation)

UniProt Label [1] Four Eleven Twelve Species EC Number
ABHTZ7 trypsin v VII VIII Numida meleagris
Q5DVP8 trypsin v VII VIII Oncorhynchus mykiss 3.4.21.7
P48038 trypsin v VII VIII Oryctolagus cuniculus 3.4.21.10
A4UWMS trypsin v VII VIII Oryzias latipes
A4AUWME trypsin v VII VIII Oryzias latipes
Q50LG6 trypsin v VII VIII Oryzias latipes 3.4.21.7
P81286 trypsin v VII VIII Ovis aries 3.4.21.7
046507 trypsin v VII VIII Papio hamadryas
Q2TJC1 trypsin v VII VIII Phlebotomus ariasi
Q5R8X6 trypsin I\ VII VIII Pongo abelii 3.4.21.7
Q01177 trypsin v VII VIII Rattus norvegicus 3.4.21.7
P06867 trypsin v VII VIII Sus scrofa 3.4.21.7
Q2JM42 trypsin v VII VIII Synechococcus sp
Q2JXR1 trypsin v VII VIII Synechococcus sp
Q4SGT4 trypsin v VII VIII Tetraodon nigroviridis
ATRKX5 trypsin v VII X Nematostella vectensis
A788Y5 trypsin v VII X Nematostella vectensis
QOIFCO trypsin v VII XI Aedes aegypti
Q7QCs5 trypsin v VII XI Anopheles gambiae
Q6B4R4 trypsin v VII XI Bos taurus
P98072 trypsin v VII XI Bos taurus 3.4.21.9
Q19MT4 trypsin v VII XI Bubalus bubalis
Q294Vv2 trypsin v VII XI Drosophila pseudoobscura 3.4.21.-
P98073 trypsin v VII XI Homo sapiens 3.4.21.9
Q8CAN9 trypsin v VII XI Mus musculus
Q9QYZ9 trypsin I\ VII XI Mus musculus 3.4.21.-
P97435 trypsin v VII XI Mus musculus 3.4.21.9
P98074 trypsin v VII XI Sus scrofa 3.4.21.9
A7UNU8 trypsin v VII XI Tyrophagus putrescentiae
AORZI1 trypsin v VII XII Azumapecten farreri
AOSOP9 trypsin v VII XII Azumapecten farreri
Q6Q0I7 trypsin v VII XII Bos taurus
Q5NTB3 trypsin v VII XII Bos taurus 3.4.21.27
Q2KJ63 trypsin v VII XII Bos taurus 3.4.21.34
ABE5D9 trypsin v VII XTI Danio rerio
Q5BAR4 trypsin v VII XII Emericella nidulans
Q7RTZ1 trypsin v VII XII Homo sapiens 3.4.21.-
Q9NRS4 trypsin v VII XII Homo sapiens 3.4.21.-
P03952 trypsin v VII XII Homo sapiens 3.4.21.34
Q8VCA5 trypsin v VII XII Mus musculus 3.4.21.-
Qo1Y47 trypsin v VII XII Mus musculus 3.4.21.27
P26262 trypsin v VII XII Mus musculus 3.4.21.34
ATRGSS8 trypsin v VII XII Nematostella vectensis
ATRR41 trypsin v VII XII Nematostella vectensis
ATRYF8 trypsin v VII XII Nematostella vectensis
A735M4 trypsin v VII XII Nematostella vectensis
A7SGX1 trypsin v VII XII Nematostella vectensis
ATSNBS8 trypsin v VII XII Nematostella vectensis
A7S8X50 trypsin v VII XII Nematostella vectensis
Q95ME7 trypsin v VII XII Oryctolagus cuniculus
Q5R502 trypsin v VII XTI Pongo abelii
Q5R976 trypsin v VII XII Pongo abelii
Q5FVS2 trypsin v VII XII Rattus norvegicus
P14272 trypsin v VII XII Rattus norvegicus 3.4.21.34
Q82LH6 trypsin v VII XII Streptomyces avermitilis
097506 trypsin v VII XII Sus scrofa
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Q6AZS7 trypsin v VII XII Xenopus laevis
Q28GN1 trypsin v VII XII Xenopus tropicalis
A7SQE8 trypsin v VIII X Nematostella vectensis
A7SB63 trypsin v VIII XI Nematostella vectensis
A7TSQFO trypsin v VIII XI Nematostella vectensis
Q8K4I7 trypsin v X IX Mus musculus
Q17551 trypsin v X VIII Aedes aegypti
Q171Q0 trypsin v X VIII Aedes aegypti
Q7QC30 trypsin v X VIII Anopheles gambiae
QONFY2 trypsin v X VIII Anopheles gambiae
Q94FS3 trypsin v X VIII Aphanomyces astaci
A6QPI9 trypsin v X VIII Bos taurus
Q8HYJ2 trypsin v X VIII Bos taurus
A6QQO5 trypsin I\ X VIII Bos taurus 3.4.21.59
Q29464 trypsin v X VIII Bos taurus 3.4.21.59
Q17800 trypsin v X VIII Caenorhabditis elegans
P15944 trypsin v X VIII Canis familiaris 3.4.21.59
Q9XY55 trypsin v X VIII Ctenocephalides felis
Q7K1E3 trypsin v X VIII Drosophila melanogaster 3.4.21.-
Q95RS6 trypsin v X VIII Drosophila melanogaster 3.4.21.-
QoVw19 trypsin v X VIII Drosophila melanogaster 3.4.21.-
Q7YS62 trypsin v X VIII Equus caballus 3.4.21.59
ABC6G1 trypsin v X VIII Gorilla gorilla
A8C6G4 trypsin v X VIII Gorilla gorilla
ABC6G6 trypsin v X VIII Gorilla gorilla
Q6B0O51 trypsin v X VIII Homo sapiens
Q6FHB8 trypsin v X VIII Homo sapiens
Q6NZY1 trypsin v X VIII Homo sapiens
Q86TM8 trypsin v X VIII Homo sapiens
Q86UA5L trypsin v X VIII Homo sapiens
Q96RZ6 trypsin v X VIII Homo sapiens
Q6UWB4 trypsin v X VIII Homo sapiens 3.4.21.-
P20231 trypsin v X VIII Homo sapiens 3.4.21.59
Q15661 trypsin v X VIII Homo sapiens 3.4.21.59
QoUI38 trypsin v X VIII Homo sapiens 3.4.25.-
A8C738 trypsin v X VIII Macaca fascicularis
A8C740 trypsin v X VIII Macaca fascicularis
Q5IRX0 trypsin v X VIII Mayetiola destructor
P50342 trypsin v X VIII Meriones unguiculatus 3.4.21.59
A17Z090 trypsin v X VIII Mus musculus
Q921N4 trypsin v X VIII Mus musculus
Q14BX2 trypsin v X VIII Mus musculus 3.4.21.-
Q92082 trypsin I\ X VIII Mus musculus 3.4.21.-
P21845 trypsin v X VIII Mus musculus 3.4.21.59
Q02844 trypsin v X VIII Mus musculus 3.4.21.59
A7RLCO trypsin v X VIII Nematostella vectensis
Q9XSM2 trypsin I\ X VIII Ovis aries 3.4.21.59
A8C590 trypsin v X VIII Pan troglodytes
097399 trypsin v X VIII Phaedon cochleariae 3.4.214
ABCXJ3 trypsin v X VIII Pongo abelii
A8CXJ5 trypsin v X VIII Pongo abelii
A8CXJ6 trypsin v X VIII Pongo abelii
A8CXJ8 trypsin v X VIII Pongo abelii
Q6P6W8 trypsin v X VIII Rattus norvegicus
P27435 trypsin v X VIII Rattus norvegicus 3.4.21.59
P50343 trypsin v X VIII Rattus norvegicus 3.4.21.59
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QoN2D1 trypsin v X VIII Sus scrofa 3.4.21.59
Q9BK47 trypsin v X X Luidia foliolata
QOIF82 trypsin v X XI Aedes aegypti
Q16GO7 trypsin v X XI Aedes aegypti
Q16G08 trypsin v X XI Aedes aegypti
Q161ID8 trypsin v X XI Aedes aegypti
Q16PS2 trypsin v X XI Aedes aegypti
Q16TL8 trypsin v X XI Aedes aegypti
Q171W0 trypsin v X XI Aedes aegypti
Q171W1 trypsin v X XI Aedes aegypti
Q175R9 trypsin v X XI Aedes aegypti
Q175580 trypsin v X XI Aedes aegypti
Q179B1 trypsin v X XI Aedes aegypti
Q17914 trypsin v X XI Aedes aegypti
Q17915 trypsin v X XI Aedes aegypti
Q17916 trypsin v X XI Aedes aegypti
Q17917 trypsin v X XI Aedes aegypti
Q17BD9 trypsin v X XI Aedes aegypti
Q17BG4 trypsin v X XI Aedes aegypti
Q17BS3 trypsin v X XI Aedes aegypti
Q17HP8 trypsin v X XI Aedes aegypti
Q17HQ4 trypsin v X XI Aedes aegypti
Q17LZ9 trypsin v X XI Aedes aegypti
Q17PV4 trypsin v X XI Aedes aegypti
Q8TIU6 trypsin v X XI Aedes aegypti
P29786 trypsin v X XI Aedes aegypti 3.4.214
Q17036 trypsin v X XI Anopheles gambiae
Q17039 trypsin v X XI Anopheles gambiae
Q7PV6E3 trypsin v X XI Anopheles gambiae
Q7PWE3 trypsin v X XI Anopheles gambiae
Q7Q153 trypsin v X XI Anopheles gambiae
Q7Q432 trypsin v X XI Anopheles gambiae
Q7Q8F9 trypsin v X XI Anopheles gambiae
Q7Qow2 trypsin v X XI Anopheles gambiae
Q7QowWs trypsin v X XI Anopheles gambiae
Q7Q9X5 trypsin v X XI Anopheles gambiae
Q641D1 trypsin v X XI Anthonomus grandis
Q8I9P2 trypsin v X XI Aplysina fistularis
P00765 trypsin v X XI Astacus fluviatilis 3.4.21.4
Q52v24 trypsin v X XI Astacus leptodactylus
Q6MJIY6 trypsin v X XI Bdellovibrio bacteriovorus
Q1N1S5 trypsin v X XI Bermanella marisrubri
Q9GQO2 trypsin v X X1 Biomphalaria glabrata
Q3Y9L9 trypsin v X XI Blattella germanica
016126 trypsin v X XI Boltenia villosa
A2VE36 trypsin v X XI Bos taurus 3.4.21.-
Q6Q6S3 trypsin I\ X XI Callinectes sapidus
P19236 trypsin v X XI Canis familiaris 3.4.21.-
Q9xY51 trypsin v X XI Ctenocephalides felis
Q9XY53 trypsin v X XI Ctenocephalides felis
QoXY56 trypsin v X XI Ctenocephalides felis
QoxY57 trypsin v X XI Ctenocephalides felis
Q9XY59 trypsin v X XI Ctenocephalides felis
Q9GTK2 trypsin v X XI Culex quinquefasciatus
Q5QBF4 trypsin v X XI Culicoides sonorensis
Q5QBGO trypsin v X XI Culicoides sonorensis
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Q5QBG2 trypsin v X XI Culicoides sonorensis
A3KMS5 trypsin v X XI Danio rerio
A4FULL trypsin v X XI Danio rerio
Q1ED24 trypsin v X XI Danio rerio
Q4V8T5 trypsin v X XI Danio rerio
Q504J5 trypsin v X XI Danio rerio
Q8JHC9 trypsin v X XI Danio rerio
A1KXH3 trypsin v X XI Dermatophagoides farinae
P49275 trypsin v X XI Dermatophagoides farinae 3.4.21.-
ATUNT7 trypsin v X XI Dermatophagoides pteronyssinus
Q8MWR5 trypsin v X XI Dermatophagoides pteronyssinus
P39675 trypsin v X XI Dermatophagoides pteronyssinus  3.4.21.-
Q4v440 trypsin v X XI Drosophila melanogaster
Q8MQM9 trypsin v X XI Drosophila melanogaster
Q8T8X4 trypsin v X XI Drosophila melanogaster
A17Z7H8 trypsin v X XI Drosophila melanogaster 3.4.21.-
A8DYGO trypsin v X XI Drosophila melanogaster 3.4.21.-
Q05319 trypsin v X XI Drosophila melanogaster 3.4.21.-
Q8I1Q89 trypsin v X XI Drosophila melanogaster 3.4.21.-
Q8MS52 trypsin v X XI Drosophila melanogaster 3.4.21.-
Qo1I7v4 trypsin v X XI Drosophila melanogaster 3.4.21.-
Q9VBY4 trypsin v X XI Drosophila melanogaster 3.4.21.-
Q9VK10 trypsin v X XI Drosophila melanogaster 3.4.21.-
QoVUG2 trypsin v X XI Drosophila melanogaster 3.4.21.-
QOVZTO trypsin v X XI Drosophila melanogaster 3.4.21.-
Qowoz7 trypsin v X XI Drosophila melanogaster 3.4.21.-
Q297G1 trypsin v X XI Drosophila pseudoobscura
Q28wWQ9 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q28Y63 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q28730 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q28763 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q28276 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q29DF3 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q29KI7 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
Q2M165 trypsin v X XI Drosophila pseudoobscura 3.4.21.-
097370 trypsin v X XI Euroglyphus maynei 3.4.21.-
Q804Xx1 trypsin v X XI Fugu rubripes 3.4.21.21
P35049 trypsin v X XI Fusarium oxysporum 3.4.21.4
Q804X7 trypsin v X XI Gallus gallus 3.4.21.21
Q804X5 trypsin v X XI Gallus gallus 3.4.21.69
Q2s709 trypsin v X XI Habhella chejuensis
Q2SHS3 trypsin v X XI Hahella chejuensis
Q966V4 trypsin I\ X XI Halocynthia roretzi
Q25101 trypsin v X XI Herdmania momus
Q9GRWO trypsin v X XI Holotrichia diomphalia
A3RKG7 trypsin v X XI Homo sapiens
Q8wvC1 trypsin v X XI Homo sapiens
Q7RTY3 trypsin v X XI Homo sapiens 3.4.21.-
000187 trypsin v X XI Homo sapiens 3.4.21.104
Q9Y5Y6 trypsin v X XI Homo sapiens 3.4.21.109
P08709 trypsin v X XI Homo sapiens 3.4.21.21
Q9TY16 trypsin v X XI Litopenaeus vannamei 3.4.21.4
AONOC5 trypsin v X XI Macaca mulatta
Q6RUT2 trypsin v X XI Mus musculus
Q80UR4 trypsin v X XI Mus musculus
Q99Ms4 trypsin v X XI Mus musculus 3.4.21.-



Table S2.4. (continuation)

UniProt Label [1] Four Eleven Twelve Species EC Number
P56677 trypsin v X XI Mus musculus 3.4.21.109
Q543E3 trypsin v X XI Mus musculus 3.4.21.109
Q1DBS1 trypsin v X XI Myxococcus xanthus 3.4.21.-
A7SWQ5 trypsin v X XI Nematostella vectensis
Q8MNY6 trypsin v X XI Nilaparvata lugens
Q9XSM1 trypsin v X XI Ovis aries 3.4.21.59
046151 trypsin v X XI Pacifastacus leniusculus 3.4.21.4
Q2F9P4 trypsin v X XI Pan paniscus 3.4.21.21
Q2F9P2 trypsin v X XI Pan troglodytes 3.4.21.21
Q967X8 trypsin v X XI Panulirus argus
062561 trypsin v X XI Penaeus vannamei 3.4.21.4
062562 trypsin v X XI Penaeus vannamei 3.4.21.4
Q27761 trypsin v X XI Penaeus vannamei 3.4.21.4
Q7Z0G3 trypsin v X XI Phlebotomus papatasi
Q2M412 trypsin v X XI Phytophthora infestans
Q2F9N4 trypsin v X XI Pongo pygmaeus
Q2F9N5 trypsin v X XI Pongo pygmaeus
A15Y68 trypsin v X XI Psychromonas ingrahamii
A1ED51 trypsin v X XI Radix peregra
Q9JJI7 trypsin v X XI Rattus norvegicus 3.4.21.109
Q6VPU6 trypsin v X XI Sarcoptes scabiei
ATEMI6 trypsin v X XI Sclerotinia sclerotiorum
P35048 trypsin v X XI Simulium vittatum 3.4.21.4
Q8sQ44 trypsin I\ X XI Sus scrofa
Q816J9 trypsin v X XI Tenebrio molitor
Q4SUA1 trypsin I\ X XI Tetraodon nigroviridis
A4vsw4 trypsin v X X1 Trichoderma harzianum
Q6vV1Q1 trypsin v X XI Verticillium dahliae
ATK038 trypsin v X XI Vibrio antiquarius
ATK6I7 trypsin v X XI Vibrio antiquarius
A7MT30 trypsin v X XI Vibrio campbellii
Q9KSQ6 trypsin v X XI Vibrio cholerae
A6AY61 trypsin v X XI Vibrio parahaemolyticus
Q87P76 trypsin v X XI Vibrio parahaemolyticus
Q7MK56 trypsin v X XI Vibrio vulnificus
Q7ML92 trypsin v X XI Vibrio vulnificus
A51.636 trypsin v X XI Vibrionales bacterium
A2VD99 trypsin v X XI Xenopus laevis
Q6GNA2 trypsin v X XI Xenopus laevis
Q6GNK3 trypsin v X XI Xenopus laevis
QOV9B6 trypsin v X XI Xenopus tropicalis
Q28EV7 trypsin v X XI Xenopus tropicalis
Q171w2 trypsin v X XII Aedes aegypti
Q171IP8 trypsin v X XII Aedes aegypti
Q17IP9 trypsin v X XII Aedes aegypti
P35040 trypsin v X XII Anopheles gambiae 3.4.21.4
P91894 trypsin v X XII Arenicola marina
002570 trypsin v X XII Culex quinquefasciatus
Q5QBG5 trypsin v X XII Culicoides sonorensis
Q24091 trypsin v X XII Drosophila melanogaster
Q29QP6 trypsin v X XTI Drosophila melanogaster
Q8IPY7 trypsin v X XII Drosophila melanogaster 3.4.21.-
Q9VLF5 trypsin v X XII Drosophila melanogaster 3.4.21.-
Qows5U8 trypsin v X XII Drosophila melanogaster 3.4.21.-
Q29JR8 trypsin v X XII Drosophila pseudoobscura 3.4.21.-
Q9BQR3 trypsin v X XII Homo sapiens 3.4.21.-
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Q6QX59 trypsin v X XII Lepeophtheirus salmonis 3.4.21.4
Q5IY40 trypsin v X XII Mayetiola destructor
Q51Y43 trypsin v X XII Mayetiola destructor
Q51Y44 trypsin v X XII Mayetiola destructor
Q3UP47 trypsin v X XII Mus musculus
Q8BJR6 trypsin v X XII Mus musculus 3.4.21.-
P03953 trypsin v X XII Mus musculus 3.4.21.46
Q67550 trypsin v X XII Oikopleura dioica
Q8WR10 trypsin v X XII Paralithodes camtschaticus
A3EOP9 trypsin v X XII Penaeus monodon
A4GE68 trypsin v X XII Penaeus monodon
074696 trypsin v X XII Phaeosphaeria nodorum
A21I733 trypsin v X XII Portunus pelagicus
Q6IE60 trypsin v X XII Rattus norvegicus
Q6BEA2 trypsin I\ X XII Rattus norvegicus 3.4.21.-
Q9XYYO trypsin v X XII Rhyzopertha dominica
QoxYY1 trypsin v X XII Rhyzopertha dominica
096899 trypsin v X XII Scolopendra subspinipes
076519 trypsin v X XII Stomoxys calcitrans
Q82451 trypsin v X XII Streptomyces avermitilis
P80420 trypsin v X XII Streptomyces exfoliatus 3.4.21.-
Q54179 trypsin v X XII Streptomyces glaucescens 3.4.21.-
Q61698 trypsin v X XII Streptomyces griseus
Q6PPCO trypsin v X XII Streptomyces griseus
PO0775 trypsin v X XII Streptomyces griseus 3.4.21.4
Q9KRJ1 trypsin v X XII Vibrio cholerae
Q4KLE1 trypsin v X XII Xenopus laevis
Q640F8 trypsin v X XII Xenopus laevis
Q9DGR3 trypsin v X XII Xenopus laevis
A789G1 trypsin v XI v Nematostella vectensis
P98139 trypsin v XI v Oryctolagus cuniculus 3.4.21.21
Q8K3U6 trypsin v XI v Rattus norvegicus 3.4.21.21
Q19AZ7 trypsin v XI v Sus scrofa
Q16WL3 trypsin v XI X Aedes aegypti
Q17PV2 trypsin v XI X Aedes aegypti
QoNB91 trypsin v XI IX Agrotis ipsilon
Q7PIQ7 trypsin v XI X Anopheles gambiae
Q7PNR7 trypsin v XI X Anopheles gambiae
Q7Q530 trypsin v XI X Anopheles gambiae
Q9NATO trypsin v XI IX Anopheles gambiae
Q9NJS5 trypsin v XI X Anopheles gambiae
A115C6 trypsin v XI IX Bos taurus
Q05589 trypsin v XI X Bos taurus 3.4.21.73
Q23528 trypsin v XI IX Caenorhabditis elegans
Q6QNF4 trypsin v XI IX Canis familiaris 3.4.21.-
Q8QGV0 trypsin v XI IX Cyprinus carpio
AOJMD5 trypsin v XI IX Danio rerio
A1L2D9 trypsin v XI IX Danio rerio
A3KP18 trypsin v XI X Danio rerio
A5D6S2 trypsin v XI X Danio rerio
A8DZG9 trypsin v XI IX Danio rerio
Q08Cs9 trypsin v XI X Danio rerio
QOP416 trypsin v XI IX Danio rerio
Q1JQ29 trypsin v XI IX Danio rerio
Q1RLR1 trypsin v XI X Danio rerio
Q502D2 trypsin v XI IX Danio rerio
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Q8MRY3 trypsin v XI X Drosophila melanogaster
Q960G6 trypsin v XI X Drosophila melanogaster
Q9BI19 trypsin v XI X Drosophila melanogaster
QoU1I2 trypsin v XI IX Drosophila melanogaster
QoU1I3 trypsin v XI X Drosophila melanogaster
A17Z7M3 trypsin v XI IX Drosophila melanogaster 3.4.21.-
Q8IQB8 trypsin v XI X Drosophila melanogaster 3.4.21.-
QoVsuU2 trypsin v XI IX Drosophila melanogaster 3.4.21.-
Qow2C8 trypsin v XI X Drosophila melanogaster 3.4.21.-
P35004 trypsin v XI X Drosophila melanogaster 3.4.21.4
Q28XQ9 trypsin v XI X Drosophila pseudoobscura 3.4.21.-
Q28XRO trypsin v X1 X Drosophila pseudoobscura 3.4.21.-
QONBC9 trypsin v XI IX Glossina morsitans
QOP513 trypsin v XI X Homo sapiens
QOP514 trypsin v XI X Homo sapiens
QOXOF2 trypsin v XI IX Homo sapiens
Q5PY49 trypsin v XI X Homo sapiens
Q8IZzZ5 trypsin v XI IX Homo sapiens
Q96EF3 trypsin v XI IX Homo sapiens
060235 trypsin v XI X Homo sapiens 3.4.21.-
Q04756 trypsin v XI X Homo sapiens 3.4.21.-
Q4wW5P3 trypsin v XI X Homo sapiens 3.4.21.-
Q6ZMR5 trypsin v XI X Homo sapiens 3.4.21.-
Q6ZWK6 trypsin v XI IX Homo sapiens 3.4.21.-
Q9GZN4 trypsin v XI X Homo sapiens 3.4.21.-
Q9H3S3 trypsin v XI X Homo sapiens 3.4.21.-
Q9UL52 trypsin v XI X Homo sapiens 3.4.21.-
P05981 trypsin v XI X Homo sapiens 3.4.21.106
P00748 trypsin v XI X Homo sapiens 3.4.21.38
P00749 trypsin v XI X Homo sapiens 3.4.21.73
Q25082 trypsin v XI X Hypoderma lineatum
P35587 trypsin v XI X Hypoderma lineatum 3.4.21.-
P35044 trypsin v XI X Lucilia cuprina 3.4.21.4
Q800Y7 trypsin v XI X Meleagris gallopavo
A2RSLO trypsin v XI IX Mus musculus
QOVBAS8 trypsin v XI X Mus musculus
QOXOF1 trypsin v XI IX Mus musculus
Q3TDU8 trypsin v XI IX Mus musculus
Q3Uou6 trypsin v XI X Mus musculus
Q54533 trypsin v XI IX Mus musculus
Q7TMLO trypsin v XI X Mus musculus
Q8CDRO trypsin v XI X Mus musculus
Q8vVCs4 trypsin I\ XI IX Mus musculus
Q147T9 trypsin v XI IX Mus musculus 3.4.21.-
Q14C59 trypsin v XI IX Mus musculus 3.4.21.-
Q1JRP2 trypsin v XI IX Mus musculus 3.4.21.-
Q3UQ41 trypsin I\ XI IX Mus musculus 3.4.21.-
Q558248 trypsin v XI IX Mus musculus 3.4.21.-
Q8BHM9 trypsin v XI X Mus musculus 3.4.21.-
Q8BZ10 trypsin v XI X Mus musculus 3.4.21.-
Q9ER0O4 trypsin v XI IX Mus musculus 3.4.21.-
Q9R098 trypsin v XI X Mus musculus 3.4.21.-
035453 trypsin v XI X Mus musculus 3.4.21.106
Q80YC5 trypsin v XI X Mus musculus 3.4.21.38
P06869 trypsin v XI X Mus musculus 3.4.21.73
ATRP61 trypsin v XI IX Nematostella vectensis
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A78SS0 trypsin v XI X Nematostella vectensis
Q8MHY7 trypsin v XI X Oryctolagus cuniculus 3.4.21.73
P16227 trypsin v XI IX Papio cynocephalus 3.4.21.73
Q9Y1V3 trypsin v XI X Polyandrocarpa misakiensis
Q5R5ES trypsin v XI IX Pongo abelii 3.4.21.106
Q5RF29 trypsin v XI IX Pongo abelii 3.4.21.73
QOXOF0 trypsin v XI X Rattus norvegicus
Q3KR76 trypsin v XI IX Rattus norvegicus
Q5EBA7 trypsin v XI X Rattus norvegicus
Q8CJ16 trypsin v XI X Rattus norvegicus
Q8CJ17 trypsin v XI X Rattus norvegicus
Q5QSK2 trypsin v X1 X Rattus norvegicus 3.4.21.-
Q6IE14 trypsin v XI IX Rattus norvegicus 3.4.21.-
Q6IE15 trypsin v XI X Rattus norvegicus 3.4.21.-
Q8VHJI4 trypsin v XI IX Rattus norvegicus 3.4.21.-
Qo5511 trypsin v XI IX Rattus norvegicus 3.4.21.106
P29598 trypsin v XI X Rattus norvegicus 3.4.21.73
088781 trypsin v XI IX Rattus rattus
A4F927 trypsin v XI IX Saccharopolyspora erythraea
Q54137 trypsin v XI X Saccharopolyspora erythraea
P24664 trypsin v XI IX Saccharopolyspora erythraea 3.4.214
Q61695 trypsin v XI X Streptomyces griseus
P04185 trypsin v XI X Sus scrofa 3.4.21.73
Q4RG83 trypsin v XI IX Tetraodon nigroviridis
Q4RQD7 trypsin v XI X Tetraodon nigroviridis
Q8JIS1 trypsin I\ XI IX Triakis scyllium
Qo3711 trypsin v XI X Xenopus laevis
Q7ZTR2 trypsin v XI X Xenopus laevis
Q28DA4 trypsin v XI X Xenopus tropicalis
Q4v785 trypsin v XI X Xenopus tropicalis
Q5FVX1 trypsin v XI X Xenopus tropicalis
Q7PXG5 trypsin v XI VIII Anopheles gambiae
Q95VT4 trypsin v XI VIII Homarus americanus
Q16ID2 trypsin v XI XI Aedes aegypti
Q174G2 trypsin v XI XI Aedes aegypti
Q17HM6 trypsin v XI XI Aedes aegypti
Q7PZ84 trypsin v XI XI Anopheles gambiae
Q00344 trypsin v XI XI Cochliobolus carbonum
Q7RTY9 trypsin v XI XI Homo sapiens 3.4.21.-
A4UCN5 trypsin v XI XI Lutzomyia longipalpis
Q9U0G3 trypsin v XI XI Pacifastacus leniusculus
QouQIe trypsin v XI XI Phaeosphaeria nodorum
Q5I8R5 trypsin v XI XI Zoophthora radicans
QOIF78 trypsin v XI XII Aedes aegypti
QOIF79 trypsin v XI XII Aedes aegypti
QOIF80 trypsin v XI XII Aedes aegypti
QOIF81 trypsin v XI XII Aedes aegypti
QOIF84 trypsin v XI XII Aedes aegypti
QOIF85 trypsin v XI XII Aedes aegypti
Q161ID3 trypsin v XI XII Aedes aegypti
Q161ID4 trypsin v XI XII Aedes aegypti
Q16KW4 trypsin v XI XII Aedes aegypti
Q16PR8 trypsin v XI XII Aedes aegypti
Q16SA2 trypsin v XI XII Aedes aegypti
Q171L4 trypsin v XI XII Aedes aegypti

Q171w4 trypsin v XI XII Aedes aegypti
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Q176G7 trypsin v XI XII Aedes aegypti
Q17918 trypsin v XI XII Aedes aegypti
Q17919 trypsin v XI XII Aedes aegypti
Q17J66 trypsin v XI XII Aedes aegypti
Q17KI3 trypsin v XI XII Aedes aegypti
Q17PX9 trypsin v XI XII Aedes aegypti
Q17PYO trypsin v XI XII Aedes aegypti
QONB92 trypsin v XI XII Agrotis ipsilon
AONFQ3 trypsin v XI XII Anopheles gambiae
AONHTT7 trypsin v XI XII Anopheles gambiae
A7UVQ7 trypsin v XI XII Anopheles gambiae
Q17035 trypsin v XI XII Anopheles gambiae
Q7PQB3 trypsin v XI XII Anopheles gambiae
Q7PUB9 trypsin v XI XII Anopheles gambiae
Q7Q2Q8 trypsin v XI XII Anopheles gambiae
Q7Q344 trypsin v XI XII Anopheles gambiae
Q7Q554 trypsin v XI XII Anopheles gambiae
Q7QCv2 trypsin v XI XII Anopheles gambiae
Q7QGL1 trypsin v XI XTI Anopheles gambiae
Q7QIH5 trypsin v XI XII Anopheles gambiae
Q7QIM7 trypsin v XI XII Anopheles gambiae
Q7QJ48 trypsin v XI XII Anopheles gambiae
P35035 trypsin v XI XII Anopheles gambiae 3.4.21.4
P35036 trypsin v XI XII Anopheles gambiae 3.4.21.4
P35037 trypsin v XI XII Anopheles gambiae 3.4.21.4
P35038 trypsin v XI XII Anopheles gambiae 3.4.21.4
P35039 trypsin v XI XII Anopheles gambiae 3.4.21.4
P35041 trypsin v XI XII Anopheles gambiae 3.4.21.4
016133 trypsin v XI XII Anopheles stephensi
Q17086 trypsin v XI XII Anopheles stephensi
Q9GQO3 trypsin v XI XII Biomphalaria glabrata
A1KXI1 trypsin v XI XII Blomia tropicalis
Q81916 trypsin v XI XII Blomia tropicalis
Q1HPZ8 trypsin v XI XII Bombyx mori
Q45RGO trypsin v XI XTI Bombyx mori
Q589Y5 trypsin v XI XII Bombyx mori
Q8wWSJ2 trypsin I\ XI XII Bombyx mori
Q07943 trypsin v XI XII Bombyx mori 3.4.21.-
ATE330 trypsin v XI XII Bos taurus
Q08D90 trypsin v XI XII Bos taurus
QO8DUO trypsin v XI XII Bos taurus
Q32P14 trypsin v XI XII Bos taurus
QOIIH7 trypsin I\ XI XII Bos taurus 3.4.21.109
P98140 trypsin v XI XII Bos taurus 3.4.21.38
Q04962 trypsin v XI XII Cavia porcellus 3.4.21.38
Q9XY60 trypsin v XI XII Ctenocephalides felis
Q56GM3 trypsin v XI XII Culex pipiens
Q962G7 trypsin v XI XII Culex pipiens
002569 trypsin v XI XII Culex quinquefasciatus
AOJMD7 trypsin v XI XII Danio rerio
A2BGB9 trypsin v XI XII Danio rerio
A5PLB6 trypsin v XI XII Danio rerio
A1ABH5 trypsin v XI XII Danio rerio 3.4.21.109
A5PMYO trypsin v XI XII Danio rerio 3.4.21.109
Q1RLP8 trypsin v XI XII Danio rerio 3.4.21.109
P54624 trypsin v XI XII Drosophila erecta 3.4.21.4
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P54625 trypsin v XI XII Drosophila erecta 3.4.21.4
P54626 trypsin v XI XII Drosophila erecta 3.4.21.4
P54627 trypsin v XI XII Drosophila erecta 3.4.21.4
P54628 trypsin v XI XII Drosophila erecta 3.4.21.4
P54629 trypsin v XI XII Drosophila erecta 3.4.21.4
P54630 trypsin v XI XII Drosophila erecta 3.4.21.4
A0JQ46 trypsin v XI XII Drosophila melanogaster
ABE6I8 trypsin v XI XTI Drosophila melanogaster
Q24019 trypsin v XI XII Drosophila melanogaster
Q494H7 trypsin v XI XII Drosophila melanogaster
Q96015 trypsin v XI XII Drosophila melanogaster
Q9VZH2 trypsin v X1 XII Drosophila melanogaster 3.4.--; 3.4.21.-
Q7JPN9 trypsin v XI XII Drosophila melanogaster 3.4.21.-; 3.4.21.4
A1Z709 trypsin v XI XII Drosophila melanogaster 3.4.21.-
A17Z8J8 trypsin v XI XII Drosophila melanogaster 3.4.21.-
A17A64 trypsin v XI XII Drosophila melanogaster 3.4.21.-
P98159 trypsin v XI XII Drosophila melanogaster 3.4.21.-
QOE8E2 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Q4V3s6 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Q4v5J3 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Q7KVM3 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Q8IQ10 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Q8IREO trypsin v XI XII Drosophila melanogaster 3.4.21.-
Q8IRE2 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Q8IRR3 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Q9VAG3 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Qovv3s trypsin v XI XII Drosophila melanogaster 3.4.21.-
Qow453 trypsin v XI XII Drosophila melanogaster 3.4.21.-
Qow454 trypsin v XI XII Drosophila melanogaster 3.4.21.-
P04814 trypsin v XI XII Drosophila melanogaster 3.4.21.4
P35005 trypsin v XI XII Drosophila melanogaster 3.4.21.4
P42276 trypsin v XI XII Drosophila melanogaster 3.4.214
P42278 trypsin v XI XII Drosophila melanogaster 3.4.21.4
P42279 trypsin v XI XII Drosophila melanogaster 3.4.21.4
P42280 trypsin v XI XII Drosophila melanogaster 3.4.21.4
P52905 trypsin v XI XII Drosophila melanogaster 3.4.214
Q28XQ4 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q28Y20 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q28Y22 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q28Y23 trypsin 1Y XI XII Drosophila pseudoobscura 3.4.21.-
Q28Y24 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q28Y25 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q28Y26 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q28Y27 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q28Y91 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q28YJ3 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q29C14 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q29D77 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q29DRO trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q29EKO trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q29H51 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q29MC6 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
Q2MOF5 trypsin v XI XII Drosophila pseudoobscura 3.4.21.-
018600 trypsin v XI XII Drosophila virilis
018599 trypsin v XI XII Drosophila virilis 3.4.21.-
Q27328 trypsin v XI XII Eupolyphaga sinensis
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P15120 trypsin v XI XII Gallus gallus 3.4.21.73
Q0Q605 trypsin v XI XII Gryllus firmus
QOZBWO trypsin v XI XII Gryllus firmus
QOZBV9 trypsin v XI XII Gryllus pennsylvanicus
QO0ZBV8 trypsin v XI XII Gryllus veletis
Q6LAMO trypsin v XI XII Homo sapiens
A1L453 trypsin v XI XII Homo sapiens 3.4.21.-
Q16651 trypsin v XI XII Homo sapiens 3.4.21.-
Q86T26 trypsin v XI XII Homo sapiens 3.4.21.-
Q8IU80 trypsin v XI XII Homo sapiens 3.4.21.-
Q8NF86 trypsin v XI XII Homo sapiens 3.4.21.-
Q9NRR2 trypsin v X1 XII Homo sapiens 3.4.21.-
QoYeMo trypsin v XI XII Homo sapiens 3.4.21.-
P49862 trypsin v XI XII Homo sapiens 3.4.21.117
P05156 trypsin v XI XII Homo sapiens 3.4.21.45
Q25081 trypsin v XI XII Hypoderma lineatum
P35588 trypsin v XI XII Hypoderma lineatum 3.4.21.-
Q6WGR1 trypsin v XI XII Ictalurus punctatus
Q7ZT70 trypsin v XI XTI Lampetra japonica
A4UCN4 trypsin v XI XII Lutzomyia longipalpis
A8CW51 trypsin v XI XII Lutzomyia longipalpis
ABCW70 trypsin v XI XII Lutzomyia longipalpis
044330 trypsin v XI XII Manduca sexta
A5CG75 trypsin v XI XII Manduca sexta 3.4.21.1
Q5IS29 trypsin v XI XII Mayetiola destructor
Q5ISB8 trypsin v XI XII Mayetiola destructor
Q51Y42 trypsin v XI XII Mayetiola destructor
Q01136 trypsin v XI XII Metarhizium anisopliae
Qoys42 trypsin v XI XII Metarhizium anisopliae
Q3vV068 trypsin v XI XII Mus musculus
Q54AE4 trypsin v XI XII Mus musculus
Q80X17 trypsin v XI XII Mus musculus
Q80YD8 trypsin v XI XII Mus musculus
Q8BJV6 trypsin v XI XII Mus musculus
Q8R1A6 trypsin v XI XTI Mus musculus
Q99L44 trypsin v XI XII Mus musculus
Q402u7 trypsin v XI XII Mus musculus 3.4.21.-
Q80WM7 trypsin v XI XII Mus musculus 3.4.21.-
Q8VHK8 trypsin v XI XII Mus musculus 3.4.21.-
Q8VIF2 trypsin v XI XII Mus musculus 3.4.21.-
Q9D9MO trypsin v XI XII Mus musculus 3.4.21.-
Q9DBIO trypsin v XI XII Mus musculus 3.4.21.-
Q9ESD1 trypsin I\ XI XII Mus musculus 3.4.21.-
Q9JHJI7 trypsin v XI XII Mus musculus 3.4.21.-
QoqQuL7 trypsin v XI XII Mus musculus 3.4.21.-
Q61129 trypsin v XI XII Mus musculus 3.4.21.45
A7SZ55 trypsin v XI XII Nematostella vectensis
A7SZI9 trypsin v XI XII Nematostella vectensis
Q0ZP54 trypsin v XI XII Neodiprion abietis
Q6JPG5 trypsin v XI XII Neodiprion lecontei
Q6JKF3 trypsin v XI XII Neodiprion sertifer
Q50LG7 trypsin v XI XII Oryzias latipes 3.4.21.68
A4S4W9 trypsin v XI XII Ostreococcus lucimarinus
Q6R560 trypsin v XI XII Ostrinia nubilalis
Q4VsI1 trypsin v XI XII Pediculus humanus
Q4VSI2 trypsin v XI XII Pediculus humanus
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Q1MOX9 trypsin v XI XII Periplaneta americana
Q7Z0G1 trypsin v XI XII Phlebotomus papatasi
Q7Z0G2 trypsin v XI XTII Phlebotomus papatasi
Q5RBI2 trypsin I\ XI XII Pongo abelii
Q5RCT3 trypsin v XI XII Pongo abelii
Q5R5A4 trypsin v XI XII Pongo abelii 3.4.21.45
Q80Xz3 trypsin v XI XII Rattus norvegicus
Q80Z40 trypsin v XI XII Rattus norvegicus
Q9ES87 trypsin v XI XII Rattus norvegicus 3.4.21.-
QowUw3 trypsin v XI XII Rattus norvegicus 3.4.21.45
P32038 trypsin v XI XII Rattus norvegicus 3.4.21.46
A4FMT74 trypsin v X1 XII Saccharopolyspora erythraea
A4FM78 trypsin v XI XII Saccharopolyspora erythraea
P51588 trypsin v XI XII Sarcophaga bullata 3.4.21.4
Q4L1K1 trypsin v XI XII Sesamia nonagrioides 3.4.214
Q4L1L0 trypsin v XI XII Sesamia nonagrioides 3.4.214
Q4L1L1 trypsin v XI XII Sesamia nonagrioides 3.4.21.4
Q4L1L3 trypsin v XI XII Sesamia nonagrioides 3.4.21.4
076520 trypsin v XI XII Stomoxys calcitrans
Q82KGO trypsin v XI XII Streptomyces avermitilis
069997 trypsin v XI XIT Streptomyces coelicolor
Q54168 trypsin v XI XII Streptomyces fradiae
097507 trypsin v XI XII Sus scrofa 3.4.21.38
A1XG55 trypsin v XI XII Tenebrio molitor
A1XG56 trypsin v XI XII Tenebrio molitor
A1XGB7 trypsin v XI XII Tenebrio molitor
A1XG58 trypsin v XI XII Tenebrio molitor
Q4RHTO trypsin v XI XII Tetraodon nigroviridis
Q4S6B0 trypsin v XI XII Tetraodon nigroviridis
QATBY8 trypsin v XI XII Tetraodon nigroviridis
A1L3H8 trypsin v XI XII Xenopus laevis
042272 trypsin v XI XII Xenopus laevis
Q2VPPO trypsin v XI XII Xenopus laevis
Q5XK88 trypsin v XI XII Xenopus laevis
Q6IRA4L trypsin v XI XTI Xenopus laevis
Q7SY86 trypsin v XI XII Xenopus laevis
Q7TO0X2 trypsin v XI XII Xenopus laevis
Q9PVX7 trypsin v XI XII Xenopus laevis
Q63ZQ6 trypsin v XI XII Xenopus laevis 3.4.21.109
Q6GR54 trypsin v XI XII Xenopus laevis 3.4.21.109
Q9DGR1 trypsin v XI XII Xenopus laevis 3.4.21.109
Q6P7I9 trypsin v XI XII Xenopus laevis 3.4.21.68
Q28EBO trypsin v XI XII Xenopus tropicalis
Q566K9 trypsin v XI XII Xenopus tropicalis
Q6NVR7 trypsin v XI XII Xenopus tropicalis
Q5BKN3 trypsin v XI XII Xenopus tropicalis 3.4.21.68
Q1PAE8 trypsin v XI XII Zabrotes subfasciatus

Case study V: crotonases

After the filtering process, there remained 2,694 proteins in this SFLD [3] superfamily, all from the same
subgroup and distributed among twelve families. Table S2.5 lists the protein set, along with the SFLD
family labels and the clusters they were placed in by the proposed framework when considering twelve
clusters, as well as the source organisms and existing EC number annotations according to UniProt.



Table S2.5. List of proteins in the crotonase superfamily.

UniProt Family [3] Cluster Species EC Number
QB6FBAO 1,2-epoxyphenylacetyl-CoA isomerase VI Acinetobacter baylyi 4.2.1.17
DOSWC2 1,2-epoxyphenylacetyl-CoA isomerase VI Acinetobacter Iwoffii

C6WKZ3 1,2-epoxyphenylacetyl-CoA isomerase VI Actinosynnema mirum

I3Yw92 1,2-epoxyphenylacetyl-CoA isomerase VI Aequorivita sublithincola

F7UDG1 1,2-epoxyphenylacetyl-CoA isomerase VI Agrobacterium tumefaciens

B7DMV5 1,2-epoxyphenylacetyl-CoA isomerase VI Alicyclobacillus acidocaldarius

F8IEY7 1,2-epoxyphenylacetyl-CoA isomerase VI Alicyclobacillus acidocaldarius

G7ZHO9 1,2-epoxyphenylacetyl-CoA isomerase VI Azospirillum lipoferum 4.2.1.17
U5LIT9 1,2-epoxyphenylacetyl-CoA isomerase VI Bacillus infantis

I8AJU6 1,2-epoxyphenylacetyl-CoA isomerase VI Bacillus macauensis

D5DFP7 1,2-epoxyphenylacetyl-CoA isomerase VI Bacillus megaterium 4.2.1.17
D5DS24 1,2-epoxyphenylacetyl-CoA isomerase VI Bacillus megaterium 4.2.1.17
GOQMYO 1,2-epoxyphenylacetyl-CoA isomerase VI Bacillus smithii

F7QNF8 1,2-epoxyphenylacetyl-CoA isomerase VI Bradyrhizobiaceae bacterium 4.2.1.17
C0Z572 1,2-epoxyphenylacetyl-CoA isomerase VI Brevibacillus brevis 4.2.1.17
J2GIL8 1,2-epoxyphenylacetyl-CoA isomerase VI Brevibacillus sp.

J2HJIN2 1,2-epoxyphenylacetyl-CoA isomerase VI Brevibacillus sp.

F5L6I8 1,2-epoxyphenylacetyl-CoA isomerase VI Caldalkalibacillus thermarum

F5L9G6 1,2-epoxyphenylacetyl-CoA isomerase VI Caldalkalibacillus thermarum

Q3ABC8 1,2-epoxyphenylacetyl-CoA isomerase VI Carboxydothermus hydrog.

DOD2A1 1,2-epoxyphenylacetyl-CoA isomerase VI Citreicella sp. 4.2.1.17
A3U7D4 1,2-epoxyphenylacetyl-CoA isomerase VI Croceibacter atlanticus

H1S1RO 1,2-epoxyphenylacetyl-CoA isomerase VI Cupriavidus basilensis

F8GWU3 1,2-epoxyphenylacetyl-CoA isomerase VI Cupriavidus necator 4.2.1.17
GOEZZ9 1,2-epoxyphenylacetyl-CoA isomerase VI Cupriavidus necator 4.2.1.17
B3R7H1 1,2-epoxyphenylacetyl-CoA isomerase VI Cupriavidus taiwanensis 4.2.1.17
Q9RRI1 1,2-epoxyphenylacetyl-CoA isomerase VI Deinococcus radiodurans

F5SA74 1,2-epoxyphenylacetyl-CoA isomerase VI Desmospora sp. 4.2.1.55
F5SJL1 1,2-epoxyphenylacetyl-CoA isomerase VI Desmospora sp. 4.2.1.55
R4KEG6 1,2-epoxyphenylacetyl-CoA isomerase VI Desulfotomaculum gibsoniae

M8JZ97 1,2-epoxyphenylacetyl-CoA isomerase VI Escherichia coli 4.2.1.17
P77467 1,2-epoxyphenylacetyl-CoA isomerase VI Escherichia coli 5.3.3.18
B1YKP5 1,2-epoxyphenylacetyl-CoA isomerase VI Exiguobacterium sibiricum

Q26EY7 1,2-epoxyphenylacetyl-CoA isomerase VI Flavobacteria bacterium

ABUE13 1,2-epoxyphenylacetyl-CoA isomerase VI Flavobacteriales bacterium

F2IDT2 1,2-epoxyphenylacetyl-CoA isomerase VI Fluviicola taffensis 4.2.1.17
I2JMA4 1,2-epoxyphenylacetyl-CoA isomerase VI gamma proteobacterium 4.2.1.17
C1A789 1,2-epoxyphenylacetyl-CoA isomerase VI Gemmatimonas aurantiaca 4.2.1.17
F4AK31 1,2-epoxyphenylacetyl-CoA isomerase VI Glaciecola sp.

F7SMV1 1,2-epoxyphenylacetyl-CoA isomerase VI Halomonas sp. 4.2.1.17
D8ITH1 1,2-epoxyphenylacetyl-CoA isomerase VI Herbaspirillum seropedicae 4.2.1.17
J3DFHO 1,2-epoxyphenylacetyl-CoA isomerase VI Herbaspirillum sp.

Q28QE1 1,2-epoxyphenylacetyl-CoA isomerase VI Jannaschia sp. 4.2.1.17
A9DLU8 1,2-epoxyphenylacetyl-CoA isomerase VI Kordia algicida

D6TJD3 1,2-epoxyphenylacetyl-CoA isomerase VI Ktedonobacter racemifer

D5WUY1 1,2-epoxyphenylacetyl-CoA isomerase VI Kyrpidia tusciae

D5WXP5 1,2-epoxyphenylacetyl-CoA isomerase VI Kyrpidia tusciae

AONQQ8 1,2-epoxyphenylacetyl-CoA isomerase VI Labrenzia aggregata 4.2.1.17
BO9R4H9 1,2-epoxyphenylacetyl-CoA isomerase VI Labrenzia alexandrii 4.2.1.17
B8KT84 1,2-epoxyphenylacetyl-CoA isomerase VI Luminiphilus syltensis 4.2.1.17
A4TVC1 1,2-epoxyphenylacetyl-CoA isomerase VI Magnetospirillum gryph.

F2NK49 1,2-epoxyphenylacetyl-CoA isomerase VI Marinithermus hydrothermalis

E4PKIO 1,2-epoxyphenylacetyl-CoA isomerase VI Marinobacter adhaerens

M1FG40 1,2-epoxyphenylacetyl-CoA isomerase VI Marinobacter sp.

ABVZY1 1,2-epoxyphenylacetyl-CoA isomerase VI Marinomonas sp.

A3YFA9 1,2-epoxyphenylacetyl-CoA isomerase VI Marinomonas sp. 4.2.1.17
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A3VLM6 1,2-epoxyphenylacetyl-CoA isomerase VI Maritimibacter alkaliphilus
E4TP43 1,2-epoxyphenylacetyl-CoA isomerase VI Marivirga tractuosa
D3PSX3 1,2-epoxyphenylacetyl-CoA isomerase VI Meiothermus ruber
D7BFN7 1,2-epoxyphenylacetyl-CoA isomerase VI Meiothermus silvanus
B8IP48 1,2-epoxyphenylacetyl-CoA isomerase VI Methylobacterium nodulans
I4EQ52 1,2-epoxyphenylacetyl-CoA isomerase VI Modestobacter marinus 4.2.1.17
Q1QPQ2 1,2-epoxyphenylacetyl-CoA isomerase VI Nitrobacter hamburgensis 4.2.1.17
A4XEE6 1,2-epoxyphenylacetyl-CoA isomerase VI Novosphingobium aromat.
A3U2W9 1,2-epoxyphenylacetyl-CoA isomerase VI Oceanicola batsensis
Q2CG26 1,2-epoxyphenylacetyl-CoA isomerase VI Oceanicola granulosus
E4USE2 1,2-epoxyphenylacetyl-CoA isomerase VI Oceanithermus profundus 4.2.1.17
A1BBG6 1,2-epoxyphenylacetyl-CoA isomerase VI Paracoccus denitrificans 4.2.1.17
A5D469 1,2-epoxyphenylacetyl-CoA isomerase VI Pelotomaculum thermo.
B4RHO5 1,2-epoxyphenylacetyl-CoA isomerase VI Phenylobacterium zucineum
F2IYW5 1,2-epoxyphenylacetyl-CoA isomerase VI Polymorphum gilvum
J1FN53 1,2-epoxyphenylacetyl-CoA isomerase VI Pontibacter sp.
B2PUH6 1,2-epoxyphenylacetyl-CoA isomerase VI Providencia stuartii 4.2.1.17
Q1I9V3 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas entomophila 4.2.1.17
Q4KBZ7 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas fluorescens 4.2.1.17
F4DZ763 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas mendocina
B1J8Q5 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas putida

AOAOA7Q134 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas putida 4.2.1.17
J2RLF7 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas sp.
J2SN96 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas sp.
J2UTV7 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas sp.
J2YOE4 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas sp.
J2Y3K4 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas sp.
Q70IM8 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas sp.
I14MZX6 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas sp. 4.2.1.17
V7D5P6 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudomonas taiwanensis 4.2.1.17
F4CJE7 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudonocardia dioxanivorans
B6R3F3 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudovibrio sp.
G8PJN5 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudovibrio sp.
B6R4H5 1,2-epoxyphenylacetyl-CoA isomerase VI Pseudovibrio sp. 4.2.1.17
K4IFC9 1,2-epoxyphenylacetyl-CoA isomerase VI Psychroflexus torquis
H6Q8Z9 1,2-epoxyphenylacetyl-CoA isomerase VI Pyrobaculum oguniense 4.2.1.17
H6QDS6 1,2-epoxyphenylacetyl-CoA isomerase VI Pyrobaculum oguniense 4.2.1.17
R7XRI3 1,2-epoxyphenylacetyl-CoA isomerase VI Ralstonia sp.
G9A9N4 1,2-epoxyphenylacetyl-CoA isomerase VI Rhizobium fredii 4.2.1.17
J21554 1,2-epoxyphenylacetyl-CoA isomerase VI Rhizobium sp.
A3JSB9 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodobacteraceae bacterium
B6AVES 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodobacteraceae bacterium
BONSA6 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodobacteraceae bacterium
B6BER4 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodobacterales bacterium
B3QC39 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodopseudomonas palustris
E6VQ53 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodopseudomonas palustris
Q132F9 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodopseudomonas palustris 4.2.1.17
Q2ISP4 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodopseudomonas palustris 4.2.1.17
G2SH89 1,2-epoxyphenylacetyl-CoA isomerase VI Rhodothermus marinus
Q163X0 1,2-epoxyphenylacetyl-CoA isomerase VI Roseobacter denitrificans 4.2.1.-
A4EKF3 1,2-epoxyphenylacetyl-CoA isomerase VI Roseobacter sp.
A4AFRT6 1,2-epoxyphenylacetyl-CoA isomerase VI Roseobacter sp.
ABFRHS8 1,2-epoxyphenylacetyl-CoA isomerase VI Roseobacter sp.
B7RPS2 1,2-epoxyphenylacetyl-CoA isomerase VI Roseobacter sp.
A3VXFO 1,2-epoxyphenylacetyl-CoA isomerase VI Roseovarius sp.
Q5LS86 1,2-epoxyphenylacetyl-CoA isomerase VI Ruegeria pomeroyi
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B7QRR4 1,2-epoxyphenylacetyl-CoA isomerase VI Ruegeria sp.
Q1GHK3 1,2-epoxyphenylacetyl-CoA isomerase VI Ruegeria sp. 4.2.1.17
A3K6J2 1,2-epoxyphenylacetyl-CoA isomerase VI Sagittula stellata
JOY102 1,2-epoxyphenylacetyl-CoA isomerase VI Saprospira grandis
B1KMB2 1,2-epoxyphenylacetyl-CoA isomerase VI Shewanella woodyi
ABUH29 1,2-epoxyphenylacetyl-CoA isomerase VI Sinorhizobium medicae
D1C849 1,2-epoxyphenylacetyl-CoA isomerase VI Sphaerobacter thermophilus
D4Z8D4 1,2-epoxyphenylacetyl-CoA isomerase VI Sphingobium japonicum 4.2.1.17
AOAOA1YCZ5 1,2-epoxyphenylacetyl-CoA isomerase VI Sphingomonas sp.
Q1NAB7 1,2-epoxyphenylacetyl-CoA isomerase VI Sphingomonas sp.
A5V7U3 1,2-epoxyphenylacetyl-CoA isomerase VI Sphingomonas wittichii
B4V170 1,2-epoxyphenylacetyl-CoA isomerase VI Streptomyces sp.
F37981 1,2-epoxyphenylacetyl-CoA isomerase VI Streptomyces sp.
I2N5N3 1,2-epoxyphenylacetyl-CoA isomerase VI Streptomyces tsukubensis
F2RIH4 1,2-epoxyphenylacetyl-CoA isomerase VI Streptomyces venezuelae 4.2.1.17
G2GCA9 1,2-epoxyphenylacetyl-CoA isomerase VI Streptomyces zinciresistens
AOAO85BVI8 1,2-epoxyphenylacetyl-CoA isomerase VI Sulfitobacter sp.
A3swWQ9 1,2-epoxyphenylacetyl-CoA isomerase VI Sulfitobacter sp.
F8I2X6 1,2-epoxyphenylacetyl-CoA isomerase VI Sulfobacillus acidophilus
G8TUWS 1,2-epoxyphenylacetyl-CoA isomerase VI Sulfobacillus acidophilus 4.2.1.17
D7CKLO 1,2-epoxyphenylacetyl-CoA isomerase VI Syntrophothermus lipocalidus
B7A929 1,2-epoxyphenylacetyl-CoA isomerase VI Thermus aquaticus
E8PKD3 1,2-epoxyphenylacetyl-CoA isomerase VI Thermus scotoductus
G8NBI4 1,2-epoxyphenylacetyl-CoA isomerase VI Thermus sp.
F6DHT4 1,2-epoxyphenylacetyl-CoA isomerase VI Thermus thermophilus
Q5SLK3 1,2-epoxyphenylacetyl-CoA isomerase VI Thermus thermophilus
Q9F1Q4 1,2-epoxyphenylacetyl-CoA isomerase VI Thermus thermophilus
EOXRE3 1,2-epoxyphenylacetyl-CoA isomerase VI uncultured Sphingobacteriales
ABERY9 1,2-epoxyphenylacetyl-CoA isomerase VI unidentified eubacterium
AOAO77QNI6  1,2-epoxyphenylacetyl-CoA isomerase VI Xenorhabdus bovienii 4.2.1.17
D3VFX8 1,2-epoxyphenylacetyl-CoA isomerase VI Xenorhabdus nematophila 4.2.1.17
DSFZI1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII [Oscillatoria] sp. 4.1.3.36
AOA098BF11  1,4-dihydroxy-2-napthoyl-CoA synthase VIII
B0C9S2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Acaryochloris marina 4.1.3.36
CTRVD9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Accumulibacter phosphatis 4.1.3.36
C7M2I0 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Acidimicrobium ferrooxidans 4.1.3.36
ESKKC9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Actinobacillus ureae 4.1.3.36
C6WND4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Actinosynnema mirum 4.1.3.36
A4S524 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Aeromonas salmonicida 4.1.3.36
B2UMY4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Akkermansia muciniphila 4.1.3.36
B7DN46 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Alicyclobacillus acidocaldarius 4.1.3.36
B6EJ58 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Aliivibrio salmonicida 4.1.3.36
D3RPJ2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Allochromatium vinosum 4.1.3.36
GOFP35 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Amycolatopsis mediterranei
Q8GYN9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Arabidopsis thaliana 4.1.3.36
D2U4H4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Arsenophonus nasoniae 4.1.3.36
D3EP98 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Atelocyanobacterium thalassa 4.1.3.36
R8PZP1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bacillus cereus 4.1.3.36
G2TN69 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bacillus coagulans 4.1.3.36
AecM77 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bacillus sp. 4.1.3.36
L8AIK2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bacillus subtilis 4.1.3.36
P23966 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bacillus subtilis 4.1.3.36
SOFA35 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bacteroides coprophilus 4.1.3.36
A0A081U6L2  1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bacteroides fragilis 4.1.3.36
AOA069SUA8  1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bacteroides vulgatus 4.1.3.36
Q6MHP8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Bdellovibrio bacteriovorus 4.1.3.36
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D0J9G2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Blattabacterium sp. 4.1.3.36
DOJAVO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Blattabacterium sp. 4.1.3.36
D4YM10 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Brevibacterium mcbrellneri 4.1.3.36
DIY4W2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Burkholderiales bacterium 4.1.3.36
C2M608 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Capnocytophaga gingivalis 4.1.3.36
CTM712 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Capnocytophaga ochracea 4.1.3.36
FORC85 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cellulophaga lytica 4.1.3.36
A8I2wW2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlamydomonas reinhardtii 4.1.3.36
B3QKZ3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlorobaculum parvum 4.1.3.36
Q3APV5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlorobium chlorochromatii 4.1.3.36
QOYUC9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlorobium ferrooxidans 4.1.3.36
B3EG70 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlorobium limicola 4.1.3.36
Q3B615 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlorobium luteolum 4.1.3.36
A1BI76 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlorobium phaeobacteroides 4.1.3.36
B3EMZ7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlorobium phaeobacteroides 4.1.3.36
A43D57 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chlorobium phaeovibrioides 4.1.3.36
B8G7B5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chloroflexus aggregans 4.1.3.36
B3QUUO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chloroherpeton thalassium 4.1.3.36

A0A086F6A9  1,4-dihydroxy-2-napthoyl-CoA synthase VIII Chryseobacterium sp. 4.1.3.36
A5CNG4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Clavibacter michiganensis 4.1.3.36
D3FOC7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Conexibacter woesei 4.1.3.36
DBEQA7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Coraliomargarita akajimensis 4.1.3.36

AOAOF5DE12  1,4-dihydroxy-2-napthoyl-CoA synthase VIII Corynebacterium diphtheriae 4.1.3.36
D7WB20 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Corynebacterium genitalium 4.1.3.36
C2GGES8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Corynebacterium glucuronolyticum  4.1.3.36
COXUH3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Corynebacterium lipophiloflavum 4.1.3.36
CTMLC8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cryptobacterium curtum 4.1.3.36
E5GBI7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cucumis melo
Q85G05 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cyanidioschyzon merolae
Q9TM10 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cyanidium caldarium 4.1.3.36
B5IKY9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cyanobium sp. 4.1.3.36
B7K9T2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cyanothece sp. 4.1.3.36
B8HLB4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cyanothece sp. 4.1.3.36
D4THD9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cylindrospermopsis raciborskii 4.1.3.36
Q11TV1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Cytophaga hutchinsonii 4.1.3.36
Q47FL7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Dechloromonas aromatica 4.1.3.36
B8FA10 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Desulfatibacillum alkenivorans 4.1.3.36
Q25013 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Desulfitobacterium hafniense 4.1.3.36
Q6ARP4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Desulfotalea psychrophila 4.1.3.36
C6W5A5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Dyadobacter fermentans 4.1.3.36
D4F7N9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Edwardsiella tarda 4.1.3.36
C7CWWO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Enterococcus faecalis 4.1.3.36
T2NLM6 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Enterococcus faecium 4.1.3.36
D8MUS4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Erwinia billingiae 4.1.3.36
B1YK25 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Exiguobacterium sibiricum 4.1.3.36
C4L319 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Exiguobacterium sp. 4.1.3.36
COBKA2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Flavobacteria bacterium 4.1.3.36
COBNYO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Flavobacteria bacterium 4.1.3.36
Q26CL1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Flavobacteria bacterium 4.1.3.36
C6X650 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Flavobacteriaceae bacterium 4.1.3.36
B2XXS5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Galdieria maxima
A41S12 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Geobacillus thermodenitrificans 4.1.3.36
D2S516 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Geodermatophilus obscurus 4.1.3.36
C6TES7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Glycine max
AOM340 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Gramella forsetii 4.1.3.36
DOIBXO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Grimontia hollisae 4.1.3.36
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E7QWV2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Haladaptatus paucihalophilus 4.1.3.36
D8J2U6 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Halalkalicoccus jeotgali 4.1.3.36
DOLQC4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Haliangium ochraceum 4.1.3.36
E1X4E5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Halobacteriovorax marinus 4.1.3.36
BOR4UO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Halobacterium salinarum 4.1.3.36
Q18J10 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Haloquadratum walsbyi 4.1.3.36
C7TNRES 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Halorhabdus utahensis 4.1.3.36
A1WW43 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Halorhodospira halophila 4.1.3.36
BILR73 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Halorubrum lacusprofundi 4.1.3.36
D2RS84 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Haloterrigena turkmenica 4.1.3.36
D2PTD2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Kribbella flavida 4.1.3.36
D6TMO0 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Ktedonobacter racemifer 4.1.3.36
M5AACO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Lactobacillus brevis 4.1.3.36
Q9CHK2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Lactococcus lactis 4.1.3.36
Q1MQ66 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Lawsonia intracellularis 4.1.3.36
E4RRY1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Leadbetterella byssophila 4.1.3.36
A3XN30 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Leeuwenhoekiella blandensis 4.1.3.36
QB6AHCT7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Leifsonia xyli 4.1.3.36
Q040D4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Leuconostoc mesenteroides 4.1.3.36

AOAOEOUWGO  1,4-dihydroxy-2-napthoyl-CoA synthase VIII Listeria monocytogenes 4.1.3.36
B9E7P4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Macrococcus caseolyticus 4.1.3.36
E4TR92 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Marivirga tractuosa 4.1.3.36
E8NG45 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Microbacterium testaceum 4.1.3.36
L8NZ07 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Microcystis aeruginosa 4.1.3.36
C4RCB5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Micromonospora sp. 4.1.3.36
A1ZNM5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Microscilla marina 4.1.3.36
AGFHUS 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Moritella sp. 4.1.3.36
X8BBEO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Mycobacterium avium 4.1.3.36
E6TCO8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Mycobacterium gilvum 4.1.3.36
AOQRD3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Mycobacterium smegmatis 4.1.3.36
A1UAV7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Mycobacterium sp. 4.1.3.36
POWNP4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Mycobacterium tuberculosis 4.1.3.36
Q1D7L6 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Myxococcus xanthus 4.1.3.36
Q3IQY8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Natronomonas pharaonis 4.1.3.36
Q5YPA1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Nocardia farcinica 4.1.3.36
A1SDB8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Nocardioides sp. 4.1.3.36
D7AXT2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Nocardiopsis dassonvillei 4.1.3.36
Q8ENZ6 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Oceanobacillus iheyensis 4.1.3.36
R6FOF1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Odoribacter splanchnicus 4.1.3.36
AONLC7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Oenococcus oeni 4.1.3.36
QO04H13 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Oenococcus oeni 4.1.3.36
B1ZZJ3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Opitutus terrae 4.1.3.36
Q8LR33 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Oryza sativa
E1IFG5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Oscillochloris trichoides 4.1.3.36
A4RST3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Ostreococcus lucimarinus
E4TAN4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Paludibacter propionicigenes 4.1.3.36
QOCLV5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Pasteurella multocida 4.1.3.36
B1X586 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Paulinella chromatophora
B4SEU5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Pelodictyon phaeoclathratiforme 4.1.3.36
T4BPSO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Peptoclostridium difficile 4.1.3.36
L7NKA3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Photobacterium damsela 4.1.3.36
Q7N2K5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Photorhabdus luminescens 4.1.3.36
A9T6M9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Physcomitrella patens
BSLPA3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Picea sitchensis
E7TREO8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Planococcus donghaensis 4.1.3.36
Q7MUJO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Porphyromonas gingivalis 4.1.3.36
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AOA096B1B6  1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prevotella amnii 4.1.3.36
D1PXD3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prevotella bergensis 4.1.3.36
D8DW88 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prevotella bryantii 4.1.3.36
E1KRQ8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prevotella disiens 4.1.3.36
EONVSO0 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prevotella marshii 4.1.3.36
FOF9H3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prevotella multiformis 4.1.3.36
D5ETM5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prevotella ruminicola 4.1.3.36
D3I9K4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prevotella sp. 4.1.3.36
A2BQ89 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prochlorococcus marinus 4.1.3.36
A2C166 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prochlorococcus marinus 4.1.3.36
A2CAW3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prochlorococcus marinus 4.1.3.36
A9BAW1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prochlorococcus marinus 4.1.3.36
Q7vV276 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prochlorococcus marinus 4.1.3.36
Q7VBN9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prochlorococcus marinus 4.1.3.36
B4S4J6 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Prosthecochloris aestuarii 4.1.3.36
COAV89 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Proteus penneri 4.1.3.36
Q6MCB1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Protochlamydia amoebophila 4.1.3.36
B2Q045 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Providencia stuartii 4.1.3.36
K4IM85 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Psychroflexus torquis 4.1.3.36
A1SRVO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Psychromonas ingrahamii 4.1.3.36
M4UAJ9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Psychromonas sp. 4.1.3.36
A9WRZ3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Renibacterium salmoninarum 4.1.3.36
Q2PQY7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Rhodococcus sp. 4.1.3.36
G2SJI3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Rhodothermus marinus 4.1.3.36
BI9SH93 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Ricinus communis 4.1.3.36
A4CL94 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Robiginitalea biformata 4.1.3.36
A5UPB4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Roseiflexus sp. 4.1.3.36
Q1AS24 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Rubrobacter xylanophilus 4.1.3.36
CTMTC1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Saccharomonospora viridis 4.1.3.36
AAFPV2 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Saccharopolyspora erythraea 4.1.3.36
Q2RYX3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Salinibacter ruber 4.1.3.36
Q7CQ56 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Salmonella typhimurium 4.1.3.36
D6ZD00 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Segniliparus rotundus 4.1.3.36
D8RDJ4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Selaginella moellendorffii
A9DFZ8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Shewanella benthica 4.1.3.36
BOTQD3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Shewanella halifaxensis 4.1.3.36
C7N2V4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Slackia heliotrinireducens 4.1.3.36
A9FX24 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Sorangium cellulosum 4.1.3.36
D1C9C9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Sphaerobacter thermophilus 4.1.3.36
D2QQUs 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Spirosoma linguale 4.1.3.36
Q5HQC3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Staphylococcus epidermidis 4.1.3.36
E8SET6 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Staphylococcus pseudintermedius 4.1.3.36
DOVJ75 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Streptomyces sp. 4.1.3.36
D2B2R3 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Streptosporangium roseum 4.1.3.36
ESLJ74 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Succinatimonas hippei 4.1.3.36
S3BG77 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Sutterella wadsworthensis 4.1.3.36
Q31QP0O 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus elongatus 4.1.3.36
A371C0 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
A3Z730 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
A4CU15 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
A5GT35 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
B4WNU9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
QO5TR5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
QOI9ZO0 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
Q2JNU9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
Q3AVF7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
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Q6Q301 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
Q7U7I4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Synechococcus sp. 4.1.3.36
Q2LXE4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Syntrophus aciditrophicus 4.1.3.36
C5BMH5 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Teredinibacter turnerae 4.1.3.36
E6SH67 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Thermaerobacter marianensis 4.1.3.36
K6QFO7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Thermaerobacter subterraneus 4.1.3.36
D1CBH4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Thermobaculum terrenum 4.1.3.36
Q47Q22 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Thermobifida fusca 4.1.3.36
D6YB60 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Thermobispora bispora 4.1.3.36
BIL3EO 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Thermomicrobium roseum 4.1.3.36
D1A3R4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Thermomonospora curvata 4.1.3.36
Q8DG66 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Thermosynechococcus elongatus 4.1.3.36
C4L9G1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Tolumonas auensis 4.1.3.36
Q10XC8 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Trichodesmium erythraeum 4.1.3.36
Q83GX0 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Tropheryma whipplei 4.1.3.36
D6KR42 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Veillonella sp. 4.1.3.36
B5JFX6 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Verrucomicrobiae bacterium 4.1.3.36
Q7MMF4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Vibrio vulnificus 4.1.3.36
A5B5A4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Vitis vinifera
D8U3P9 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Volvox carteri
F8LDJ4 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Waddlia chondrophila 4.1.3.36
FOPOX7 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Weeksella virosa 4.1.3.36
C5R9D0O 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Weissella paramesenteroides 4.1.3.36
COHEB1 1,4-dihydroxy-2-napthoyl-CoA synthase VIII Zea mays
Q6FBZ0 crotonobetainyl-CoA hydratase X Acinetobacter baylyi 4.2.1.-
Q2KX73 crotonobetainyl-CoA hydratase X Bordetella avium 4.2.1.-
KOMFA7 crotonobetainyl-CoA hydratase X Bordetella parapertussis 4.2.1.-
ABALR7 crotonobetainyl-CoA hydratase X Citrobacter koseri 4.2.1.149
C5B8Q7 crotonobetainyl-CoA hydratase X Edwardsiella ictaluri 4.2.1.-
DOZCF6 crotonobetainyl-CoA hydratase X Edwardsiella tarda
D4F8P2 crotonobetainyl-CoA hydratase X Edwardsiella tarda
E3G9M6 crotonobetainyl-CoA hydratase X Enterobacter lignolyticus 4.2.1.149
E5YL73 crotonobetainyl-CoA hydratase X Enterobacteriaceae bacterium
P31551 crotonobetainyl-CoA hydratase X Escherichia coli 4.2.1.149
U9YND2 crotonobetainyl-CoA hydratase X Escherichia coli 4.2.1.149
B7LWM7 crotonobetainyl-CoA hydratase X Escherichia fergusonii 4.2.1.149
AONVW9 crotonobetainyl-CoA hydratase X Labrenzia aggregata 4.2.1.-
A3V8ES crotonobetainyl-CoA hydratase X Loktanella vestfoldensis 4.2.1.-
A3JC02 crotonobetainyl-CoA hydratase X Marinobacter sp. 4.2.1.-
A3JC03 crotonobetainyl-CoA hydratase X Marinobacter sp. 4.2.1.-
V7K4P8 crotonobetainyl-CoA hydratase X Mycobacterium avium 4.2.1.17
V7L868 crotonobetainyl-CoA hydratase X Mycobacterium avium 4.2.1.17
V7P8P2 crotonobetainyl-CoA hydratase X Mycobacterium avium 4.2.1.17
X8CRT1 crotonobetainyl-CoA hydratase X Mycobacterium intracellulare 4.2.1.-
L7UYP3 crotonobetainyl-CoA hydratase X Mycobacterium liflandii 4.2.1.17
B2HMZ1 crotonobetainyl-CoA hydratase X Mycobacterium marinum
Q73WL5 crotonobetainyl-CoA hydratase X Mycobacterium paratuberculosis

AOAODBHQM5  crotonobetainyl-CoA hydratase X Mycobacterium smegmatis 4.2.1.-;4.2.1.17
AOAOD6IWIO  crotonobetainyl-CoA hydratase X Mycobacterium smegmatis 4.2.1.-;4.2.1.17
AOQRL1 crotonobetainyl-CoA hydratase X Mycobacterium smegmatis 4.2.1.-;4.2.1.17
C2LLR4 crotonobetainyl-CoA hydratase X Proteus mirabilis 4.2.1.-
B4EY26 crotonobetainyl-CoA hydratase X Proteus mirabilis 4.2.1.149
D4C1C5 crotonobetainyl-CoA hydratase X Providencia rettgeri 4.2.1.-
Q98CRO crotonobetainyl-CoA hydratase X Rhizobium loti 4.2.1.17
A3JUT7 crotonobetainyl-CoA hydratase X Rhodobacteraceae bacterium 4.2.1.-
QORW28 crotonobetainyl-CoA hydratase X Rhodococcus jostii
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A3X727 crotonobetainyl-CoA hydratase X Roseobacter sp. 4.2.1.-
A4ET59 crotonobetainyl-CoA hydratase X Roseobacter sp. 4.2.1.-
A3SRC2 crotonobetainyl-CoA hydratase X Roseovarius nubinhibens 4.2.1.-
A3VZI4 crotonobetainyl-CoA hydratase X Roseovarius sp. 4.2.1.-
Q5LKU4 crotonobetainyl-CoA hydratase X Ruegeria pomeroyi
Q5LPZ0 crotonobetainyl-CoA hydratase X Ruegeria pomeroyi
A3K4X5 crotonobetainyl-CoA hydratase X Sagittula stellata 4.2.1.-
A9MR28 crotonobetainyl-CoA hydratase X Salmonella arizonae 4.2.1.149
B4TIGY crotonobetainyl-CoA hydratase X Salmonella heidelberg 4.2.1.149
B4T6J5 crotonobetainyl-CoA hydratase X Salmonella newport 4.2.1.149
Q8Z9L5 crotonobetainyl-CoA hydratase X Salmonella typhi 4.2.1.149
BOTNP7 crotonobetainyl-CoA hydratase X Shewanella halifaxensis
A3QGEO crotonobetainyl-CoA hydratase X Shewanella loihica 4.2.1.17
A8HIV7 crotonobetainyl-CoA hydratase X Shewanella pealeana
E2XD12 crotonobetainyl-CoA hydratase X Shigella dysenteriae 4.2.1.149
C7RQ76 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Accumulibacter phosphatis
A1TS40 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Acidovorax citrulli
074188 delta(3,5) delta(2,4)-dienoyl-CoA isomerase VII Agaricus bisporus
ABRGX5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Ajellomyces capsulatus
CONZL5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Ajellomyces capsulatus
C5GRI5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Ajellomyces dermatitidis
QOVTC4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Alcanivorax borkumensis 4.2.1.17
F2G639 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Alteromonas mediterranea
D7MP94 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Arabidopsis lyrata
D4AX01 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Arthroderma benhamiae
F1L460 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Ascaris suum
A1CLF2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Aspergillus clavatus
B8NXX1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Aspergillus flavus
A2QTG8 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Aspergillus niger 4.2.1.-
I8A5SWT delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Aspergillus oryzae
Q2TYE1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Aspergillus oryzae
Q0CS22 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Aspergillus terreus
Q1N3HO delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Bermanella marisrubri
Q3T172 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Bos taurus
G2XUK2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Botryotinia fuckeliana
C3YGP8 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Branchiostoma floridae
A8XW28 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Caenorhabditis briggsae
Q20959 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Caenorhabditis elegans
Q9TYL2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Caenorhabditis elegans
E3MOX1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase Vi1 Caenorhabditis remanei
E3M4F7 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Caenorhabditis remanei
C1BNM4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Caligus rogercresseyi
D5VNY5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Caulobacter segnis
BOT486 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Caulobacter sp.

Q2HGD6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Chaetomium globosum

E1ZQF9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Chlorella variabilis

Q7NV60 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Chromobacterium violaceum 4.2.1.17
AOAOE1RXB2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Coccidioides immitis

C5PE65 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Coccidioides posadasii 5.3.3.-

E3QDX9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Colletotrichum graminicola

B7X4HO delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Comamonas testosteroni

A4ATR5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Congregibacter litoralis 4.2.1.17

ABNLES6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Coprinopsis cinerea

BOW6D4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Culex quinquefasciatus

Q1LBV5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Cupriavidus metallidurans 4.2.1.17

CcoysM4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Curvibacter putative 4.2.1.17
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A8KBX4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Danio rerio
Q5XJP4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Danio rerio
E9H131 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Daphnia pulex
Q47AT2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Dechloromonas aromatica
E1QIP3 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Desulfarculus baarsii
B8FEK9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Desulfatibacillum alkenivorans
BBFHR6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Desulfatibacillum alkenivorans
€oQD39 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Desulfobacterium autotrophicum 4.2.1.17
A9A0B6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Desulfococcus oleovorans
FOZT90 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Dictyostelium purpureum
B3MQI8 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Drosophila ananassae
B4JK95 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Drosophila grimshawi
B4L7X6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Drosophila mojavensis
B4GV21 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Drosophila persimilis
B4M9X9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase Vi1 Drosophila virilis
B4NE83 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Drosophila willistoni
D7FJQ4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Ectocarpus siliculosus
Q5BAA1L delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Emericella nidulans
F6S8M6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Equus caballus
QORGH4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Frankia alni 4.2.1.17
A8KXJO delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Frankia sp.
B8KHC6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII gamma proteobacterium
Q1YQ17 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII gamma proteobacterium 4.2.1.17
AOAO16PNJ1  delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Gibberella zeae
D3TS20 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Glossina morsitans
C6THO1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Glycine max
DOL8W4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Gordonia bronchialis
F1YP26 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Gordonia neofelifaecis 4.2.1.17
FOXSM4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Grosmannia clavigera
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Q2SLF3 delta -delta -dienoyl-CoA isomerase VII Habhella chejuensis
E2C9X1 delta -delta -dienoyl-CoA isomerase VII Harpegnathos saltator
Q13011 delta -delta -dienoyl-CoA isomerase VII Homo sapiens 5.3.3.-
F2DRP8 delta -delta -dienoyl-CoA isomerase VII Hordeum vulgare
AOA059G039  delta -delta -dienoyl-CoA isomerase VII Hyphomonas hirschiana
B7QNUO delta -delta -dienoyl-CoA isomerase VII Ixodes scapularis 4.2.1.17
€1D8Q1 delta -delta -dienoyl-CoA isomerase VII Laribacter hongkongensis 4.2.1.17
A4HIG6 delta -delta -dienoyl-CoA isomerase VII Leishmania braziliensis 4.2.1.17
A4HXT3 delta -delta -dienoyl-CoA isomerase VII Leishmania infantum 4.2.1.17
C1BS93 delta -delta -dienoyl-CoA isomerase VII Lepeophtheirus salmonis
E4ZQP3 delta -delta -dienoyl-CoA isomerase VII Leptosphaeria maculans
BOSPS5 delta -delta -dienoyl-CoA isomerase VII Leptospira biflexa 4.2.1.17
M6C1Z2 delta -delta -dienoyl-CoA isomerase VII Leptospira borgpetersenii
M31948 delta -delta -dienoyl-CoA isomerase VII Leptospira interrogans
Q72pP47 delta -delta -dienoyl-CoA isomerase VII Leptospira interrogans
E1G1M5 delta -delta -dienoyl-CoA isomerase VII Loa loa
B8KXT1 delta -delta -dienoyl-CoA isomerase VII Luminiphilus syltensis
G7PXH6 delta -delta -dienoyl-CoA isomerase VII Macaca fascicularis
GT7NNJ2 delta -delta -dienoyl-CoA isomerase VII Macaca mulatta
AOYFK8 delta -delta -dienoyl-CoA isomerase VII marine gamma
A0ZTZ7 delta -delta -dienoyl-CoA isomerase VII marine gamma
A0Z644 delta -delta -dienoyl-CoA isomerase VII marine gamma 4.2.1.17
E4PR93 delta -delta -dienoyl-CoA isomerase VII Marinobacter adhaerens
U7NWE2 delta -delta -dienoyl-CoA isomerase VII Marinobacter sp.
A3YTR6 delta -delta -dienoyl-CoA isomerase VII Marinomonas sp.
E4TLL5 delta -delta -dienoyl-CoA isomerase VII Marivirga tractuosa
AOAOA1UWK1 delta -delta -dienoyl-CoA isomerase VII Metarhizium robertsii
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Table S2.5. (continuation)

UniProt  Family [3] Cluster Species EC Number
C1MR88 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Micromonas pusilla
C1E0G4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Micromonas sp.
A1ZQ27 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Microscilla marina 5.3.3.-
A6F7ET7 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Moritella sp. 4.2.1.17
V7K5W9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium avium 4.2.1.17
X8E491 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium chelonae
AATEB6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium gilvum
E6TLI6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium gilvum
Q9CD94 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium leprae
B2HLK1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium marinum
D5P984 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium parascrofulaceum 4.2.1.17
AOR5YO delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium smegmatis 5.3.3.-; 4.2.1.17
A1UN55 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium sp.

AOAOE8B8A5  delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium tuberculosis 4.2.1.17
L7N577 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium tuberculosis 4.2.1.17
A1TGS8 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Mycobacterium vanbaalenii
Q1D045 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Myxococcus xanthus
D2VM20 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Naegleria gruberi
C7YRY3 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Nectria haematococca
A7SDI6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Nematostella vectensis
A1D5W9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Neosartorya fischeri
Q4WYW7 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Neosartorya fumigata
Q2BQR2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Neptuniibacter caesariensis
Q5Z2w6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Nocardia farcinica
A3UJs8 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Oceanicaulis sp.

E4Y2J1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase viI Oikopleura dioica

Q8RUL6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Oryza sativa

C1BJW1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Osmerus mordax

A4S066 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Ostreococcus lucimarinus
QO15E7 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Ostreococcus tauri

COSHD2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Paracoccidioides brasiliensis
C1GGIS8 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Paracoccidioides brasiliensis
C1GX33 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Paracoccidioides lutzii

AOCCL1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Paramecium tetraurelia

AODTH6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Paramecium tetraurelia

AOE1C1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Paramecium tetraurelia

EOVFP2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pediculus humanus 4.2.1.17
B6H316 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Penicillium rubens

B7G2J4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Phaeodactylum tricornutum 5.3.3.-
QOUP31 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Phaeosphaeria nodorum

B4RB92 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Phenylobacterium zucineum
A9SW38 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Physcomitrella patens

DOMQDO delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Phytophthora infestans

A9NUY4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Picea sitchensis

B2B4P9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Podospora anserina

BIGMQO delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Populus trichocarpa

Q15w42 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudoalteromonas atlantica
B9Z0U2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudogulbenkiania ferrooxidans

A0A086BY32  delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas aeruginosa
F3DED8 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas amygdali 4.2.1.17
F2ZMI3 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas coronafaciens 4.2.1.17

AOAOC2A5A8  delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas fluorescens
Q4KBL1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas fluorescens
C3KAY4 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas fluorescens 4.2.1.17
E2XRF2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas fluorescens 4.2.1.17
A4xU14 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas mendocina
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Table S2.5. (continuation)

UniProt  Family [3] Cluster Species EC Number

AOAOATPPE3  delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas putida

BOKMR6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas putida

B1J6H5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas putida

S6L7R6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas stutzeri 4.2.1.17
A0A099SYW3  delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas syringae

Q4ZTN1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas syringae

Q882B0 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pseudomonas syringae

E3RHH5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Pyrenophora teres

Q62651 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Rattus norvegicus 5.3.3.-

E4WCN7 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Rhodococcus equi

E9T279 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Rhodococcus equi

QOS8F2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Rhodococcus jostii

C1BA52 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Rhodococcus opacus 5.3.3.-
A0A069JCS6  delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Rhodococcus gingshengii 4.2.1.17

Q21X87 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase Vi1 Rhodoferax ferrireducens

B9RMI3 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Ricinus communis 4.2.1.17

C7MXJ2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Saccharomonospora viridis

D8QBO2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Schizophyllum commune

ATE6I3 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Sclerotinia sclerotiorum

D8S1K9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Selaginella moellendorffii

D8T948 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Selaginella moellendorffii

Q082C3 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Shewanella frigidimarina

F7W4P6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Sordaria macrospora

C5XGX9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Sorghum bicolor

D2QNV1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Spirosoma linguale

QO9E88 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Stigmatella aurantiaca 5.3.3.-

DIVGW1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Streptomyces sp.

A7YB26 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Sus scrofa

Q1HLO7 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Sus scrofa

Q3Y5G5 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Sus scrofa

B6QVV1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Talaromyces marneffei

B8MTE3 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Talaromyces stipitatus

I7MCX3 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Tetrahymena thermophila

D6WH44 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Tribolium castaneum

D7EI39 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Tribolium castaneum

E5S0Z8 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Trichinella spiralis

F2RX04 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Trichophyton tonsurans

B3RJFO delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Trichoplax adhaerens

B3RL87 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Trichoplax adhaerens

B3SER6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Trichoplax adhaerens

D5GPK1 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Tuber melanosporum

EOXYA6 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII uncultured Pseudomonadales

D7U5Z9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Vitis vinifera

Q6DJP2 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Xenopus laevis

Q28H32 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Xenopus tropicalis

B4FD65 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII Zea mays

A8MRJ9 delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII

QOFHRS delta(3,5)-delta(2,4)-dienoyl-CoA isomerase VII
AOAOB6HTM9  Diffusible signal factor (DSF) synthase II

C4T538 Diffusible signal factor (DSF) synthase II

D4XBH3 Diffusible signal factor (DSF) synthase II Achromobacter piechaudii 4.2.1.17

E3HNES Diffusible signal factor (DSF) synthase II Achromobacter xylosoxidans

E5U1C4 Diffusible signal factor (DSF) synthase II Achromobacter xylosoxidans 4.2.1.17

B1F8R6 Diffusible signal factor (DSF) synthase II Burkholderia ambifaria

B1YZG5 Diffusible signal factor (DSF) synthase II Burkholderia ambifaria

Q392D3 Diffusible signal factor (DSF) synthase II Burkholderia lata



Table S2.5. (continuation)

UniProt  Family [3] Cluster Species EC Number
B2JMW5 Diffusible signal factor (DSF) synthase I Burkholderia phymatum
B2TE12 Diffusible signal factor (DSF) synthase II Burkholderia phytofirmans
EBYR76 Diffusible signal factor (DSF) synthase I Burkholderia sp.
I2IUAS Diffusible signal factor (DSF) synthase II Burkholderia sp.
Q13M84 Diffusible signal factor (DSF) synthase I1 Burkholderia xenovorans
COXTL6 Diffusible signal factor (DSF) synthase II Cronobacter turicensis
D2ZCY5 Diffusible signal factor (DSF) synthase II Enterobacter cancerogenus 4.2.1.17
A4WAX7 Diffusible signal factor (DSF) synthase II Enterobacter sp.
Q2NA37 Diffusible signal factor (DSF) synthase II Erythrobacter litoralis
A3WBV4 Diffusible signal factor (DSF) synthase I Erythrobacter sp. 4.2.1.17
U4Qvy1 Diffusible signal factor (DSF) synthase I Leptospirillum sp.
QOF1C3 Diffusible signal factor (DSF) synthase I Mariprofundus ferrooxydans 4.2.1.17
A23N82 Diffusible signal factor (DSF) synthase II Methylibium petroleiphilum
Q1GXW7 Diffusible signal factor (DSF) synthase II Methylobacillus flagellatus
C5B5V9 Diffusible signal factor (DSF) synthase II Methylobacterium extorquens
B1M8T5 Diffusible signal factor (DSF) synthase I1 Methylobacterium radiotolerans
CON6D5 Diffusible signal factor (DSF) synthase I Methylophaga thiooxydans
D7DMQ5 Diffusible signal factor (DSF) synthase II Methylotenera versatilis
EOLVL2 Diffusible signal factor (DSF) synthase I Pantoea sp.
E6WDS2 Diffusible signal factor (DSF) synthase II Pantoea sp.
E6WTP3 Diffusible signal factor (DSF) synthase II Pseudoxanthomonas suwonensis
H8NPB6 Diffusible signal factor (DSF) synthase I Rahnella aquatilis 4.2.1.17
D5RRCO Diffusible signal factor (DSF) synthase II Roseomonas cervicalis 4.2.1.17
D4DYW9 Diffusible signal factor (DSF) synthase II Serratia odorifera 4.2.1.17
SOANM6 Diffusible signal factor (DSF) synthase II Serratia plymuthica
A8GL46 Diffusible signal factor (DSF) synthase II Serratia proteamaculans
D5CRD9 Diffusible signal factor (DSF) synthase II Sideroxydans lithotrophicus
FBEVMO Diffusible signal factor (DSF) synthase I Sphingobium chlorophenolicum
Q1N7J5 Diffusible signal factor (DSF) synthase II Sphingomonas sp.
D7A6D6 Diffusible signal factor (DSF) synthase I Starkeya novella
ATK6P3 Diffusible signal factor (DSF) synthase I Stenotrophomonas maltophilia
Q19VG8 Diffusible signal factor (DSF) synthase II Stenotrophomonas maltophilia
A6Q7Q9 Diffusible signal factor (DSF) synthase II Sulfurovum sp.
B8GTC7 Diffusible signal factor (DSF) synthase II Thioalkalivibrio sulfidiphilus
Q3SFI5 Diffusible signal factor (DSF) synthase I Thiobacillus denitrificans
D2UA80 Diffusible signal factor (DSF) synthase II Xanthomonas albilineans 4.2.1.17
G2LR94 Diffusible signal factor (DSF) synthase II Xanthomonas axonopodis
A0AOC7E292 Diffusible signal factor (DSF) synthase II Xanthomonas campestris
AOAOE2YVO5  Diffusible signal factor (DSF) synthase II Xanthomonas campestris
Q7CLS3 Diffusible signal factor (DSF) synthase II Xanthomonas campestris
Q3BUB2 Diffusible signal factor (DSF) synthase II Xanthomonas campestris 4.2.1.17
R4NO67 Diffusible signal factor (DSF) synthase I Xanthomonas citri
Q5GYUS Diffusible signal factor (DSF) synthase II Xanthomonas oryzae
FOBFEO Diffusible signal factor (DSF) synthase II Xanthomonas vesicatoria
A0A060HIC8  Diffusible signal factor (DSF) synthase I Xylella fastidiosa
A1JHW3 Diffusible signal factor (DSF) synthase I Yersinia enterocolitica
C4sSDQ4 Diffusible signal factor (DSF) synthase II Yersinia mollaretii
E1ZF97 dodecenoyl-CoA delta-isomerase (mito) XII Chlorella variabilis
B3S9B8 dodecenoyl-CoA delta-isomerase (mito) XII Trichoplax adhaerens
C1DYG1 dodecenoyl-CoA delta-isomerase (mito) X Micromonas sp.
J9K4B4 dodecenoyl-CoA delta-isomerase (mito) \Y Acyrthosiphon pisum
Q17BZ3 dodecenoyl-CoA delta-isomerase (mito) \Y% Aedes aegypti
Q17BZ6 dodecenoyl-CoA delta-isomerase (mito) A% Aedes aegypti
D2HV72 dodecenoyl-CoA delta-isomerase (mito) A% Ailuropoda melanoleuca
FOWGM6 dodecenoyl-CoA delta-isomerase (mito) \Y% Albugo laibachii
Q5TNW4 dodecenoyl-CoA delta-isomerase (mito) \Y Anopheles gambiae
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Q2NL38 dodecenoyl-CoA delta-isomerase (mito) \Y% Bos taurus
C3Z7P1 dodecenoyl-CoA delta-isomerase (mito) A% Branchiostoma floridae
C1COF4 dodecenoyl-CoA delta-isomerase (mito) A% Caligus clemensi
F7HALS dodecenoyl-CoA delta-isomerase (mito) A% Callithrix jacchus
E2AID5 dodecenoyl-CoA delta-isomerase (mito) \Y% Camponotus floridanus
A8IRXO dodecenoyl-CoA delta-isomerase (mito) \% Chlamydomonas reinhardtii
D1FPK3 dodecenoyl-CoA delta-isomerase (mito) \Y% Cimex lectularius
BOX2M2 dodecenoyl-CoA delta-isomerase (mito) \% Culex quinquefasciatus
BOX2M5 dodecenoyl-CoA delta-isomerase (mito) A% Culex quinquefasciatus
Q7SXW5 dodecenoyl-CoA delta-isomerase (mito) \Y% Danio rerio
E9FSH3 dodecenoyl-CoA delta-isomerase (mito) A% Daphnia pulex
B3MPA9 dodecenoyl-CoA delta-isomerase (mito) \Y Drosophila ananassae
B3N8KO dodecenoyl-CoA delta-isomerase (mito) A% Drosophila erecta
B3N8K1 dodecenoyl-CoA delta-isomerase (mito) \Y% Drosophila erecta
B4JE40 dodecenoyl-CoA delta-isomerase (mito) A% Drosophila grimshawi
QoVL67 dodecenoyl-CoA delta-isomerase (mito) \Y% Drosophila melanogaster 5.3.3.8
QoVL68 dodecenoyl-CoA delta-isomerase (mito) \Y% Drosophila melanogaster 5.3.3.8
B4KJE7 dodecenoyl-CoA delta-isomerase (mito) A% Drosophila mojavensis
B4KJE9 dodecenoyl-CoA delta-isomerase (mito) \% Drosophila mojavensis
BAG7V4 dodecenoyl-CoA delta-isomerase (mito) A% Drosophila persimilis
B4G7V5 dodecenoyl-CoA delta-isomerase (mito) A% Drosophila persimilis
B5DJ49 dodecenoyl-CoA delta-isomerase (mito) \Y% Drosophila pseudoobscura
Q29NE3 dodecenoyl-CoA delta-isomerase (mito) \Y% Drosophila pseudoobscura
B4HWC5 dodecenoyl-CoA delta-isomerase (mito) A% Drosophila sechellia
B4Q897 dodecenoyl-CoA delta-isomerase (mito) \Y% Drosophila simulans
B4ALRD3 dodecenoyl-CoA delta-isomerase (mito) \% Drosophila virilis
B4MZ14 dodecenoyl-CoA delta-isomerase (mito) \% Drosophila willistoni
B4NO61 dodecenoyl-CoA delta-isomerase (mito) \Y% Drosophila willistoni
B4NYP1 dodecenoyl-CoA delta-isomerase (mito) A% Drosophila yakuba
C1BWB8 dodecenoyl-CoA delta-isomerase (mito) \Y% Esox lucius
D3TPU1 dodecenoyl-CoA delta-isomerase (mito) \Y Glossina morsitans
E2BKH1 dodecenoyl-CoA delta-isomerase (mito) \Y Harpegnathos saltator
D2XML5 dodecenoyl-CoA delta-isomerase (mito) \Y% Heliothis virescens
Q96DCO dodecenoyl-CoA delta-isomerase (mito) A% Homo sapiens
P42126 dodecenoyl-CoA delta-isomerase (mito) \Y% Homo sapiens 5.3.3.8
A4HJK3 dodecenoyl-CoA delta-isomerase (mito) A% Leishmania braziliensis 5.3.3.8
A4HJL5 dodecenoyl-CoA delta-isomerase (mito) \Y% Leishmania braziliensis 5.3.3.8
E9BNO3 dodecenoyl-CoA delta-isomerase (mito) \Y% Leishmania donovani
E9BN11 dodecenoyl-CoA delta-isomerase (mito) \Y% Leishmania donovani
A41738 dodecenoyl-CoA delta-isomerase (mito) A% Leishmania infantum 1.1.1.35; 5.3.3.8
Q40628 dodecenoyl-CoA delta-isomerase (mito) Vv Leishmania major 1.1.1.35; 5.3.3.8
Q4Q636 dodecenoyl-CoA delta-isomerase (mito) \Y Leishmania major 5.3.3.8
E9B233 dodecenoyl-CoA delta-isomerase (mito) \Y% Leishmania mexicana
E9B226 dodecenoyl-CoA delta-isomerase (mito) \Y% Leishmania mexicana 5.3.3.8
D3PHA3 dodecenoyl-CoA delta-isomerase (mito) A% Lepeophtheirus salmonis
C1C4v3 dodecenoyl-CoA delta-isomerase (mito) \Y% Lithobates catesbeiana
C1MQK5 dodecenoyl-CoA delta-isomerase (mito) A% Micromonas pusilla
A9QUPK7 dodecenoyl-CoA delta-isomerase (mito) \Y Monosiga brevicollis
P42125 dodecenoyl-CoA delta-isomerase (mito) \Y% Mus musculus 5.3.3.8
D2VEL7 dodecenoyl-CoA delta-isomerase (mito) \% Naegleria gruberi
D2VNQ9 dodecenoyl-CoA delta-isomerase (mito) \% Naegleria gruberi
K7ISHO dodecenoyl-CoA delta-isomerase (mito) A% Nasonia vitripennis
A7RUH9 dodecenoyl-CoA delta-isomerase (mito) \Y Nematostella vectensis
A7RUIO dodecenoyl-CoA delta-isomerase (mito) \Y% Nematostella vectensis
G1RDM4 dodecenoyl-CoA delta-isomerase (mito) A% Nomascus leucogenys
E4XPU3 dodecenoyl-CoA delta-isomerase (mito) A% Oikopleura dioica
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C1BLR2 dodecenoyl-CoA delta-isomerase (mito) \Y% Osmerus mordax
A4RR99 dodecenoyl-CoA delta-isomerase (mito) A% Ostreococcus lucimarinus
EOVVX4 dodecenoyl-CoA delta-isomerase (mito) A% Pediculus humanus 5.3.3.8
B7FRZ1 dodecenoyl-CoA delta-isomerase (mito) v Phaeodactylum tricornutum
DOMXD7 dodecenoyl-CoA delta-isomerase (mito) \Y% Phytophthora infestans
Q68G41 dodecenoyl-CoA delta-isomerase (mito) \% Rattus norvegicus
P23965 dodecenoyl-CoA delta-isomerase (mito) \Y% Rattus norvegicus 5.3.3.8
Q64592 dodecenoyl-CoA delta-isomerase (mito) A% Rattus norvegicus 5.3.3.8
COHAW6 dodecenoyl-CoA delta-isomerase (mito) \Y% Salmo salar
F2UL70 dodecenoyl-CoA delta-isomerase (mito) \Y Salpingoeca rosetta
WAZFH9 dodecenoyl-CoA delta-isomerase (mito) \% Strongylocentrotus purpuratus
B8C1Y7 dodecenoyl-CoA delta-isomerase (mito) \Y Thalassiosira pseudonana 5.3.3.8
B3S9B9 dodecenoyl-CoA delta-isomerase (mito) A% Trichoplax adhaerens
C9ZMEO dodecenoyl-CoA delta-isomerase (mito) \% Trypanosoma brucei 5.3.3.8
Q57V74 dodecenoyl-CoA delta-isomerase (mito) A% Trypanosoma brucei 5.3.3.8
Q584L4 dodecenoyl-CoA delta-isomerase (mito) \Y% Trypanosoma brucei 5.3.3.8
KAESW6 dodecenoyl-CoA delta-isomerase (mito) A% Trypanosoma cruzi
Q4CRI1 dodecenoyl-CoA delta-isomerase (mito) A% Trypanosoma cruzi 5.3.3.8
Q4CTQ3 dodecenoyl-CoA delta-isomerase (mito) \% Trypanosoma cruzi 5.3.3.8
D8UEX0 dodecenoyl-CoA delta-isomerase (mito) A% Volvox carteri
Q6IR83 dodecenoyl-CoA delta-isomerase (mito) \Y% Xenopus laevis
Q5M8Y6 dodecenoyl-CoA delta-isomerase (mito) \Y% Xenopus tropicalis
ATETW4 dodecenoyl-CoA delta-isomerase (perox) VI Sclerotinia sclerotiorum
Q5B9R4 dodecenoyl-CoA delta-isomerase (perox) XII Emericella nidulans
E4ZTF3 dodecenoyl-CoA delta-isomerase (perox) XII Leptosphaeria maculans
A0A014QSB5  dodecenoyl-CoA delta-isomerase (perox) XII Metarhizium robertsii
QOCKJ3 dodecenoyl-CoA delta-isomerase (perox) X Aspergillus terreus
BOCSA7 dodecenoyl-CoA delta-isomerase (perox) X Laccaria bicolor
QOV5P8 dodecenoyl-CoA delta-isomerase (perox) X Phaeosphaeria nodorum
A6R688 dodecenoyl-CoA delta-isomerase (perox) III Ajellomyces capsulatus
Q74ZB6 dodecenoyl-CoA delta-isomerase (perox) III Ashbya gossypii
A1CMBS8 dodecenoyl-CoA delta-isomerase (perox) III Aspergillus clavatus
A2R750 dodecenoyl-CoA delta-isomerase (perox) 111 Aspergillus niger
A2R4R0 dodecenoyl-CoA delta-isomerase (perox) III Aspergillus niger 5.3.3.-
A2QLZ9 dodecenoyl-CoA delta-isomerase (perox) III Aspergillus niger 5.3.3.8
I8A2A8 dodecenoyl-CoA delta-isomerase (perox) 111 Aspergillus oryzae
18U401 dodecenoyl-CoA delta-isomerase (perox) IT1 Aspergillus oryzae
QOCD23 dodecenoyl-CoA delta-isomerase (perox) 111 Aspergillus terreus
QOCHO9 dodecenoyl-CoA delta-isomerase (perox) III Aspergillus terreus
Q5A318 dodecenoyl-CoA delta-isomerase (perox) 111 Candida albicans
B9WMQO dodecenoyl-CoA delta-isomerase (perox) 111 Candida dubliniensis 5.3.3.8
Q6FUA2 dodecenoyl-CoA delta-isomerase (perox) III Candida glabrata
C5MAF1 dodecenoyl-CoA delta-isomerase (perox) 111 Candida tropicalis
CEMAF3 dodecenoyl-CoA delta-isomerase (perox) 11 Candida tropicalis
Q2H970 dodecenoyl-CoA delta-isomerase (perox) III Chaetomium globosum
C4XYI9 dodecenoyl-CoA delta-isomerase (perox) III Clavispora lusitaniae
C5NZU6 dodecenoyl-CoA delta-isomerase (perox) 11 Coccidioides posadasii 5.3.3.8
E3Q382 dodecenoyl-CoA delta-isomerase (perox) IT1 Colletotrichum graminicola
A8BNFK4 dodecenoyl-CoA delta-isomerase (perox) 111 Coprinopsis cinerea
Q6BQU9 dodecenoyl-CoA delta-isomerase (perox) III Debaryomyces hansenii
A0A016PJY3  dodecenoyl-CoA delta-isomerase (perox) 111 Gibberella zeae
FOXUH5 dodecenoyl-CoA delta-isomerase (perox) III Grosmannia clavigera
Q6CUI1 dodecenoyl-CoA delta-isomerase (perox) III Kluyveromyces lactis
F2QLP4 dodecenoyl-CoA delta-isomerase (perox) 111 Komagataella phaffii
C5DN92 dodecenoyl-CoA delta-isomerase (perox) III Lachancea thermotolerans
E5A0G2 dodecenoyl-CoA delta-isomerase (perox) III Leptosphaeria maculans
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L7JKB4 dodecenoyl-CoA delta-isomerase (perox) 11 Magnaporthe oryzae
E9E534 dodecenoyl-CoA delta-isomerase (perox) 111 Metarhizium acridum
A5D9Y8 dodecenoyl-CoA delta-isomerase (perox) III Meyerozyma guilliermondii
C7YYP5 dodecenoyl-CoA delta-isomerase (perox) III Nectria haematococca
Q7RZR5 dodecenoyl-CoA delta-isomerase (perox) III Neurospora crassa
D7PDN1 dodecenoyl-CoA delta-isomerase (perox) 111 Ophiocordyceps unilateralis
C1GCQ2 dodecenoyl-CoA delta-isomerase (perox) 111 Paracoccidioides brasiliensis
B6HDN3 dodecenoyl-CoA delta-isomerase (perox) 111 Penicillium rubens
Qov2T7 dodecenoyl-CoA delta-isomerase (perox) 111 Phaeosphaeria nodorum
B2AVZ8 dodecenoyl-CoA delta-isomerase (perox) III Podospora anserina
E3S7U7 dodecenoyl-CoA delta-isomerase (perox) 111 Pyrenophora teres
B2WBDS8 dodecenoyl-CoA delta-isomerase (perox) 11 Pyrenophora tritici-repentis
AOAOD4ATHP4 dodecenoyl-CoA delta-isomerase (perox) III Saccharomyces cerevisiae
ETKRY7 dodecenoyl-CoA delta-isomerase (perox) 111 Saccharomyces cerevisiae
E7NKV3 dodecenoyl-CoA delta-isomerase (perox) III Saccharomyces cerevisiae
E7Q745 dodecenoyl-CoA delta-isomerase (perox) III Saccharomyces cerevisiae
Q08558 dodecenoyl-CoA delta-isomerase (perox) 11T Saccharomyces cerevisiae 5.3.3.-
Q05871 dodecenoyl-CoA delta-isomerase (perox) III Saccharomyces cerevisiae 5.3.3.8
A3LYV7 dodecenoyl-CoA delta-isomerase (perox) III Scheffersomyces stipitis
D8PVE9 dodecenoyl-CoA delta-isomerase (perox) III Schizophyllum commune
F7VYE5 dodecenoyl-CoA delta-isomerase (perox) III Sordaria macrospora
B6Q2F0 dodecenoyl-CoA delta-isomerase (perox) I11 Talaromyces marneffei
B8M6D4 dodecenoyl-CoA delta-isomerase (perox) III Talaromyces stipitatus
D4DII1 dodecenoyl-CoA delta-isomerase (perox) III Trichophyton verrucosum
D5GAD9 dodecenoyl-CoA delta-isomerase (perox) 111 Tuber melanosporum
AOAODICVH5  dodecenoyl-CoA delta-isomerase (perox) III Ustilago maydis
A7THMA dodecenoyl-CoA delta-isomerase (perox) 111 Vanderwaltozyma polyspora
A7TS99 dodecenoyl-CoA delta-isomerase (perox) 11 Vanderwaltozyma polyspora
C9SPS2 dodecenoyl-CoA delta-isomerase (perox) 111 Verticillium alfalfae
C5DWF6 dodecenoyl-CoA delta-isomerase (perox) 111 Zygosaccharomyces rouxii
C5DWF9 dodecenoyl-CoA delta-isomerase (perox) 11 Zygosaccharomyces rouxii
AOAOE1QX95 enoyl-CoA hydratase VI
KOMB48 enoyl-CoA hydratase VI Bordetella parapertussis
KOMIR4 enoyl-CoA hydratase VI Bordetella parapertussis
AOAOAOXGJ3  enoyl-CoA hydratase VI Bordetella pertussis 4.2.1.17
AOAOAOXPA8  enoyl-CoA hydratase VI Bordetella pertussis 4.2.1.17
COGAD9 enoyl-CoA hydratase VI Brucella ceti
AOAOABL5G2  enoyl-CoA hydratase VI Burkholderia cepacia 4.2.1.17
Q39JY7 enoyl-CoA hydratase VI Burkholderia lata 4.2.1.17
ABEGCO enoyl-CoA hydratase VI Burkholderia pseudomallei
AOAOF5KIG8 enoyl-CoA hydratase VI Burkholderia pseudomallei 4.2.1.17
Q13TX4 enoyl-CoA hydratase VI Burkholderia xenovorans 4.2.1.17
D5VJS7 enoyl-CoA hydratase VI Caulobacter segnis
D8DCV9 enoyl-CoA hydratase VI Comamonas testosteroni
B3R6Z2 enoyl-CoA hydratase VI Cupriavidus taiwanensis 4.2.1.17
Q1IXE2 enoyl-CoA hydratase VI Deinococcus geothermalis 4.2.1.17
D2ZC02 enoyl-CoA hydratase VI Enterobacter cancerogenus 4.2.1.17
TOQCH6 enoyl-CoA hydratase VI Geobacillus sp.
Q39TH3 enoyl-CoA hydratase VI Geobacter metallireducens
D3LRN5 enoyl-CoA hydratase VI Micrococcus luteus
Q3K7R8 enoyl-CoA hydratase VI Pseudomonas fluorescens
D8N606 enoyl-CoA hydratase VI Ralstonia solanacearum 4.2.1.17
G2ZYW8 enoyl-CoA hydratase VI Ralstonia syzygii 4.2.1.17
Q2KBR9 enoyl-CoA hydratase VI Rhizobium etli 4.2.1.17
EAWFI6 enoyl-CoA hydratase VI Rhodococcus equi
€0ZQzo enoyl-CoA hydratase VI Rhodococcus erythropolis 4.2.1.17
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E6VG60 enoyl-CoA hydratase VI Rhodopseudomonas palustris
A3W6I2 enoyl-CoA hydratase VI Roseovarius sp.
E7N231 enoyl-CoA hydratase VI Selenomonas artemidis
C4v110 enoyl-CoA hydratase VI Selenomonas flueggei 4.2.1.55
SOATIY9 enoyl-CoA hydratase VI Serratia plymuthica 5.3.3.18
Q47SM8 enoyl-CoA hydratase VI Thermobifida fusca 4.2.1.17
Q47TV9 enoyl-CoA hydratase VI Thermobifida fusca 4.2.1.17
D5WZE4 enoyl-CoA hydratase VI Thiomonas intermedia
E6VOE3 enoyl-CoA hydratase VI Variovorax paradoxus
D6DIH8 enoyl-CoA hydratase XII [Clostridium] cf. 4.2.1.17
D6DM85 enoyl-CoA hydratase XII [Clostridium] cf. 4.2.1.55
E7GI75 enoyl-CoA hydratase XII [Clostridium] symbiosum
E7GR51 enoyl-CoA hydratase XII [Clostridium] symbiosum
U2C8F6 enoyl-CoA hydratase XII [Clostridium] symbiosum
I5AR59 enoyl-CoA hydratase XII [Eubacterium] cellulosolvens
COERR2 enoyl-CoA hydratase XII [Eubacterium] hallii 4.2.1.55
EOQIU2 enoyl-CoA hydratase XII [Eubacterium] yurii 4.2.1.55
AOAO98HHW6  enoyl-CoA hydratase XII
AOAOE1QM62  enoyl-CoA hydratase XII
AOAOE1QZB5 enoyl-CoA hydratase XII
E5U479 enoyl-CoA hydratase XII
F3JJET enoyl-CoA hydratase XII
X7T2T4 enoyl-CoA hydratase XII
C7RRT3 enoyl-CoA hydratase XII Accumulibacter phosphatis
D4XJ03 enoyl-CoA hydratase XII Achromobacter piechaudii 4.2.1.-
D4XGK5 enoyl-CoA hydratase XII Achromobacter piechaudii 4.2.1.55
E3HJ70 enoyl-CoA hydratase XII Achromobacter xylosoxidans
E3HMIO enoyl-CoA hydratase XII Achromobacter xylosoxidans 4.2.1.17
E5U1B7 enoyl-CoA hydratase XII Achromobacter xylosoxidans 4.2.1.17
D2RL82 enoyl-CoA hydratase XII Acidaminococcus fermentans
U2VV69 enoyl-CoA hydratase XII Acidaminococcus sp. 4.2.1.55
DIPZU6 enoyl-CoA hydratase XII Acidilobus saccharovorans 4.2.1.17
C7M145 enoyl-CoA hydratase XII Acidimicrobium ferrooxidans
A5FWB1 enoyl-CoA hydratase XII Acidiphilium cryptum
C1FAD2 enoyl-CoA hydratase XII Acidobacterium capsulatum 4.2.1.55
AOLRW4 enoyl-CoA hydratase XII Acidothermus cellulolyticus 4.2.1.17
AOLSP5 enoyl-CoA hydratase XIT Acidothermus cellulolyticus 4.2.1.17
QOIEM7 enoyl-CoA hydratase XII Aedes aegypti
E2SCU8 enoyl-CoA hydratase XII Aeromicrobium marinum
Q9YEI7 enoyl-CoA hydratase XII Aeropyrum pernix
Q9YG45 enoyl-CoA hydratase XII Aeropyrum pernix
D6V445 enoyl-CoA hydratase XII Afipia sp.
EOMTD1 enoyl-CoA hydratase XII Ahrensia sp.
C5GJ49 enoyl-CoA hydratase XII Ajellomyces dermatitidis
F2T809 enoyl-CoA hydratase XII Ajellomyces dermatitidis
A3I2T8 enoyl-CoA hydratase XII Algoriphagus machipongonensis
ESTQA1 enoyl-CoA hydratase XII Alicycliphilus denitrificans
E8TW89 enoyl-CoA hydratase XIT Alicycliphilus denitrificans
E8U1Z0 enoyl-CoA hydratase XII Alicycliphilus denitrificans
C8WUH5 enoyl-CoA hydratase XII Alicyclobacillus acidocaldarius
A8BMFU2 enoyl-CoA hydratase XII Alkaliphilus oremlandii
A8TMQ5 enoyl-CoA hydratase XII alpha proteobacterium
B3ERBO enoyl-CoA hydratase XII Amoebophilus asiaticus
GOFL34 enoyl-CoA hydratase XII Amycolatopsis mediterranei
GOFIJ4 enoyl-CoA hydratase XII Amycolatopsis mediterranei 4.2.1.17
FOGYE4 enoyl-CoA hydratase XII Anaerococcus hydrogenalis 4.2.1.55
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A0A095Y8D2  enoyl-CoA hydratase XII Anaerococcus lactolyticus
C2CKM2 enoyl-CoA hydratase XII Anaerococcus tetradius 4.2.1.55
B1CB74 enoyl-CoA hydratase XII Anaerofustis stercorihominis
Q2IID6 enoyl-CoA hydratase XII Anaeromyxobacter dehalogenans 4.2.1.17
Q2IIF8 enoyl-CoA hydratase XII Anaeromyxobacter dehalogenans 4.2.1.17
A7HC92 enoyl-CoA hydratase XII Anaeromyxobacter sp.
ATHCC1 enoyl-CoA hydratase XII Anaeromyxobacter sp.
E5VWX4 enoyl-CoA hydratase XII Anaerostipes sp.
BOPHX6 enoyl-CoA hydratase XII Anaerotruncus colihominis
Q7QHUO enoyl-CoA hydratase XII Anopheles gambiae
B7GGZ2 enoyl-CoA hydratase XII Anoxybacillus flavithermus
A0A088A241  enoyl-CoA hydratase XII Apis mellifera
AOAO75WI6B2  enoyl-CoA hydratase XII Archaeoglobus fulgidus 4.2.1.17; 4.2.1.5
AOAO75WCV2  enoyl-CoA hydratase XII Archaeoglobus fulgidus 4.2.1.55
Q5P040 enoyl-CoA hydratase XII Aromatoleum aromaticum
Q5POL7 enoyl-CoA hydratase XII Aromatoleum aromaticum
Q5P691 enoyl-CoA hydratase XII Aromatoleum aromaticum
Q5P5S6 enoyl-CoA hydratase XII Aromatoleum aromaticum 4.2.1.17
E1VRN7 enoyl-CoA hydratase XII Arthrobacter arilaitensis
A2QDJ5 enoyl-CoA hydratase XII Aspergillus niger 4.2.1.17
QOCNQO enoyl-CoA hydratase XII Aspergillus terreus
A1K8GO enoyl-CoA hydratase XII Avzoarcus sp. 4.2.1.17
Q70JY2 enoyl-CoA hydratase XII Bacillus amyloliquefaciens
Q81YG6 enoyl-CoA hydratase XII Bacillus anthracis
E6U0G2 enoyl-CoA hydratase XII Bacillus cellulosilyticus
C2QDA0 enoyl-CoA hydratase XII Bacillus cereus
C253W8 enoyl-CoA hydratase XII Bacillus cereus
C2UX38 enoyl-CoA hydratase XII Bacillus cereus
C2WFT3 enoyl-CoA hydratase XII Bacillus cereus
J8G3Z4 enoyl-CoA hydratase XII Bacillus cereus
Q73704 enoyl-CoA hydratase XII Bacillus cereus
Q63B38 enoyl-CoA hydratase XII Bacillus cereus 4.2.1.55
Q5WEK4 enoyl-CoA hydratase XII Bacillus clausii 4.2.1.17
Q5WHW1 enoyl-CoA hydratase XII Bacillus clausii 4.2.1.17
G2TJ17 enoyl-CoA hydratase XII Bacillus coagulans
G2TK60 enoyl-CoA hydratase XII Bacillus coagulans
G2TKQ7 enoyl-CoA hydratase XII Bacillus coagulans
A7GPP7 enoyl-CoA hydratase XII Bacillus cytotoxicus
AT7GTI6 enoyl-CoA hydratase XII Bacillus cytotoxicus
Q9K8A5 enoyl-CoA hydratase XII Bacillus halodurans
Q9KBD2 enoyl-CoA hydratase XII Bacillus halodurans
USLIT5S enoyl-CoA hydratase XII Bacillus infantis
Q65IX2 enoyl-CoA hydratase XII Bacillus licheniformis
T5HPQ2 enoyl-CoA hydratase XII Bacillus licheniformis
T5HG93 enoyl-CoA hydratase XII Bacillus licheniformis 4.2.1.17
AOAOB6ALV3  enoyl-CoA hydratase XII Bacillus megaterium
D5DRC3 enoyl-CoA hydratase XII Bacillus megaterium 4.2.1.17
D5DS18 enoyl-CoA hydratase XII Bacillus megaterium 4.2.1.17
ATZ7TE2 enoyl-CoA hydratase XII Bacillus methylotrophicus 4.2.1.17
D3FWG6 enoyl-CoA hydratase XII Bacillus pseudofirmus
D3FY04 enoyl-CoA hydratase XII Bacillus pseudofirmus
C3BGP9 enoyl-CoA hydratase XII Bacillus pseudomycoides
A0A0C2T6Q4  enoyl-CoA hydratase XII Bacillus pumilus 4.2.1.17
D6XSXO0 enoyl-CoA hydratase XII Bacillus selenitireducens
E5WJ89 enoyl-CoA hydratase XII Bacillus sp.
A31803 enoyl-CoA hydratase XII Bacillus sp. 4.2.1.17
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Q2B6Q5 enoyl-CoA hydratase XII Bacillus sp. 4.2.1.17
AOAO8OUE48  enoyl-CoA hydratase XII Bacillus subtilis
AOAO8OULR1  enoyl-CoA hydratase XII Bacillus subtilis 4.2.1.116
P94549 enoyl-CoA hydratase XII Bacillus subtilis 4.2.1.17
C3G3A8 enoyl-CoA hydratase XII Bacillus thuringiensis
€3GJ82 enoyl-CoA hydratase XII Bacillus thuringiensis
C3HA95 enoyl-CoA hydratase XII Bacillus thuringiensis
Q6MLZ9 enoyl-CoA hydratase XII Bdellovibrio bacteriovorus 4.2.1.17
E5Y1N3 enoyl-CoA hydratase XII Bilophila wadsworthia
AOA063UQP6  enoyl-CoA hydratase XII Bordetella bronchiseptica
Q7woz7 enoyl-CoA hydratase XII Bordetella parapertussis
Q7W6s6 enoyl-CoA hydratase XII Bordetella parapertussis
Q7WBJ9 enoyl-CoA hydratase XII Bordetella parapertussis
KOMJUS enoyl-CoA hydratase XII Bordetella parapertussis 4.2.1.17
AOAOAOXRN5 enoyl-CoA hydratase XII Bordetella pertussis
AOAOAOXHIO enoyl-CoA hydratase XII Bordetella pertussis 4.2.1.17
AOAOAOXLA3  enoyl-CoA hydratase XII Bordetella pertussis 4.2.1.55
A9HVK9 enoyl-CoA hydratase XII Bordetella petrii 4.2.1.-
A9ICO00 enoyl-CoA hydratase XII Bordetella petrii 4.2.1.17
Q2TBT3 enoyl-CoA hydratase XII Bos taurus
G2YES4 enoyl-CoA hydratase XII Botryotinia fuckeliana
C7MHC6 enoyl-CoA hydratase XII Brachybacterium faecium 4.2.1.17
D5U563 enoyl-CoA hydratase XII Brachyspira murdochii
D8IC34 enoyl-CoA hydratase XII Brachyspira pilosicoli
Q89CF3 enoyl-CoA hydratase XII Bradyrhizobium diazoefficiens
Q89GIO0 enoyl-CoA hydratase XII Bradyrhizobium diazoefficiens
Q89N92 enoyl-CoA hydratase XII Bradyrhizobium diazoefficiens
Q89PE5 enoyl-CoA hydratase XII Bradyrhizobium diazoefficiens
ABELP7 enoyl-CoA hydratase XII Bradyrhizobium sp. 4.2.1.-
A4YSQ7 enoyl-CoA hydratase XII Bradyrhizobium sp. 4.2.1.17
A470G8 enoyl-CoA hydratase XII Bradyrhizobium sp. 4.2.1.17
ABECV2 enoyl-CoA hydratase XII Bradyrhizobium sp. 4.2.1.17
ABEF30 enoyl-CoA hydratase XII Bradyrhizobium sp. 4.2.1.17
ASEHM2 enoyl-CoA hydratase XII Bradyrhizobium sp. 4.2.1.17
ABES32 enoyl-CoA hydratase XII Bradyrhizobium sp. 4.2.1.17
COZDH2 enoyl-CoA hydratase XII Brevibacillus brevis
COZ9H6 enoyl-CoA hydratase XII Brevibacillus brevis 4.2.1.17
C0ZD52 enoyl-CoA hydratase XII Brevibacillus brevis 4.2.1.55
D4YK28 enoyl-CoA hydratase XII Brevibacterium mcbrellneri 4.2.1.55
DOP9P2 enoyl-CoA hydratase XII Brucella suis
B1T454 enoyl-CoA hydratase XII Burkholderia ambifaria
B1FU95 enoyl-CoA hydratase XII Burkholderia graminis
B1G492 enoyl-CoA hydratase XII Burkholderia graminis
B1G4w8 enoyl-CoA hydratase XII Burkholderia graminis
B1G6E6 enoyl-CoA hydratase XII Burkholderia graminis
B1G9J2 enoyl-CoA hydratase XII Burkholderia graminis
B1GB42 enoyl-CoA hydratase XII Burkholderia graminis
Q396R1 enoyl-CoA hydratase XII Burkholderia lata 4.2.1.17
B9B5S5 enoyl-CoA hydratase XII Burkholderia multivorans 4.2.1.55
B2JSZ1 enoyl-CoA hydratase XII Burkholderia phymatum
B2TCN9 enoyl-CoA hydratase XII Burkholderia phytofirmans
BSWFJ7 enoyl-CoA hydratase XII Burkholderia sp.
B5WH72 enoyl-CoA hydratase XII Burkholderia sp.
B5WJ29 enoyl-CoA hydratase XII Burkholderia sp.
D5WHXO0 enoyl-CoA hydratase XII Burkholderia sp.
E1T9N9 enoyl-CoA hydratase XII Burkholderia sp.
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E1TKB8 enoyl-CoA hydratase XII Burkholderia sp.
A4JMN3 enoyl-CoA hydratase XII Burkholderia vietnamiensis 4.2.1.17
Q13GJ1 enoyl-CoA hydratase XII Burkholderia xenovorans
Q13G87 enoyl-CoA hydratase XII Burkholderia xenovorans 4.2.1.17
Q13GQ5 enoyl-CoA hydratase XIT Burkholderia xenovorans 4.2.1.17
Q13H98 enoyl-CoA hydratase XII Burkholderia xenovorans 4.2.1.17
D7GUE1 enoyl-CoA hydratase XII butyrate-producing bacterium 4.2.1.17; 4.2.1.5
D7GUNO enoyl-CoA hydratase XII butyrate-producing bacterium 4.2.1.55
D4RW87 enoyl-CoA hydratase XII Butyrivibrio crossotus 4.2.1.55
Q65Y12 enoyl-CoA hydratase XII Butyrivibrio fibrisolvens
D4IYU6 enoyl-CoA hydratase XII Butyrivibrio fibrisolvens 4.2.1.55
EORVR2 enoyl-CoA hydratase XII Butyrivibrio proteoclasticus 4.2.1.17
ABXEB9 enoyl-CoA hydratase XII Caenorhabditis briggsae
Q8RC92 enoyl-CoA hydratase XII Caldanaerobacter subterraneus
EATKO4 enoyl-CoA hydratase XII Calditerrivibrio nitroreducens 4.2.1.17; 4.2.1.5
E6N9FO enoyl-CoA hydratase XIT Candidatus Caldiarchaeum 4.2.1.17
Q1Q7B4 enoyl-CoA hydratase XII Candidatus Kuenenia 4.2.1.17
C7DGQ7 enoyl-CoA hydratase XII Candidatus Micrarchaecum
C7DHK3 enoyl-CoA hydratase XII Candidatus Micrarchaeum
Q3ABC5 enoyl-CoA hydratase XII Carboxydothermus hydrog.
Q3ABQR5 enoyl-CoA hydratase XII Carboxydothermus hydrog. 4.2.1.55
Q3ACK7 enoyl-CoA hydratase XII Carboxydothermus hydrog. 4.2.1.55
A8U751 enoyl-CoA hydratase XII Carnobacterium sp. 4.2.1.17
C7Q3R1 enoyl-CoA hydratase XII Catenulispora acidiphila
C7Q7B8 enoyl-CoA hydratase XII Catenulispora acidiphila
D5VF88 enoyl-CoA hydratase XII Caulobacter segnis
BOT5M5 enoyl-CoA hydratase XII Caulobacter sp.
E6XCNO enoyl-CoA hydratase XII Cellulophaga algicola 4.2.1.17; 4.2.1.5
W7R144 enoyl-CoA hydratase XII Cellulophaga geojensis
AORTZ4 enoyl-CoA hydratase XII Cenarchaeum symbiosum 4.2.1.55
Q11AS3 enoyl-CoA hydratase XII Chelativorans sp.
Q11E52 enoyl-CoA hydratase XII Chelativorans sp. 4.2.1.17
C7PDB6 enoyl-CoA hydratase XII Chitinophaga pinensis
E1ZT47 enoyl-CoA hydratase XII Chlorella variabilis
Q7NXS3 enoyl-CoA hydratase XII Chromobacterium violaceum 4.2.1.17; 5.3.3.8
D7VWY8 enoyl-CoA hydratase XII Chryseobacterium gleum
DOD9P4 enoyl-CoA hydratase XII Citreicella sp.
D8WWHS8 enoyl-CoA hydratase XII Clostridia bacterium
D8WWI4 enoyl-CoA hydratase XII Clostridia bacterium
D8WWT5 enoyl-CoA hydratase XII Clostridia bacterium
C5EFU7 enoyl-CoA hydratase XII Clostridiales bacterium
CB5EKS1 enoyl-CoA hydratase XII Clostridiales bacterium
P52046 enoyl-CoA hydratase XII Clostridium acetobutylicum 4.2.1.150
A6M223 enoyl-CoA hydratase XII Clostridium beijerinckii
Q8RMI7 enoyl-CoA hydratase XII Clostridium beijerinckii 4.2.1.17
A8BRJIO enoyl-CoA hydratase XII Clostridium bolteae

AOAOC2SHJ9  enoyl-CoA hydratase XII Clostridium botulinum

AOAOE1KTK7 enoyl-CoA hydratase XII Clostridium botulinum
B1B8W4 enoyl-CoA hydratase XII Clostridium botulinum 4.2.1.55
B1BB95 enoyl-CoA hydratase XII Clostridium botulinum 4.2.1.55
B2TM66 enoyl-CoA hydratase XII Clostridium botulinum 4.2.1.55
W1UDO1 enoyl-CoA hydratase XII Clostridium butyricum
C6PR29 enoyl-CoA hydratase XII Clostridium carboxidivorans
D6M9IAO enoyl-CoA hydratase XII Clostridium carboxidivorans 4.2.1.55
D9STO06 enoyl-CoA hydratase XII Clostridium cellulovorans

AOA099IDIO  enoyl-CoA hydratase XII Clostridium innocuum
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A5N093 enoyl-CoA hydratase XII Clostridium kluyveri 4.2.1.55
ABN5C7 enoyl-CoA hydratase XII Clostridium kluyveri 4.2.1.55
B1V4H9 enoyl-CoA hydratase XII Clostridium perfringens 4.2.1.55
H7CZ06 enoyl-CoA hydratase XII Clostridium perfringens 4.2.1.55

AOA072YG4A7  enoyl-CoA hydratase XII Clostridium sp.
G5FCH1 enoyl-CoA hydratase XII Clostridium sp.
V9HC04 enoyl-CoA hydratase XII Clostridium sp.
E3PXT7 enoyl-CoA hydratase XII Clostridium sticklandii 4.2.1.17
Q891F2 enoyl-CoA hydratase XII Clostridium tetani
Q898H3 enoyl-CoA hydratase XII Clostridium tetani 4.2.1.55
C5P7W8 enoyl-CoA hydratase XII Coccidioides posadasii
E3Q1Y8 enoyl-CoA hydratase XII Colletotrichum graminicola
B7WWW9 enoyl-CoA hydratase XII Comamonas testosteroni
B7XO0F6 enoyl-CoA hydratase XII Comamonas testosteroni
DOJ7F3 enoyl-CoA hydratase XII Comamonas testosteroni

A0A096G738  enoyl-CoA hydratase XIT Comamonas testosteroni 4.2.1.17
D3F114 enoyl-CoA hydratase XII Conexibacter woesei
D3F5C0 enoyl-CoA hydratase XII Conexibacter woesei
D3F6J4 enoyl-CoA hydratase XII Conexibacter woesei
D4JAG4 enoyl-CoA hydratase XII Coprococcus catus
D4J3Y3 enoyl-CoA hydratase XIT Coprococcus catus 4.2.1.55
D4J7C3 enoyl-CoA hydratase XII Coprococcus catus 4.2.1.55
COB8K1 enoyl-CoA hydratase XII Coprococcus comes 4.2.1.55
D5HGHS8 enoyl-CoA hydratase XII Coprococcus sp. 4.2.1.55
D5ELS2 enoyl-CoA hydratase XII Coraliomargarita akajimensis
D5NWR2 enoyl-CoA hydratase XII Corynebacterium ammoniagenes
Q8FLT4 enoyl-CoA hydratase XII Corynebacterium efficiens
Q8FSRO enoyl-CoA hydratase XII Corynebacterium efficiens
A3U6F9 enoyl-CoA hydratase XII Croceibacter atlanticus
Q560C1 enoyl-CoA hydratase XII Cryptococcus neoformans
Q5KPC4 enoyl-CoA hydratase XII Cryptococcus neoformans
Q1LD10 enoyl-CoA hydratase XII Cupriavidus metallidurans 4.2.1.17
QILFI4 enoyl-CoA hydratase XII Cupriavidus metallidurans 4.2.1.17
Q1LK46 enoyl-CoA hydratase XII Cupriavidus metallidurans 4.2.1.17
Q1LKT3 enoyl-CoA hydratase XII Cupriavidus metallidurans 4.2.1.17
QOK1I8 enoyl-CoA hydratase XII Cupriavidus necator 4.2.1.17
QOKAX8 enoyl-CoA hydratase XIT Cupriavidus necator 4.2.1.17
Q46NM5 enoyl-CoA hydratase XII Cupriavidus pinatubonensis
Q46QF5 enoyl-CoA hydratase XII Cupriavidus pinatubonensis
Q46RT8 enoyl-CoA hydratase XII Cupriavidus pinatubonensis
Q46QJ3 enoyl-CoA hydratase XII Cupriavidus pinatubonensis 4.2.1.17
Q46V68 enoyl-CoA hydratase XII Cupriavidus pinatubonensis 4.2.1.17
B3RD65 enoyl-CoA hydratase XII Cupriavidus taiwanensis 4.2.1.17
C9YF21 enoyl-CoA hydratase XII Curvibacter putative
Q11Z55 enoyl-CoA hydratase XII Cytophaga hutchinsonii 4.2.1.17
Q6DC25 enoyl-CoA hydratase XII Danio rerio
QBNWF7 enoyl-CoA hydratase XII Danio rerio
Q7ZUR3 enoyl-CoA hydratase XII Danio rerio
D3P9Y7 enoyl-CoA hydratase XII Deferribacter desulfuricans
D3P9A0 enoyl-CoA hydratase XII Deferribacter desulfuricans 4.2.1.55
Q1IXZ4 enoyl-CoA hydratase XII Deinococcus geothermalis
E8U8N4 enoyl-CoA hydratase XII Deinococcus maricopensis 4.2.1.55
FORJL4 enoyl-CoA hydratase XII Deinococcus proteolyticus 4.2.1.55
Q9RV78 enoyl-CoA hydratase XII Deinococcus radiodurans
A9BS38 enoyl-CoA hydratase XII Delftia acidovorans

AOAO31IN97 enoyl-CoA hydratase XII Delftia sp.
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D8FT747 enoyl-CoA hydratase XII delta proteobacterium
D8F7G8 enoyl-CoA hydratase XII delta proteobacterium
D8F7H9 enoyl-CoA hydratase XII delta proteobacterium
D8F718 enoyl-CoA hydratase XII delta proteobacterium
D8FBL3 enoyl-CoA hydratase XII delta proteobacterium
D8F862 enoyl-CoA hydratase XII delta proteobacterium 4.2.1.55
D4H6K9 enoyl-CoA hydratase XII Denitrovibrio acetiphilus

AOAO75JER8  enoyl-CoA hydratase XII Dermacoccus nishinomiyaensis
E1QJR6 enoyl-CoA hydratase XII Desulfarculus baarsii
E1QGG7 enoyl-CoA hydratase XII Desulfarculus baarsii 4.2.1.55
B8FBX2 enoyl-CoA hydratase XII Desulfatibacillum alkenivorans
B8FKF4 enoyl-CoA hydratase XII Desulfatibacillum alkenivorans
B8FIU2 enoyl-CoA hydratase XII Desulfatibacillum alkenivorans 4.2.1.17
B8FJA9 enoyl-CoA hydratase XII Desulfatibacillum alkenivorans 4.2.1.17
B8FWPO enoyl-CoA hydratase XII Desulfitobacterium hafniense
Q24UL4 enoyl-CoA hydratase XII Desulfitobacterium hafniense

AOA098AYS4  enoyl-CoA hydratase XII Desulfitobacterium hafniense 4.2.1.17
CoQCY8 enoyl-CoA hydratase XII Desulfobacterium autotrophicum 4.2.1.55
COQFR9 enoyl-CoA hydratase XII Desulfobacterium autotrophicum 4.2.1.55
COQHK2 enoyl-CoA hydratase XII Desulfobacterium autotrophicum 4.2.1.55
ESRDP9 enoyl-CoA hydratase XIT Desulfobulbus propionicus 4.2.1.17
A8ZVI2 enoyl-CoA hydratase XII Desulfococcus oleovorans
ABZW96 enoyl-CoA hydratase XII Desulfococcus oleovorans
A9A007 enoyl-CoA hydratase XII Desulfococcus oleovorans
C8VWY4 enoyl-CoA hydratase XII Desulfotomaculum acetoxidans
A4J5F3 enoyl-CoA hydratase XII Desulfotomaculum reducens
A4J136 enoyl-CoA hydratase XII Desulfotomaculum reducens 4.2.1.17
A4J4L9 enoyl-CoA hydratase XII Desulfotomaculum reducens 4.2.1.17
E6W696 enoyl-CoA hydratase XII Desulfurispirillum indicum
Q1K2C7 enoyl-CoA hydratase XII Desulfuromonas acetoxidans
COGEG5 enoyl-CoA hydratase XII Dethiobacter alkaliphilus
COGGIS8 enoyl-CoA hydratase XII Dethiobacter alkaliphilus
COGKR8 enoyl-CoA hydratase XII Dethiobacter alkaliphilus
A8LT87 enoyl-CoA hydratase XII Dinoroseobacter shibae
FOHQ19 enoyl-CoA hydratase XII Eggerthella sp. 4.2.1.55
Q5B984 enoyl-CoA hydratase XII Emericella nidulans
E4KQP5 enoyl-CoA hydratase XII Eremococcus coleocola 4.2.1.55
E4KQQO enoyl-CoA hydratase XII Eremococcus coleocola 4.2.1.55
E4KRB8 enoyl-CoA hydratase XII Eremococcus coleocola 4.2.1.55
B2VILO enoyl-CoA hydratase XII Erwinia tasmaniensis 4.2.1.17
USF896 enoyl-CoA hydratase XII Erysipelotrichaceae bacterium
T6H161 enoyl-CoA hydratase XII Escherichia coli
E3GGC4 enoyl-CoA hydratase XII Eubacterium limosum
E3GIR9 enoyl-CoA hydratase XII Eubacterium limosum
C7GzZN1 enoyl-CoA hydratase XII Eubacterium saphenum 4.2.1.55
A5Z916 enoyl-CoA hydratase XII Eubacterium ventriosum 4.2.1.55
B1YIJ9 enoyl-CoA hydratase XII Exiguobacterium sibiricum
E2ZH38 enoyl-CoA hydratase XII Faecalibacterium cf. 4.2.1.55
S0AM24 enoyl-CoA hydratase XII Ferroplasma acidarmanus
D6GPX4 enoyl-CoA hydratase XII Filifactor alocis
A3J3F6 enoyl-CoA hydratase XII Flavobacteria bacterium
COBNL2 enoyl-CoA hydratase XII Flavobacteria bacterium
Q26DR3 enoyl-CoA hydratase XII Flavobacteria bacterium 4.2.1.17
Q26GS7 enoyl-CoA hydratase XII Flavobacteria bacterium 4.2.1.17
CewzZv7 enoyl-CoA hydratase XII Flavobacteriaceae bacterium 4.2.1.17
A8UIFO enoyl-CoA hydratase XII Flavobacteriales bacterium
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ABFLF7 enoyl-CoA hydratase XII Flavobacterium johnsoniae
AOAO76NWAO  enoyl-CoA hydratase XII Flavobacterium psychrophilum 4.2.1.55
QORU73 enoyl-CoA hydratase XII Frankia alni 4.2.1.-
QORL25 enoyl-CoA hydratase XII Frankia alni 4.2.1.17
QORL52 enoyl-CoA hydratase XII Frankia alni 4.2.1.17
ABLEGY enoyl-CoA hydratase XII Frankia sp.
D3CYX8 enoyl-CoA hydratase XII Frankia sp.
E3IYR8 enoyl-CoA hydratase XII Frankia sp.
E3J3W8 enoyl-CoA hydratase XII Frankia sp.
E3JDC7 enoyl-CoA hydratase XII Frankia sp.
F8B416 enoyl-CoA hydratase XII Frankia symbiont
E5BH60 enoyl-CoA hydratase XII Fusobacterium gonidiaformans 4.2.1.55
C3WBIO enoyl-CoA hydratase XII Fusobacterium mortiferum 4.2.1.55
A0A064AJBO  enoyl-CoA hydratase XII Fusobacterium necrophorum
AOAODBG4R5  enoyl-CoA hydratase XII Fusobacterium nucleatum 4.2.1.17
D5RAC1 enoyl-CoA hydratase XIT Fusobacterium nucleatum 4.2.1.55
D4CYJ9 enoyl-CoA hydratase XII Fusobacterium periodonticum 4.2.1.55
C6JKT4 enoyl-CoA hydratase XII Fusobacterium varium 4.2.1.55
BBKNSS8 enoyl-CoA hydratase XII gamma proteobacterium
Q1YP77 enoyl-CoA hydratase XII gamma proteobacterium
C1A63J8 enoyl-CoA hydratase XIT Gemmatimonas aurantiaca 4.2.1.17
Q5KZJ9 enoyl-CoA hydratase XII Geobacillus kaustophilus
Q5QL51 enoyl-CoA hydratase XII Geobacillus kaustophilus
Q5KYF9 enoyl-CoA hydratase XII Geobacillus kaustophilus 4.2.1.17
AOAOEOTBN5  enoyl-CoA hydratase XII Geobacillus sp.
AOAOF6BNY1  enoyl-CoA hydratase XII Geobacillus sp.
C5D5Q3 enoyl-CoA hydratase XII Geobacillus sp.
TONZ09 enoyl-CoA hydratase XII Geobacillus sp.
V6VIO7 enoyl-CoA hydratase XII Geobacillus sp.
AAINB7 enoyl-CoA hydratase XII Geobacillus thermodenitrificans
B5E7U4 enoyl-CoA hydratase XII Geobacter bemidjiensis
BILZZ6 enoyl-CoA hydratase XIT Geobacter daltonii
BOM432 enoyl-CoA hydratase XII Geobacter daltonii
BI9M8K1 enoyl-CoA hydratase XII Geobacter daltonii
BI9M959 enoyl-CoA hydratase XII Geobacter daltonii
B3E839 enoyl-CoA hydratase XII Geobacter lovleyi
Q39TI5 enoyl-CoA hydratase XIT Geobacter metallireducens
Q39TJO enoyl-CoA hydratase XII Geobacter metallireducens
Q39TJ3 enoyl-CoA hydratase XII Geobacter metallireducens
Q39TX4 enoyl-CoA hydratase XII Geobacter metallireducens
Q39TY8 enoyl-CoA hydratase XII Geobacter metallireducens
Q39UX7 enoyl-CoA hydratase XII Geobacter metallireducens
Q39VCo enoyl-CoA hydratase XII Geobacter metallireducens
C6E212 enoyl-CoA hydratase XII Geobacter sp.
C6E4E1 enoyl-CoA hydratase XII Geobacter sp.
E8WNM3 enoyl-CoA hydratase XII Geobacter sp.
E8WNWO enoyl-CoA hydratase XII Geobacter sp.
Q74DD9 enoyl-CoA hydratase XII Geobacter sulfurreducens
ABG5Z5 enoyl-CoA hydratase XII Geobacter uraniireducens 4.2.1.17
D255B2 enoyl-CoA hydratase XII Geodermatophilus obscurus
D2SEM2 enoyl-CoA hydratase XII Geodermatophilus obscurus
AOAO016PAS7  enoyl-CoA hydratase XII Gibberella zeae
A0A016Q5X5  enoyl-CoA hydratase XII Gibberella zeae
A9HAY1 enoyl-CoA hydratase XII Gluconacetobacter diazotrophicus
C6THP6 enoyl-CoA hydratase XII Glycine max
AOAOF2GF91  enoyl-CoA hydratase XII Gordonia sp.
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AOM6B3 enoyl-CoA hydratase XII Gramella forsetii 4.2.1.55
G8NQ56 enoyl-CoA hydratase XII Granulicella mallensis 4.2.1.17
E8WZL5 enoyl-CoA hydratase XII Granulicella tundricola
Q25C94 enoyl-CoA hydratase XII Habhella chejuensis
E7QPV2 enoyl-CoA hydratase XII Haladaptatus paucihalophilus
E7QT99 enoyl-CoA hydratase XII Haladaptatus paucihalophilus
D8J8B4 enoyl-CoA hydratase XII Halalkalicoccus jeotgali
D8JB26 enoyl-CoA hydratase XII Halalkalicoccus jeotgali
D8JB43 enoyl-CoA hydratase XII Halalkalicoccus jeotgali
D8JCV9 enoyl-CoA hydratase XII Halalkalicoccus jeotgali
E4RP32 enoyl-CoA hydratase XII Halanaerobium hydrog.

E3DM10 enoyl-CoA hydratase XII Halanaerobium praevalens 4.2.1.17
DOLYC9 enoyl-CoA hydratase XII Haliangium ochraceum

MOJLLO enoyl-CoA hydratase XII Haloarcula sinaiiensis

E1WXZ2 enoyl-CoA hydratase XII Halobacteriovorax marinus

BOR3C3 enoyl-CoA hydratase XIT Halobacterium salinarum 4.2.1.17
L5NZ25 enoyl-CoA hydratase XII Haloferax sp.

D4GXV2 enoyl-CoA hydratase XII Haloferax volcanii 4.2.1.17
E4NNO3 enoyl-CoA hydratase XII Halogeometricum borinquense 4.2.1.17
E4ANWDO enoyl-CoA hydratase XII Halogeometricum borinquense 4.2.1.17
E1V567 enoyl-CoA hydratase XIT Halomonas elongata 4.2.1.55
Q18HM3 enoyl-CoA hydratase XII Haloquadratum walsbyi 4.2.1.17
C7NQM2 enoyl-CoA hydratase XII Halorhabdus utahensis

BILMX3 enoyl-CoA hydratase XII Halorubrum lacusprofundi

D2RUQ1 enoyl-CoA hydratase XII Haloterrigena turkmenica

D2RZW8 enoyl-CoA hydratase XII Haloterrigena turkmenica

D2S0U5 enoyl-CoA hydratase XII Haloterrigena turkmenica

D2S0wW2 enoyl-CoA hydratase XII Haloterrigena turkmenica

D2S0W5 enoyl-CoA hydratase XII Haloterrigena turkmenica

D2S385 enoyl-CoA hydratase XII Haloterrigena turkmenica

BOTAMO enoyl-CoA hydratase XII Heliobacterium modesticaldum

D8ISR1 enoyl-CoA hydratase XIT Herbaspirillum seropedicae 4.2.1.17
A9AYAS enoyl-CoA hydratase XII Herpetosiphon aurantiacus

A9BOYO enoyl-CoA hydratase XII Herpetosiphon aurantiacus

C6XPV3 enoyl-CoA hydratase XII Hirschia baltica

A9CZD8 enoyl-CoA hydratase XII Hoeflea phototrophica 4.2.1.17
B7CAJ3 enoyl-CoA hydratase XII Holdemanella biformis 4.2.1.55
Q86YB7 enoyl-CoA hydratase XII Homo sapiens

E3HAR4 enoyl-CoA hydratase XII Ilyobacter polytropus 4.2.1.55
E3HE39 enoyl-CoA hydratase XII Ilyobacter polytropus 4.2.1.55
E6S821 enoyl-CoA hydratase XII Intrasporangium calvum 4.2.1.17
E6SFX3 enoyl-CoA hydratase XII Intrasporangium calvum 4.2.1.17
E8BR5K7 enoyl-CoA hydratase XII Isosphaera pallida

A3TRO4 enoyl-CoA hydratase XII Janibacter sp.

Q28UNO enoyl-CoA hydratase XII Jannaschia sp.

ABWB93 enoyl-CoA hydratase XII Kineococcus radiotolerans

B2GHLS enoyl-CoA hydratase XII Kocuria rhizophila 4.2.1.17
A9DN11 enoyl-CoA hydratase XII Kordia algicida

Q1ISD5 enoyl-CoA hydratase XII Koribacter versatilis 4.2.1.17
D2Q1Z9 enoyl-CoA hydratase XII Kribbella flavida

D5WUF6 enoyl-CoA hydratase XII Kyrpidia tusciae

D5WXT4 enoyl-CoA hydratase XII Kyrpidia tusciae

C7NFF6 enoyl-CoA hydratase XII Kytococcus sedentarius

C7NGO5 enoyl-CoA hydratase XII Kytococcus sedentarius

AONW20 enoyl-CoA hydratase XII Labrenzia aggregata 4.2.1.17
B9QU83 enoyl-CoA hydratase XII Labrenzia alexandrii
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E6LL61 enoyl-CoA hydratase XII Lachnoanaerobaculum saburreum 4.2.1.55
IORAN1 enoyl-CoA hydratase XII Lachnoanaerobaculum saburreum 4.2.1.55
REYYQ6 enoyl-CoA hydratase XII Lachnospiraceae bacterium
C2KD03 enoyl-CoA hydratase XII Lactobacillus crispatus 4.2.1.55
A3XHO09 enoyl-CoA hydratase XII Leeuwenhoekiella blandensis
GOEMGS8 enoyl-CoA hydratase XII Legionella drancourtii
D3HQR8 enoyl-CoA hydratase XII Legionella longbeachae 4.2.1.17
Q5WY38 enoyl-CoA hydratase XII Legionella pneumophila
AAHMT4 enoyl-CoA hydratase XII Leishmania braziliensis
E9AEL3 enoyl-CoA hydratase XII Leishmania major
BOSMA7 enoyl-CoA hydratase XII Leptospira biflexa 4.2.1.55
QO04WA5 enoyl-CoA hydratase XII Leptospira borgpetersenii
M6GD87 enoyl-CoA hydratase XII Leptospira interrogans
B1Y362 enoyl-CoA hydratase XII Leptothrix cholodnii
D7WMI6 enoyl-CoA hydratase XII Lysinibacillus fusiformis
D7WPZ0 enoyl-CoA hydratase XIT Lysinibacillus fusiformis 4.2.1.17
B1HNI6 enoyl-CoA hydratase XII Lysinibacillus sphaericus
G4MZ24 enoyl-CoA hydratase XII Magnaporthe oryzae
A4ANR3 enoyl-CoA hydratase XII Maribacter sp.

A4AJA9 enoyl-CoA hydratase XII marine actinobacterium

A4ALUT enoyl-CoA hydratase XII marine actinobacterium

AOYECO enoyl-CoA hydratase XII marine gamma

AOZ5F2 enoyl-CoA hydratase XII marine gamma

B7RV29 enoyl-CoA hydratase XII marine gamma

B7RWE9Q enoyl-CoA hydratase XII marine gamma

A0Z232 enoyl-CoA hydratase XII marine gamma 4.2.1.17
E4PI71 enoyl-CoA hydratase XII Marinobacter adhaerens

A3J9M7 enoyl-CoA hydratase XII Marinobacter sp.

A3Y533 enoyl-CoA hydratase XII Marinomonas sp.

A3Y537 enoyl-CoA hydratase XII Marinomonas sp.

A3Y686 enoyl-CoA hydratase XII Marinomonas sp.

A3YAHS enoyl-CoA hydratase XIT Marinomonas sp.

A3Y9Y9 enoyl-CoA hydratase XII Marinomonas sp. 4.2.1.17
A3VES87 enoyl-CoA hydratase XII Maritimibacter alkaliphilus

A3VI1J7 enoyl-CoA hydratase XII Maritimibacter alkaliphilus

A3VDO1 enoyl-CoA hydratase XII Maritimibacter alkaliphilus 4.2.1.17
E4TL21 enoyl-CoA hydratase XII Marivirga tractuosa 4.2.1.17
D3LX36 enoyl-CoA hydratase XII Megasphaera genomosp. 4.2.1.55
E2Z9G7 enoyl-CoA hydratase XII Megasphaera micronuciformis 4.2.1.55
D3PLE5 enoyl-CoA hydratase XII Meiothermus ruber

D3PSX2 enoyl-CoA hydratase XII Meiothermus ruber

D7BH90 enoyl-CoA hydratase XII Meiothermus silvanus 4.2.1.55
E8TDX1 enoyl-CoA hydratase XII Mesorhizobium ciceri

E8TJL2 enoyl-CoA hydratase XII Mesorhizobium ciceri

F7Y098 enoyl-CoA hydratase XII Mesorhizobium opportunistum

F7Y219 enoyl-CoA hydratase XII Mesorhizobium opportunistum

A4YDL1 enoyl-CoA hydratase XII Metallosphaera sedula

A4YT89 enoyl-CoA hydratase XII Metallosphaera sedula 4.2.1.116
Q6TN86 enoyl-CoA hydratase XII Methylobacterium extorquens

B8IC52 enoyl-CoA hydratase XII Methylobacterium nodulans

E8N9AO enoyl-CoA hydratase XII Microbacterium testaceum

D9T059 enoyl-CoA hydratase XII Micromonospora aurantiaca

DITE79 enoyl-CoA hydratase XII Micromonospora aurantiaca

C4RB42 enoyl-CoA hydratase XII Micromonospora sp.

A1ZQE7 enoyl-CoA hydratase XII Microscilla marina 4.2.1.55
H1Y2G5 enoyl-CoA hydratase XII Mucilaginibacter paludis
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Q3TLP5 enoyl-CoA hydratase XII Mus musculus
V73J13 enoyl-CoA hydratase XII Mycobacterium avium 4.2.1.17
V7JP66 enoyl-CoA hydratase XII Mycobacterium avium 4.2.1.17
X8E443 enoyl-CoA hydratase XII Mycobacterium chelonae
X8ECP9 enoyl-CoA hydratase XII Mycobacterium chelonae
E6TIF4 enoyl-CoA hydratase XII Mycobacterium gilvum
E6TMD2 enoyl-CoA hydratase XII Mycobacterium gilvum
XT7ZAE6 enoyl-CoA hydratase XII Mycobacterium kansasii
B2HJY7 enoyl-CoA hydratase XII Mycobacterium marinum
B2HKK9 enoyl-CoA hydratase XII Mycobacterium marinum
D5P5N3 enoyl-CoA hydratase XII Mycobacterium parascrofulaceum 4.2.1.17
Q73vCT enoyl-CoA hydratase XII Mycobacterium paratuberculosis 4.2.1.17
AOR765 enoyl-CoA hydratase XII Mycobacterium smegmatis
AoQzM2 enoyl-CoA hydratase XII Mycobacterium smegmatis 4.2.1.-
AOQPR5 enoyl-CoA hydratase XII Mycobacterium smegmatis 4.2.1.17
AOQXN1 enoyl-CoA hydratase XII Mycobacterium smegmatis 4.2.1.17
A0QZve enoyl-CoA hydratase XII Mycobacterium smegmatis 4.2.1.17
A1UD87 enoyl-CoA hydratase XII Mycobacterium sp.
A2VNK5 enoyl-CoA hydratase XII Mycobacterium tuberculosis
D6FKT4 enoyl-CoA hydratase XII Mycobacterium tuberculosis
AOPLL1 enoyl-CoA hydratase XII Mycobacterium ulcerans
Q1D5U2 enoyl-CoA hydratase XII Myxococcus xanthus 4.2.1.55
Q1D5Y4 enoyl-CoA hydratase XII Myxococcus xanthus 4.2.1.55
C8XAB9 enoyl-CoA hydratase XII Nakamurella multipartita

A0AOB4J2T1  enoyl-CoA hydratase XII Nasonia vitripennis
B2A632 enoyl-CoA hydratase XII Natranaerobius thermophilus
D3T037 enoyl-CoA hydratase XII Natrialba magadii
D3TOH1 enoyl-CoA hydratase XII Natrialba magadii
Q3IPZO enoyl-CoA hydratase XII Natronomonas pharaonis 4.2.1.17
Q3IR37 enoyl-CoA hydratase XTI Natronomonas pharaonis 4.2.1.17
C7ZB84 enoyl-CoA hydratase XII Nectria haematococca
A73528 enoyl-CoA hydratase XII Nematostella vectensis
A9A2G5 enoyl-CoA hydratase XII Nitrosopumilus maritimus
D8PHR1 enoyl-CoA hydratase XII Nitrospira defluvii 4.2.1.17
Q5YXT7 enoyl-CoA hydratase XII Nocardia farcinica
EQUN25 enoyl-CoA hydratase XII Nocardioidaceae bacterium
E9V023 enoyl-CoA hydratase XII Nocardioidaceae bacterium
A13CQ9 enoyl-CoA hydratase XII Nocardioides sp. 4.2.1.17
A1SHPO enoyl-CoA hydratase XII Nocardioides sp. 4.2.1.17
A1SPQ7 enoyl-CoA hydratase XII Nocardioides sp. 4.2.1.17
D7AUES enoyl-CoA hydratase XII Nocardiopsis dassonvillei 4.2.1.17
A4XEXO0 enoyl-CoA hydratase XII Novosphingobium aromat. 4.2.1.17
Q2G8G2 enoyl-CoA hydratase XII Novosphingobium aromat. 4.2.1.17
A3U237 enoyl-CoA hydratase XII Oceanicola batsensis
A3TUR4 enoyl-CoA hydratase XII Oceanicola batsensis 4.2.1.17
E4U7B4 enoyl-CoA hydratase XII Oceanithermus profundus 4.2.1.17
Q8EPI5 enoyl-CoA hydratase XII Oceanobacillus iheyensis 4.2.1.17
CAWKIS8 enoyl-CoA hydratase XIT Ochrobactrum intermedium
F9Z8C8 enoyl-CoA hydratase XII Odoribacter splanchnicus 4.2.1.55
B6JI41 enoyl-CoA hydratase XII Oligotropha carboxidovorans
Q6H7I3 enoyl-CoA hydratase XII Oryza sativa
Q6H7I4 enoyl-CoA hydratase XII Oryza sativa
E1IFB9 enoyl-CoA hydratase XII Oscillochloris trichoides
C6J301 enoyl-CoA hydratase XII Paenibacillus sp.
C6J3H5 enoyl-CoA hydratase XII Paenibacillus sp.
COSIY5 enoyl-CoA hydratase XII Paracoccidioides brasiliensis
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A1B553 enoyl-CoA hydratase XII Paracoccus denitrificans
A1BCO8 enoyl-CoA hydratase XII Paracoccus denitrificans
AOC5H1 enoyl-CoA hydratase XII Paramecium tetraurelia
AOD1K8 enoyl-CoA hydratase XII Paramecium tetraurelia
A7HU11 enoyl-CoA hydratase XII Parvibaculum lavamentivorans
ATHU29 enoyl-CoA hydratase XII Parvibaculum lavamentivorans
EOTHJO enoyl-CoA hydratase XII Parvularcula bermudensis
C6XXC4 enoyl-CoA hydratase XII Pedobacter heparinus 4.2.1.55
AGEDR1 enoyl-CoA hydratase XII Pedobacter sp.
ABD4YO enoyl-CoA hydratase XII Pelotomaculum thermo.
B6HBA6 enoyl-CoA hydratase XII Penicillium rubens
AOAOB69ADE8  enoyl-CoA hydratase XII Peptoclostridium difficile 4.2.1.55;4.2.1.1
AOAOABU1E3  enoyl-CoA hydratase XII Peptoclostridium difficile 4.2.1.55
E4KZS7 enoyl-CoA hydratase XII Peptoniphilus harei 4.2.1.55
A0A096BDY2  enoyl-CoA hydratase XII Peptoniphilus lacrimalis
D7N8J4 enoyl-CoA hydratase XII Peptoniphilus sp. 4.2.1.55
U7vV1P8 enoyl-CoA hydratase XII Peptoniphilus sp. 4.2.1.55
I7EUX8 enoyl-CoA hydratase XII Phaeobacter gallaeciensis
I7DWQ7 enoyl-CoA hydratase XII Phaeobacter inhibens
I7E6J1 enoyl-CoA hydratase XII Phaeobacter inhibens
QOU7RO enoyl-CoA hydratase XIT Phaeosphaeria nodorum
B4R9H1 enoyl-CoA hydratase XII Phenylobacterium zucineum
Q17250 enoyl-CoA hydratase XII Photobacterium profundum
E7TRIF4 enoyl-CoA hydratase XII Planococcus donghaensis 4.2.1.17
A6GI53 enoyl-CoA hydratase XII Plesiocystis pacifica
ABGIQ5 enoyl-CoA hydratase XII Plesiocystis pacifica
A4BXH5 enoyl-CoA hydratase XII Polaribacter irgensii
A2TXY1 enoyl-CoA hydratase XII Polaribacter sp.
A1VJU6 enoyl-CoA hydratase XII Polaromonas naphthalenivorans
Q126G4 enoyl-CoA hydratase XII Polaromonas sp.
Q128L7 enoyl-CoA hydratase XII Polaromonas sp.
Q12FT4 enoyl-CoA hydratase XII Polaromonas sp. 4.2.1.17
F2J6B8 enoyl-CoA hydratase XII Polymorphum gilvum
B9HX29 enoyl-CoA hydratase XII Populus trichocarpa
C3JBJ6 enoyl-CoA hydratase XII Porphyromonas endodontalis 4.2.1.55
Q7MVI2 enoyl-CoA hydratase XII Porphyromonas gingivalis
C2M985 enoyl-CoA hydratase XIT Porphyromonas uenonis 4.2.1.55
Q3IE67 enoyl-CoA hydratase XII Pseudoalteromonas haloplanktis 4.2.1.17
B9Z0OD7 enoyl-CoA hydratase XII Pseudogulbenkiania ferrooxidans
VEAET0 enoyl-CoA hydratase XII Pseudomonas aeruginosa
A0A072ZTS3  enoyl-CoA hydratase XII Pseudomonas aeruginosa 4.2.1.150
C3K8M5 enoyl-CoA hydratase XII Pseudomonas fluorescens
AOAOB5JWX3  enoyl-CoA hydratase XII Pseudomonas plecoglossicida
BOKML9 enoyl-CoA hydratase XII Pseudomonas putida
FOS7S0 enoyl-CoA hydratase XII Pseudopedobacter saltans 4.2.1.55
E6MHW1 enoyl-CoA hydratase XII Pseudoramibacter alactolyticus 4.2.1.55
B6QXY5 enoyl-CoA hydratase XII Pseudovibrio sp. 4.2.1.55
B6R3L1 enoyl-CoA hydratase XII Pseudovibrio sp. 4.2.1.55
E6WR65 enoyl-CoA hydratase XII Pseudoxanthomonas suwonensis
DOU566 enoyl-CoA hydratase XII Psychrobacter sp.
K4III3 enoyl-CoA hydratase XII Psychroflexus torquis
A3MVR3 enoyl-CoA hydratase XII Pyrobaculum calidifontis 4.2.1.17
B2UA60 enoyl-CoA hydratase XII Ralstonia pickettii
R7XFD4 enoyl-CoA hydratase XII Ralstonia sp.
R7XKT3 enoyl-CoA hydratase XII Ralstonia sp. 4.2.1.17
D3ZIL6 enoyl-CoA hydratase XII Rattus norvegicus
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B3PWW8 enoyl-CoA hydratase XII Rhizobium etli 4.2.1.17
C6B5V5 enoyl-CoA hydratase XII Rhizobium leguminosarum
Q1M4T2 enoyl-CoA hydratase XII Rhizobium leguminosarum
Q983wW9 enoyl-CoA hydratase XII Rhizobium loti
Q987P2 enoyl-CoA hydratase XII Rhizobium loti

AOAO83ZRX3  enoyl-CoA hydratase XII Rhizobium radiobacter 4.2.1.55
C3MAPO enoyl-CoA hydratase XII Rhizobium sp.
A4WsSe enoyl-CoA hydratase XII Rhodobacter sphaeroides
BI9KMQ4 enoyl-CoA hydratase XII Rhodobacter sphaeroides
BOKVT5 enoyl-CoA hydratase XII Rhodobacter sphaeroides
A3PMV8 enoyl-CoA hydratase XII Rhodobacter sphaeroides 4.2.1.17
A4WSR8 enoyl-CoA hydratase XII Rhodobacter sphaeroides 4.2.1.17
Q3IZD9 enoyl-CoA hydratase XII Rhodobacter sphaeroides 4.2.1.17
B6AZF5 enoyl-CoA hydratase XII Rhodobacteraceae bacterium
E4WA13 enoyl-CoA hydratase XII Rhodococcus equi
E9SXB5 enoyl-CoA hydratase XII Rhodococcus equi
E9T3S7 enoyl-CoA hydratase XII Rhodococcus equi
T1VWI1 enoyl-CoA hydratase XII Rhodococcus erythropolis
CO0ZTJ5 enoyl-CoA hydratase XII Rhodococcus erythropolis 4.2.1.17
QO0S5T5 enoyl-CoA hydratase XII Rhodococcus jostii
QOSAM2 enoyl-CoA hydratase XIT Rhodococcus jostii
QOS2K8 enoyl-CoA hydratase XII Rhodococcus jostii 4.2.1.17
QORVK4 enoyl-CoA hydratase XII Rhodococcus jostii 4.2.1.55
C1B647 enoyl-CoA hydratase XII Rhodococcus opacus 4.2.1.17
C1BDU6 enoyl-CoA hydratase XII Rhodococcus opacus 4.2.1.17
AOA069JHMO  enoyl-CoA hydratase XII Rhodococcus gingshengii
M2XO0F1 enoyl-CoA hydratase XII Rhodococcus gingshengii
B8X9YO enoyl-CoA hydratase XII Rhodococcus sp.
J2JG18 enoyl-CoA hydratase XII Rhodococcus sp.
L2TJK1 enoyl-CoA hydratase XII Rhodococcus wratislaviensis 4.2.1.17
Q222H5 enoyl-CoA hydratase XII Rhodoferax ferrireducens
Q222M2 enoyl-CoA hydratase XII Rhodoferax ferrireducens
B3Q7V3 enoyl-CoA hydratase XII Rhodopseudomonas palustris
B3QET5 enoyl-CoA hydratase XII Rhodopseudomonas palustris
E6VNB4 enoyl-CoA hydratase XII Rhodopseudomonas palustris
QO7K02 enoyl-CoA hydratase XII Rhodopseudomonas palustris
Q139w8 enoyl-CoA hydratase XIT Rhodopseudomonas palustris
Q21B08 enoyl-CoA hydratase XII Rhodopseudomonas palustris
Q21B14 enoyl-CoA hydratase XII Rhodopseudomonas palustris
Q6N486 enoyl-CoA hydratase XII Rhodopseudomonas palustris 4.2.1.-
Q134G1 enoyl-CoA hydratase XII Rhodopseudomonas palustris 4.2.1.17
Q2IY89 enoyl-CoA hydratase XII Rhodopseudomonas palustris 4.2.1.17
DOMIX9 enoyl-CoA hydratase XII Rhodothermus marinus
G2SE51 enoyl-CoA hydratase XII Rhodothermus marinus 4.2.1.17
E4TCS0 enoyl-CoA hydratase XII Riemerella anatipestifer
A4CHJI4 enoyl-CoA hydratase XII Robiginitalea biformata
COFP89 enoyl-CoA hydratase XII Roseburia inulinivorans
AT7NNS3 enoyl-CoA hydratase XIT Roseiflexus castenholzii
A5UVMS8 enoyl-CoA hydratase XII Roseiflexus sp. 4.2.1.17
Q16Cs7 enoyl-CoA hydratase XII Roseobacter denitrificans 4.2.1.-
A4EUM9 enoyl-CoA hydratase XII Roseobacter sp.
B7RHB4 enoyl-CoA hydratase XII Roseobacter sp.
B7RQYO enoyl-CoA hydratase XII Roseobacter sp.
A3X6D0 enoyl-CoA hydratase XII Roseobacter sp. 4.2.1.17
A3VZZ6 enoyl-CoA hydratase XII Roseovarius sp.
A3W202 enoyl-CoA hydratase XII Roseovarius sp.
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A3W6G8 enoyl-CoA hydratase XII Roseovarius sp.
ABE1A8 enoyl-CoA hydratase XII Roseovarius sp.
A3wW3C7 enoyl-CoA hydratase XII Roseovarius sp. 4.2.1.17
F0SS49 enoyl-CoA hydratase XII Rubinisphaera brasiliensis
Q1ATI2 enoyl-CoA hydratase XII Rubrobacter xylanophilus 4.2.1.17
Q1AvV57 enoyl-CoA hydratase XII Rubrobacter xylanophilus 4.2.1.17
Q1AV70 enoyl-CoA hydratase XII Rubrobacter xylanophilus 4.2.1.17
Q1AZ30 enoyl-CoA hydratase XII Rubrobacter xylanophilus 4.2.1.17
Q5LLW6 enoyl-CoA hydratase XII Ruegeria pomeroyi 4.2.1.155
F4XDI2 enoyl-CoA hydratase XII Ruminococcaceae bacterium
C7MZQ2 enoyl-CoA hydratase XII Saccharomonospora viridis
C7MW58 enoyl-CoA hydratase XII Saccharomonospora viridis 4.2.1.17
T2RVL6 enoyl-CoA hydratase XII Saccharopolyspora erythraea
A3K472 enoyl-CoA hydratase XII Sagittula stellata 4.2.1.17
A4X425 enoyl-CoA hydratase XII Salinispora tropica
A7TF3S7 enoyl-CoA hydratase XII Sclerotinia sclerotiorum
D8QYQ8 enoyl-CoA hydratase XII Selaginella moellendorffii
BOTMTO enoyl-CoA hydratase XII Shewanella halifaxensis
A8BH4G9 enoyl-CoA hydratase XII Shewanella pealeana
A8BFZET7 enoyl-CoA hydratase XII Shewanella sediminis
B1KL79 enoyl-CoA hydratase XIT Shewanella woodyi
C4GIV3 enoyl-CoA hydratase XII Shuttleworthia satelles
ABUBKS8 enoyl-CoA hydratase XII Sinorhizobium medicae
ABUEB6 enoyl-CoA hydratase XII Sinorhizobium medicae
A6UJIN3 enoyl-CoA hydratase XII Sinorhizobium medicae
ABULCS8 enoyl-CoA hydratase XII Sinorhizobium medicae

AOAOEOUJQO  enoyl-CoA hydratase XII Sinorhizobium meliloti
F7X1U7 enoyl-CoA hydratase XII Sinorhizobium meliloti
F7X2P2 enoyl-CoA hydratase XII Sinorhizobium meliloti
F7XEIO enoyl-CoA hydratase XII Sinorhizobium meliloti
QIWL77 enoyl-CoA hydratase XII Sinorhizobium meliloti
QO01T70 enoyl-CoA hydratase XIT Solibacter usitatus 4.2.1.17
A9GBT5 enoyl-CoA hydratase XII Sorangium cellulosum 4.2.1.55
A9GQ91 enoyl-CoA hydratase XII Sorangium cellulosum 4.2.1.55
D1C1Z3 enoyl-CoA hydratase XII Sphaerobacter thermophilus
D1C3U0 enoyl-CoA hydratase XII Sphaerobacter thermophilus
FACAQ9 enoyl-CoA hydratase XII Sphingobacterium sp. 4.2.1.17
C2FS94 enoyl-CoA hydratase XII Sphingobacterium spiritivorum 4.2.1.55

AOAOA1Y9Y5  enoyl-CoA hydratase XII Sphingomonas sp.
A5V4A9 enoyl-CoA hydratase XII Sphingomonas wittichii
Q1GUS6 enoyl-CoA hydratase XII Sphingopyxis alaskensis
D2QP04 enoyl-CoA hydratase XII Spirosoma linguale
D3Q007 enoyl-CoA hydratase XII Stackebrandtia nassauensis
D3Q8P8 enoyl-CoA hydratase XII Stackebrandtia nassauensis
B8L2Z1 enoyl-CoA hydratase XII Stenotrophomonas sp. 4.2.1.55
Qo8ys1 enoyl-CoA hydratase XII Stigmatella aurantiaca 4.2.1.18; 4.2.1.5
Q08P39 enoyl-CoA hydratase XII Stigmatella aurantiaca 4.2.1.55
E8JTC1 enoyl-CoA hydratase XIT Streptococcus cristatus 4.2.1.55
X8KHN1 enoyl-CoA hydratase XII Streptococcus sp.
D6B1P4 enoyl-CoA hydratase XII Streptomyces albus 4.2.1.17
D6B7U8 enoyl-CoA hydratase XII Streptomyces albus 4.2.1.17
D7BXE3 enoyl-CoA hydratase XII Streptomyces bingchenggensis
D7CE91 enoyl-CoA hydratase XII Streptomyces bingchenggensis
B5GVC1 enoyl-CoA hydratase XII Streptomyces clavuligerus
E2Q3X2 enoyl-CoA hydratase XII Streptomyces clavuligerus 4.2.1.17
Q9EWWO enoyl-CoA hydratase XII Streptomyces coelicolor



Table S2.5. (continuation)

UniProt  Family [3] Cluster Species EC Number
Q9RJUG enoyl-CoA hydratase XII Streptomyces coelicolor
D5ZRR9 enoyl-CoA hydratase XII Streptomyces ghanaensis
D6A1R7 enoyl-CoA hydratase XII Streptomyces ghanaensis
D6ASNT enoyl-CoA hydratase XII Streptomyces ghanaensis
DOXTI1 enoyl-CoA hydratase XII Streptomyces griseoflavus
GOPTP4 enoyl-CoA hydratase XII Streptomyces griseus
Q9KHD9 enoyl-CoA hydratase XII Streptomyces griseus
DIWCZ3 enoyl-CoA hydratase XII Streptomyces himastatinicus
D6EG99 enoyl-CoA hydratase XII Streptomyces lividans
D6EXVO enoyl-CoA hydratase XII Streptomyces lividans
E8VYZ1 enoyl-CoA hydratase XII Streptomyces pratensis
E8SWAL9 enoyl-CoA hydratase XII Streptomyces pratensis
B5HK71 enoyl-CoA hydratase XII Streptomyces pristinaespiralis
WIG1F8 enoyl-CoA hydratase XII Streptomyces roseosporus
C9z6U1 enoyl-CoA hydratase XII Streptomyces scabiei
C9ZGV4 enoyl-CoA hydratase XII Streptomyces scabiei
B4VAK1 enoyl-CoA hydratase XII Streptomyces sp.
D6M4W6 enoyl-CoA hydratase XII Streptomyces sp.
D6M5P5 enoyl-CoA hydratase XII Streptomyces sp.
D6MSW7 enoyl-CoA hydratase XII Streptomyces sp.
DOUPW7 enoyl-CoA hydratase XII Streptomyces sp.
D9V1Q2 enoyl-CoA hydratase XII Streptomyces sp.
D9V5RO enoyl-CoA hydratase XII Streptomyces sp.
D9VCR1 enoyl-CoA hydratase XII Streptomyces sp.
DoVVQ3 enoyl-CoA hydratase XII Streptomyces sp.
G2NLX7 enoyl-CoA hydratase XII Streptomyces sp.
B5HMF5 enoyl-CoA hydratase XII Streptomyces sviceus
B5SHPCS enoyl-CoA hydratase XII Streptomyces sviceus
G2NXL2 enoyl-CoA hydratase XII Streptomyces violaceusniger
G2NY41 enoyl-CoA hydratase XII Streptomyces violaceusniger
G2P4V9 enoyl-CoA hydratase XII Streptomyces violaceusniger
G2P562 enoyl-CoA hydratase XII Streptomyces violaceusniger
G2PCUO enoyl-CoA hydratase XII Streptomyces violaceusniger
D9XDC9 enoyl-CoA hydratase XII Streptomyces viridochromogenes
D9XHG7 enoyl-CoA hydratase XII Streptomyces viridochromogenes
D2AX51 enoyl-CoA hydratase XII Streptosporangium roseum
D1PJ73 enoyl-CoA hydratase XII Subdoligranulum variabile 4.2.1.55
M1IEP3 enoyl-CoA hydratase XII Sulfolobus acidocaldarius
Q4J8D5 enoyl-CoA hydratase XII Sulfolobus acidocaldarius 4.2.1.55
C3N4B1 enoyl-CoA hydratase XII Sulfolobus islandicus
C3NH34 enoyl-CoA hydratase XII Sulfolobus islandicus
AOAOE3KB58  enoyl-CoA hydratase XII Sulfolobus solfataricus
Q97YL2 enoyl-CoA hydratase XII Sulfolobus solfataricus 4.2.1.17
Q976U5 enoyl-CoA hydratase XII Sulfolobus tokodaii 4.2.1.17
Q67P31 enoyl-CoA hydratase XII Symbiobacterium thermophilum
AOLPA2 enoyl-CoA hydratase XII Syntrophobacter fumaroxidans 4.2.1.17
QOAVC9 enoyl-CoA hydratase XII Syntrophomonas wolfei 4.2.1.17
QOAVM1 enoyl-CoA hydratase XIT Syntrophomonas wolfei 4.2.1.17
QOAWW6 enoyl-CoA hydratase XII Syntrophomonas wolfei 4.2.1.17
QOAYU3 enoyl-CoA hydratase XII Syntrophomonas wolfei 4.2.1.17
D7CKN4 enoyl-CoA hydratase XII Syntrophothermus lipocalidus 4.2.1.17
D7CKX9 enoyl-CoA hydratase XII Syntrophothermus lipocalidus 4.2.1.17
D7CIV8 enoyl-CoA hydratase XII Syntrophothermus lipocalidus 4.2.1.55
D7CJI4 enoyl-CoA hydratase XII Syntrophothermus lipocalidus 4.2.1.55
D7CKN5 enoyl-CoA hydratase XII Syntrophothermus lipocalidus 4.2.1.55
D7CKQ1 enoyl-CoA hydratase XII Syntrophothermus lipocalidus 4.2.1.55
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D7CMS2 enoyl-CoA hydratase XII Syntrophothermus lipocalidus 4.2.1.55
D7CPW2 enoyl-CoA hydratase XII Syntrophothermus lipocalidus 4.2.1.55
Q2LUN3 enoyl-CoA hydratase XII Syntrophus aciditrophicus
I7MCH4 enoyl-CoA hydratase XII Tetrahymena thermophila
C4K9L38 enoyl-CoA hydratase XII Thauera sp.

AOAOC3N2C6  enoyl-CoA hydratase XII Thauera sp. 4.2.1.116
E6SH14 enoyl-CoA hydratase XII Thermaerobacter marianensis
I8QZG8 enoyl-CoA hydratase XII Thermoanaerobacter siderophilus
DI9TQO1 enoyl-CoA hydratase XII Thermoanaerobacterium thermosac.
D1CDC3 enoyl-CoA hydratase XII Thermobaculum terrenum
Q47SD9 enoyl-CoA hydratase XII Thermobifida fusca 4.2.1.17
D6Y6R2 enoyl-CoA hydratase XII Thermobispora bispora
BOKXUS8 enoyl-CoA hydratase XII Thermomicrobium roseum
BOL5H2 enoyl-CoA hydratase XII Thermomicrobium roseum 4.2.1.17
B9L259 enoyl-CoA hydratase XII Thermomicrobium roseum 4.2.1.55
QOHLV4 enoyl-CoA hydratase XIT Thermoplasma acidophilum
Q9HM10 enoyl-CoA hydratase XII Thermoplasma acidophilum
Q97CA4 enoyl-CoA hydratase XII Thermoplasma volcanium
Q97CT4 enoyl-CoA hydratase XII Thermoplasma volcanium
A1HPI9 enoyl-CoA hydratase XII Thermosinus carboxydivorans
A1HSH2 enoyl-CoA hydratase XII Thermosinus carboxydivorans
B7AA35 enoyl-CoA hydratase XII Thermus aquaticus 4.2.1.17
Q5SIEO enoyl-CoA hydratase XII Thermus thermophilus
D6CMD6 enoyl-CoA hydratase XII Thiomonas arsenitoxydans 4.2.1.55
E7NY34 enoyl-CoA hydratase XII Treponema phagedenis 4.2.1.55
C8PRT75 enoyl-CoA hydratase XII Treponema vincentii 4.2.1.55
D6WXJ1 enoyl-CoA hydratase XII Tribolium castaneum
Q4CWM5 enoyl-CoA hydratase XII Trypanosoma cruzi
D5UNTO enoyl-CoA hydratase XII Tsukamurella paurometabola
D5UU31 enoyl-CoA hydratase XTI Tsukamurella paurometabola
D6PBI7 enoyl-CoA hydratase XII uncultured archaeon
Q64BG5 enoyl-CoA hydratase XII uncultured archaeon
D1JFP4 enoyl-CoA hydratase XII uncultured archaeon 4.2.1.55
B1N6EO enoyl-CoA hydratase XII uncultured bacterium
B3F475 enoyl-CoA hydratase XII uncultured bacterium
H5SLJ5 enoyl-CoA hydratase XII uncultured crenarchaeote
E1YB19 enoyl-CoA hydratase XII uncultured Desulfobacterium
E1YKI5 enoyl-CoA hydratase XII uncultured Desulfobacterium
E1YKJ2 enoyl-CoA hydratase XII uncultured Desulfobacterium
E1YKK5 enoyl-CoA hydratase XII uncultured Desulfobacterium
B3T4G1 enoyl-CoA hydratase XII uncultured marine
B3V6K5 enoyl-CoA hydratase XII uncultured marine 1.1.1.35
E0XZ52 enoyl-CoA hydratase XII uncultured Rhizobiales
ABELJ7 enoyl-CoA hydratase XII unidentified eubacterium

AOAOD1EOP3  enoyl-CoA hydratase XII Ustilago maydis
Q4PENO enoyl-CoA hydratase XII Ustilago maydis
C5CYV7 enoyl-CoA hydratase XII Variovorax paradoxus
E6V386 enoyl-CoA hydratase XII Variovorax paradoxus
A1WQR5 enoyl-CoA hydratase XII Verminephrobacter eiseniae
A1WRQ9 enoyl-CoA hydratase XII Verminephrobacter eiseniae
A1WF10 enoyl-CoA hydratase XII Verminephrobacter eiseniae 4.2.1.17
A1IWIF9 enoyl-CoA hydratase XII Verminephrobacter eiseniae 4.2.1.17
A1WIwl enoyl-CoA hydratase XII Verminephrobacter eiseniae 4.2.1.17
A1WNT2 enoyl-CoA hydratase XII Verminephrobacter eiseniae 4.2.1.17
A1wPM2 enoyl-CoA hydratase XII Verminephrobacter eiseniae 4.2.1.17
FOVOX3 enoyl-CoA hydratase XII Vibrio nigripulchritudo
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E8MC54 enoyl-CoA hydratase XII Vibrio sinaloensis
A3UPT1 enoyl-CoA hydratase XII Vibrio splendidus
ABAYE3 enoyl-CoA hydratase XII Vitis vinifera
D6YRX7 enoyl-CoA hydratase XII Waddlia chondrophila 4.2.1.55
FOP1K9 enoyl-CoA hydratase XII Weeksella virosa 4.2.1.17; 4.2.1.5
ATIKNG enoyl-CoA hydratase XII Xanthobacter autotrophicus
D2U8T9 enoyl-CoA hydratase XII Xanthomonas albilineans 4.2.1.55
BORV18 enoyl-CoA hydratase XII Xanthomonas campestris 4.2.1.17
Q5XG25 enoyl-CoA hydratase XII Xenopus laevis
Q6C0S5 enoyl-CoA hydratase XII Yarrowia lipolytica
D5BBP9 enoyl-CoA hydratase XII Zunongwangia profunda
A1w287 enoyl-CoA hydratase X Acidovorax sp. 4.2.1.17
AOAOD5YIYO enoyl-CoA hydratase X Acinetobacter baumannii 4.2.1.17
D8JM23 enoyl-CoA hydratase X Acinetobacter oleivorans
K9CTB7 enoyl-CoA hydratase X Acinetobacter sp.
Q6ZZH3 enoyl-CoA hydratase X Actinoplanes teichomyceticus
HOH5T1 enoyl-CoA hydratase X Agrobacterium tumefaciens 4.2.1.17
A6QSI5 enoyl-CoA hydratase X Ajellomyces capsulatus
FOUPB6 enoyl-CoA hydratase X Ajellomyces capsulatus
C5GID8 enoyl-CoA hydratase X Ajellomyces dermatitidis
C5GS56 enoyl-CoA hydratase X Ajellomyces dermatitidis
B4X4L4 enoyl-CoA hydratase X Alcanivorax sp.
E8TVV4 enoyl-CoA hydratase X Alicycliphilus denitrificans
G0G164 enoyl-CoA hydratase X Amycolatopsis mediterranei
Q2IFZ7 enoyl-CoA hydratase X Anaeromyxobacter dehalogenans
Q7PY24 enoyl-CoA hydratase X Anopheles gambiae
A1R3Q4 enoyl-CoA hydratase X Arthrobacter aurescens
A0JTV3 enoyl-CoA hydratase X Arthrobacter sp. 4.2.1.17
C5FVG6 enoyl-CoA hydratase X Arthroderma otae
A1C6B3 enoyl-CoA hydratase X Aspergillus clavatus
A1ccs4a enoyl-CoA hydratase X Aspergillus clavatus
AOAOD9MVR4  enoyl-CoA hydratase X Aspergillus flavus
A2QD50 enoyl-CoA hydratase X Aspergillus niger 4.2.1.17
A2QGJ8 enoyl-CoA hydratase X Aspergillus niger 5.-emem
I8TIC1 enoyl-CoA hydratase X Aspergillus oryzae
I18TJI8 enoyl-CoA hydratase X Aspergillus oryzae
Q2Us93 enoyl-CoA hydratase X Aspergillus oryzae
QOCKD8 enoyl-CoA hydratase X Aspergillus terreus
QOCXS5 enoyl-CoA hydratase X Aspergillus terreus
Q5XwW69 enoyl-CoA hydratase X Azoarcus sp.
Q7VUB1 enoyl-CoA hydratase X Bordetella pertussis 4.2.1.-
M7TWX8 enoyl-CoA hydratase X Botryotinia fuckeliana
M7UUA6 enoyl-CoA hydratase X Botryotinia fuckeliana
A4YR68 enoyl-CoA hydratase X Bradyrhizobium sp. 4.2.1.17
ABEEQ6 enoyl-CoA hydratase X Bradyrhizobium sp. 4.2.1.17
ASEFV4 enoyl-CoA hydratase X Bradyrhizobium sp. 4.2.1.17
Q57EV4 enoyl-CoA hydratase X Brucella abortus
QOB1C1 enoyl-CoA hydratase X Burkholderia ambifaria
B1K3Z6 enoyl-CoA hydratase X Burkholderia cenocepacia
AOAO88TBM9 enoyl-CoA hydratase X Burkholderia cepacia
AOAOASLNY5  enoyl-CoA hydratase X Burkholderia cepacia 4.2.1.17
Q39N06 enoyl-CoA hydratase X Burkholderia lata 4.2.1.17
Q39P26 enoyl-CoA hydratase X Burkholderia lata 4.2.1.17
BOBTTS8 enoyl-CoA hydratase X Burkholderia multivorans
B2JSH2 enoyl-CoA hydratase X Burkholderia phymatum
B2TO0A3 enoyl-CoA hydratase X Burkholderia phytofirmans
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ABE9LO enoyl-CoA hydratase X Burkholderia pseudomallei
AOAOB9AYF7  enoyl-CoA hydratase X Burkholderia pseudomallei 4.2.1.17
AOAODSLAEO  enoyl-CoA hydratase X Burkholderia sp.
B5WI60 enoyl-CoA hydratase X Burkholderia sp.
I21C82 enoyl-CoA hydratase X Burkholderia sp.
A43Q06 enoyl-CoA hydratase X Burkholderia vietnamiensis 4.2.1.17
Q13151 enoyl-CoA hydratase X Burkholderia xenovorans 4.2.1.17
BOSX37 enoyl-CoA hydratase X Caulobacter sp.
BOTON1 enoyl-CoA hydratase X Caulobacter sp.
Q2GRD2 enoyl-CoA hydratase X Chaetomium globosum
J3K865 enoyl-CoA hydratase X Coccidioides immitis
B7X550 enoyl-CoA hydratase X Comamonas testosteroni
D3FBM3 enoyl-CoA hydratase X Conexibacter woesei
A4AD92 enoyl-CoA hydratase X Congregibacter litoralis 4.2.1.17
A8BN3H3 enoyl-CoA hydratase X Coprinopsis cinerea
Q1LCW3 enoyl-CoA hydratase X Cupriavidus metallidurans 4.2.1.17
QOKAI1 enoyl-CoA hydratase X Cupriavidus necator 4.2.1.17
Q46NA5 enoyl-CoA hydratase X Cupriavidus pinatubonensis
Q471A0 enoyl-CoA hydratase X Cupriavidus pinatubonensis 4.2.1.17
B4GNY1 enoyl-CoA hydratase X Drosophila persimilis
B4HGX6 enoyl-CoA hydratase X Drosophila sechellia
B4IGU1 enoyl-CoA hydratase X Drosophila sechellia
B4PRC1 enoyl-CoA hydratase X Drosophila yakuba
Q5AZP5 enoyl-CoA hydratase X Emericella nidulans
Q5B0S8 enoyl-CoA hydratase X Emericella nidulans
Q2NDY9 enoyl-CoA hydratase X Erythrobacter litoralis
A3WGH4 enoyl-CoA hydratase X Erythrobacter sp.
A5PC80 enoyl-CoA hydratase X Erythrobacter sp.
E9YX03 enoyl-CoA hydratase X Escherichia coli
SOAQA3 enoyl-CoA hydratase X Ferroplasma acidarmanus
QORJ70 enoyl-CoA hydratase X Frankia alni 4.2.1.17
QORNO5 enoyl-CoA hydratase X Frankia alni 4.2.1.17
A8L5RO enoyl-CoA hydratase X Frankia sp.
A8L836 enoyl-CoA hydratase X Frankia sp.
ABLBA2 enoyl-CoA hydratase X Frankia sp.
A8LD66 enoyl-CoA hydratase X Frankia sp.
A8LDT2 enoyl-CoA hydratase X Frankia sp.
Q2JA70 enoyl-CoA hydratase X Frankia sp. 4.2.1.17
A0A016Q4MO  enoyl-CoA hydratase X Gibberella zeae
A0A016Q7G1  enoyl-CoA hydratase X Gibberella zeae
D2RPG3 enoyl-CoA hydratase X Haloterrigena turkmenica
AOAO59FZB5  enoyl-CoA hydratase X Hyphomonas hirschiana
A3TIGT enoyl-CoA hydratase X Janibacter sp.
Q28KM1 enoyl-CoA hydratase X Jannaschia sp.
Q28KU5 enoyl-CoA hydratase X Jannaschia sp. 4.2.1.17
AOP146 enoyl-CoA hydratase X Labrenzia aggregata
AONZH1 enoyl-CoA hydratase X Labrenzia aggregata 4.2.1.-
A4ALUS enoyl-CoA hydratase X marine actinobacterium
A4AHSS5 enoyl-CoA hydratase X marine actinobacterium 4.2.1.17
A0Y8B2 enoyl-CoA hydratase X marine gamma
AOYHH7 enoyl-CoA hydratase X marine gamma 4.2.1.17
A0Z6G3 enoyl-CoA hydratase X marine gamma 4.2.1.17
A3Y683 enoyl-CoA hydratase X Marinomonas sp. 4.2.1.-
A3VK64 enoyl-CoA hydratase X Maritimibacter alkaliphilus
E8T8Z6 enoyl-CoA hydratase X Mesorhizobium ciceri
E9DRA5S enoyl-CoA hydratase X Metarhizium acridum
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AOAO14PN89  enoyl-CoA hydratase X Metarhizium robertsii
A9VX95 enoyl-CoA hydratase X Methylobacterium extorquens
B7KXW2 enoyl-CoA hydratase X Methylobacterium extorquens
C7CGBO enoyl-CoA hydratase X Methylobacterium extorquens 4.2.1.17
V7JT16 enoyl-CoA hydratase X Mycobacterium avium
V7JUGS8 enoyl-CoA hydratase X Mycobacterium avium
V7K6H2 enoyl-CoA hydratase X Mycobacterium avium
V7JBQ4 enoyl-CoA hydratase X Mycobacterium avium 4.2.1.17
V73JQ3 enoyl-CoA hydratase X Mycobacterium avium 4.2.1.17
V7KAC9 enoyl-CoA hydratase X Mycobacterium avium 4.2.1.17
VT7KZ97 enoyl-CoA hydratase X Mycobacterium avium 4.2.1.17
E6TL70 enoyl-CoA hydratase X Mycobacterium gilvum
A4T7S8 enoyl-CoA hydratase X Mycobacterium gilvum 4.2.1.17
A4T948 enoyl-CoA hydratase X Mycobacterium gilvum 4.2.1.17
E6TFL4 enoyl-CoA hydratase X Mycobacterium gilvum 4.2.1.17
E6TJG3 enoyl-CoA hydratase X Mycobacterium gilvum 4.2.1.17
JOWGH7 enoyl-CoA hydratase X Mycobacterium indicus
H8IM21 enoyl-CoA hydratase X Mycobacterium intracellulare
USWSM9 enoyl-CoA hydratase X Mycobacterium kansasii 4.2.1.17
AOAOD6J0J6  enoyl-CoA hydratase X Mycobacterium smegmatis 4.2.1.-
A1UDW1 enoyl-CoA hydratase X Mycobacterium sp.
A1UGPO enoyl-CoA hydratase X Mycobacterium sp.
A1UM49 enoyl-CoA hydratase X Mycobacterium sp. 4.2.1.17
A0A040DM48  enoyl-CoA hydratase X Mycobacterium tuberculosis
AOAO042R8X5 enoyl-CoA hydratase X Mycobacterium tuberculosis
AOAO47RNB3  enoyl-CoA hydratase X Mycobacterium tuberculosis
AOA051TU83  enoyl-CoA hydratase X Mycobacterium tuberculosis
AOA045IFS9  enoyl-CoA hydratase X Mycobacterium tuberculosis 4.2.1.17
AOPMM1 enoyl-CoA hydratase X Mycobacterium ulcerans
ALTT7I4 enoyl-CoA hydratase X Mycobacterium vanbaalenii
A1T6K9 enoyl-CoA hydratase X Mycobacterium vanbaalenii 4.2.1.17
A1TDW3 enoyl-CoA hydratase X Mycobacterium vanbaalenii 4.2.1.17
A1TFN7 enoyl-CoA hydratase X Mycobacterium vanbaalenii 4.2.1.17
C7YV42 enoyl-CoA hydratase X Nectria haematococca
A1D7U8 enoyl-CoA hydratase X Neosartorya fischeri
A1DGY8 enoyl-CoA hydratase X Neosartorya fischeri
A1DKF6 enoyl-CoA hydratase X Neosartorya fischeri
Q4WF54 enoyl-CoA hydratase X Neosartorya fumigata 4.2.1.-
Q4X1A5 enoyl-CoA hydratase X Neosartorya fumigata 4.2.1.-
Q5YNES enoyl-CoA hydratase X Nocardia farcinica
Q5YVK2 enoyl-CoA hydratase X Nocardia farcinica
Q5Z2G8 enoyl-CoA hydratase X Nocardia farcinica
A1SEV1 enoyl-CoA hydratase X Nocardioides sp. 4.2.1.17
A1SK94 enoyl-CoA hydratase X Nocardioides sp. 4.2.1.17
Q2GB15 enoyl-CoA hydratase X Novosphingobium aromat.
Q2G850 enoyl-CoA hydratase X Novosphingobium aromat. 4.2.1.17
Q2G8B7 enoyl-CoA hydratase X Novosphingobium aromat. 4.2.1.17
C1H930 enoyl-CoA hydratase X Paracoccidioides lutzii
ATHWGS enoyl-CoA hydratase X Parvibaculum lavamentivorans
B6HRL6 enoyl-CoA hydratase X Penicillium rubens
QOV6R7 enoyl-CoA hydratase X Phaeosphaeria nodorum
A0A086C1Q3 enoyl-CoA hydratase X Pseudomonas aeruginosa 4.2.1.17
I7C7A2 enoyl-CoA hydratase X Pseudomonas putida
Q8zV32 enoyl-CoA hydratase X Pyrobaculum aerophilum
D8N807 enoyl-CoA hydratase X Ralstonia solanacearum 4.2.1.17
D8NHB5 enoyl-CoA hydratase X Ralstonia solanacearum 4.2.1.17
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Q2K1H3 enoyl-CoA hydratase X Rhizobium etli

B3PS61 enoyl-CoA hydratase X Rhizobium etli 4.2.1.17

C6B3I4 enoyl-CoA hydratase X Rhizobium leguminosarum

Q1M7C8 enoyl-CoA hydratase X Rhizobium leguminosarum

Q1M712 enoyl-CoA hydratase X Rhizobium leguminosarum 4.2.1.-
A0A083ZQ07  enoyl-CoA hydratase X Rhizobium radiobacter 4.2.1.17

QOFAC5 enoyl-CoA hydratase X Rhodobacterales bacterium

QOS5K4 enoyl-CoA hydratase X Rhodococcus jostii

QOS9N9 enoyl-CoA hydratase X Rhodococcus jostii

QOSEE4 enoyl-CoA hydratase X Rhodococcus jostii

QOS7L2 enoyl-CoA hydratase X Rhodococcus jostii 4.2.1.17

C1B8s1 enoyl-CoA hydratase X Rhodococcus opacus

C1B9R2 enoyl-CoA hydratase X Rhodococcus opacus

N1MG66 enoyl-CoA hydratase X Rhodococcus sp. 4.2.1.17

UOF8C4 enoyl-CoA hydratase X Rhodococcus sp. 4.2.1.17

Q138P8 enoyl-CoA hydratase X Rhodopseudomonas palustris

Q6N8Z0 enoyl-CoA hydratase X Rhodopseudomonas palustris

Q6N498 enoyl-CoA hydratase X Rhodopseudomonas palustris 4.2.1.-

Q07J31 enoyl-CoA hydratase X Rhodopseudomonas palustris 4.2.1.17

Q139Y9 enoyl-CoA hydratase X Rhodopseudomonas palustris 4.2.1.17

Q20XY4 enoyl-CoA hydratase X Rhodopseudomonas palustris 4.2.1.17

Q218F1 enoyl-CoA hydratase X Rhodopseudomonas palustris 4.2.1.17

Q2IU13 enoyl-CoA hydratase X Rhodopseudomonas palustris 4.2.1.17

Q6N7V9 enoyl-CoA hydratase X Rhodopseudomonas palustris 4.2.1.17

Q16CIO enoyl-CoA hydratase X Roseobacter denitrificans 4.2.1.-

A4EN19 enoyl-CoA hydratase X Roseobacter sp.

A6FRV4 enoyl-CoA hydratase X Roseobacter sp.

ABFTU6 enoyl-CoA hydratase X Roseobacter sp.

A6DWU4 enoyl-CoA hydratase X Roseovarius sp. 4.2.1.-

Q1GCU1 enoyl-CoA hydratase X Ruegeria sp.

C7MYFO enoyl-CoA hydratase X Saccharomonospora viridis

T2RRHO enoyl-CoA hydratase X Saccharopolyspora erythraea

T2RUG2 enoyl-CoA hydratase X Saccharopolyspora erythraea

T2RYS9 enoyl-CoA hydratase X Saccharopolyspora erythraea 4.2.1.17

A3JZEO enoyl-CoA hydratase X Sagittula stellata 4.2.1.-

ABM6F2 enoyl-CoA hydratase X Salinispora arenicola

A4xX884 enoyl-CoA hydratase X Salinispora tropica 4.2.1.17

ATEGO8 enoyl-CoA hydratase X Sclerotinia sclerotiorum

SOADZ3 enoyl-CoA hydratase X Serratia plymuthica 4.2.1.-

A8GCU1 enoyl-CoA hydratase X Serratia proteamaculans

A1SA48 enoyl-CoA hydratase X Shewanella amazonensis 4.2.1.17

AOKT40 enoyl-CoA hydratase X Shewanella sp. 4.2.1.17

D4ZFIO enoyl-CoA hydratase X Shewanella violacea

ABU6R5 enoyl-CoA hydratase X Sinorhizobium medicae

ABUBIO enoyl-CoA hydratase X Sinorhizobium medicae

C5WMF3 enoyl-CoA hydratase X Sorghum bicolor

QiN744 enoyl-CoA hydratase X Sphingomonas sp.

A5V8M2 enoyl-CoA hydratase X Sphingomonas wittichii

ABV7R2 enoyl-CoA hydratase X Sphingomonas wittichii 4.2.1.17

ABV7X5 enoyl-CoA hydratase X Sphingomonas wittichii 4.2.1.17

Q1GS52 enoyl-CoA hydratase X Sphingopyxis alaskensis 4.2.1.17

Q93GX5 enoyl-CoA hydratase X Streptomyces avermitilis

DOWGX6 enoyl-CoA hydratase X Streptomyces himastatinicus

Q9KHLO enoyl-CoA hydratase X Streptomyces maritimus

C9Z4T7 enoyl-CoA hydratase X Streptomyces scabiei

DIUS25 enoyl-CoA hydratase X Streptomyces sp.
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A0A085BZ11  enoyl-CoA hydratase X Sulfitobacter sp. 4.2.1.17
M1J0Y1 enoyl-CoA hydratase X Sulfolobus acidocaldarius
Q97673 enoyl-CoA hydratase X Sulfolobus tokodaii 4.2.1.17
Q9KJE7 enoyl-CoA hydratase X Thauera aromatica
Q47QF1 enoyl-CoA hydratase X Thermobifida fusca 4.2.1.17
D5X623 enoyl-CoA hydratase X Thiomonas intermedia
Q4PK70 enoyl-CoA hydratase X uncultured bacterium
E1YFR5 enoyl-CoA hydratase X uncultured Desulfobacterium
A7UOVO enoyl-CoA hydratase X uncultured haloarchaeon
C5CMH2 enoyl-CoA hydratase X Variovorax paradoxus
A1WNLE enoyl-CoA hydratase X Verminephrobacter eiseniae 4.2.1.17
A1WPK5 enoyl-CoA hydratase X Verminephrobacter eiseniae 4.2.1.17
E1QTQ7 enoyl-CoA hydratase X Vulcanisaeta distributa
FOQYV3 enoyl-CoA hydratase X Vulcanisaeta moutnovskia
AOAOC7CXMO  enoyl-CoA hydratase XI
AOAOF1CA53  enoyl-CoA hydratase X1
D7HZ69 enoyl-CoA hydratase XI
E7P4EQ enoyl-CoA hydratase XI
C7RVJ1 enoyl-CoA hydratase XI Accumulibacter phosphatis
F738335 enoyl-CoA hydratase XI Acidiphilium sp. 4.2.1.17
FOQ8T7 enoyl-CoA hydratase XI Acidovorax avenae
AOAO09I2K8 enoyl-CoA hydratase XI Acinetobacter baumannii
AOAOO9MXP8  enoyl-CoA hydratase XI Acinetobacter baumannii
AOAO09MY24  enoyl-CoA hydratase XI Acinetobacter baumannii
Q6FBV4 enoyl-CoA hydratase XI Acinetobacter baylyi 4.2.1.17
Q937T3 enoyl-CoA hydratase XI Acinetobacter baylyi 4.2.1.17
FOKJC4 enoyl-CoA hydratase XI Acinetobacter calcoaceticus
FOKK99 enoyl-CoA hydratase XI Acinetobacter calcoaceticus
DOSU20 enoyl-CoA hydratase XI Acinetobacter Iwoffii
DOSWC8 enoyl-CoA hydratase XI Acinetobacter lwoffii
D8JM16 enoyl-CoA hydratase XI Acinetobacter oleivorans 4.2.1.17
N9Q1Y6 enoyl-CoA hydratase XI Acinetobacter sp.
J9JM53 enoyl-CoA hydratase XI Acyrthosiphon pisum
Q17E10 enoyl-CoA hydratase XI Aedes aegypti
D6V8R5 enoyl-CoA hydratase XI Afipia sp.
Q7D1P4 enoyl-CoA hydratase XI Agrobacterium fabrum
BOJIE7 enoyl-CoA hydratase XI Agrobacterium radiobacter
EOMMC4 enoyl-CoA hydratase XI Ahrensia sp.
D2I0P4 enoyl-CoA hydratase XI Ailuropoda melanoleuca
ABREJ3 enoyl-CoA hydratase XI Ajellomyces capsulatus
C6HHD7 enoyl-CoA hydratase XI Ajellomyces capsulatus
FOWL51 enoyl-CoA hydratase XI Albugo laibachii
E7DDH9 enoyl-CoA hydratase XI Alcaligenes faecalis
AOAOASL5T4  enoyl-CoA hydratase XI Alcaligenes xylosoxydans 4.2.1.17
E8TR17 enoyl-CoA hydratase XI Alicycliphilus denitrificans
C8WUA7 enoyl-CoA hydratase XI Alicyclobacillus acidocaldarius
A8U121 enoyl-CoA hydratase XI alpha proteobacterium
W5JKK3 enoyl-CoA hydratase XI Anopheles darlingi
Q5P6BO enoyl-CoA hydratase XI Aromatoleum aromaticum
Q5NZY4 enoyl-CoA hydratase XI Aromatoleum aromaticum 4.2.1.17
Q5P654 enoyl-CoA hydratase XI Aromatoleum aromaticum 4.2.1.17
Q5P772 enoyl-CoA hydratase XI Aromatoleum aromaticum 4.2.1.17
A1R248 enoyl-CoA hydratase XI Arthrobacter aurescens
BS8HBE6 enoyl-CoA hydratase XI Arthrobacter chlorophenolicus
A0JS04 enoyl-CoA hydratase XI Arthrobacter sp. 4.2.1.17
E4UYES enoyl-CoA hydratase XI Arthroderma gypseum
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F1L9N2 enoyl-CoA hydratase XI Ascaris suum
F1LCC6 enoyl-CoA hydratase XI Ascaris suum
A1C8U5 enoyl-CoA hydratase XI Aspergillus clavatus
AOAODIN109 enoyl-CoA hydratase XI Aspergillus flavus
A2QCA2 enoyl-CoA hydratase XI Aspergillus niger 4.2.1.17
Q1YED6 enoyl-CoA hydratase XI Aurantimonas manganoxydans
FOYAZ6 enoyl-CoA hydratase XI Aureococcus anophagefferens
A1K3K2 enoyl-CoA hydratase XI Azoarcus sp. 4.2.1.17
A1K6T9 enoyl-CoA hydratase XI Azoarcus sp. 4.2.1.17
A8IQN3 enoyl-CoA hydratase XI Azorhizobium caulinodans
D3NY30 enoyl-CoA hydratase XI Azospirillum sp. 4.2.1.17
C1DNT6 enoyl-CoA hydratase XI Azotobacter vinelandii
Q9z9v2 enoyl-CoA hydratase XI Bacillus halodurans
A6CP11 enoyl-CoA hydratase XI Bacillus sp.
E5WMZ5 enoyl-CoA hydratase XI Bacillus sp.
B2IFQ3 enoyl-CoA hydratase XI Beijerinckia indica
E3UKK2 enoyl-CoA hydratase XI Biston betularia
Q2F6B0O enoyl-CoA hydratase XI Bombyx mori
Q2KU28 enoyl-CoA hydratase XI Bordetella avium
KOMNY1 enoyl-CoA hydratase XI Bordetella parapertussis
Q58DM8 enoyl-CoA hydratase XI Bos taurus 4.2.1.17
M7UCD1 enoyl-CoA hydratase XI Botryotinia fuckeliana
ABEG33 enoyl-CoA hydratase XI Bradyrhizobium sp. 4.2.1.17
C3YPS2 enoyl-CoA hydratase XI Branchiostoma floridae
C0Z573 enoyl-CoA hydratase XI Brevibacillus brevis 4.2.1.17
D4YLZ6 enoyl-CoA hydratase XI Brevibacterium mcbrellneri 4.2.1.55
B4W765 enoyl-CoA hydratase XI Brevundimonas sp.
D9QGAO enoyl-CoA hydratase XI Brevundimonas subvibrioides
EODJTO enoyl-CoA hydratase XI Brucella inopinata 4.2.1.17
F2HXA4 enoyl-CoA hydratase XI Brucella melitensis
D1CZX6 enoyl-CoA hydratase XI Brucella sp.
B1KCQ8 enoyl-CoA hydratase XI Burkholderia cenocepacia
E5AQ28 enoyl-CoA hydratase X1 Burkholderia rhizoxinica 4.2.1.17
D5WKB4 enoyl-CoA hydratase XI Burkholderia sp.
I21J54 enoyl-CoA hydratase XI Burkholderia sp.
I2IMLS8 enoyl-CoA hydratase XI Burkholderia sp.
Q2sUJ3 enoyl-CoA hydratase XI Burkholderia thailandensis
ABXT7A3 enoyl-CoA hydratase XI Caenorhabditis briggsae
Q9NEZS8 enoyl-CoA hydratase XI Caenorhabditis elegans
P34559 enoyl-CoA hydratase XI Caenorhabditis elegans 4.2.1.17
E3LS83 enoyl-CoA hydratase XI Caenorhabditis remanei
E3MFB1 enoyl-CoA hydratase XI Caenorhabditis remanei
C1COAT7 enoyl-CoA hydratase XI Caligus clemensi
C1BNS6 enoyl-CoA hydratase XI Caligus rogercresseyi
C1BNZ6 enoyl-CoA hydratase XI Caligus rogercresseyi
FTH7J1 enoyl-CoA hydratase XI Callithrix jacchus
E1ZZT3 enoyl-CoA hydratase XI Camponotus floridanus
AOAOD2WU30  enoyl-CoA hydratase XI Capsaspora owczarzaki
Q9AC55 enoyl-CoA hydratase X1 Caulobacter crescentus
BOT7D4 enoyl-CoA hydratase XI Caulobacter sp.
Q2H6M6 enoyl-CoA hydratase XI Chaetomium globosum
Q11AvV7 enoyl-CoA hydratase XI Chelativorans sp. 4.2.1.17
C7PIE7 enoyl-CoA hydratase XI Chitinophaga pinensis
B8G7Q4 enoyl-CoA hydratase XI Chloroflexus aggregans
A9WBES8 enoyl-CoA hydratase XI Chloroflexus aurantiacus
FEWAGS enoyl-CoA hydratase XI Ciona intestinalis
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DODAB3 enoyl-CoA hydratase XI Citreicella sp. 4.2.1.17
J3KD95 enoyl-CoA hydratase XI Coccidioides immitis
E3Q8C6 enoyl-CoA hydratase XI Colletotrichum graminicola
Q485U2 enoyl-CoA hydratase XI Colwellia psychrerythraea
D8DDW5 enoyl-CoA hydratase XI Comamonas testosteroni 4.2.1.17
D3F5E5 enoyl-CoA hydratase XI Conexibacter woesei
ABN6E7 enoyl-CoA hydratase XI Coprinopsis cinerea
D5POB3 enoyl-CoA hydratase XI Corynebacterium ammoniagenes
E2MYS6 enoyl-CoA hydratase XI Corynebacterium amycolatum 4.2.1.17
C3PF63 enoyl-CoA hydratase XI Corynebacterium aurimucosum 4.2.1.17
Q4JXAT enoyl-CoA hydratase XI Corynebacterium jeikeium 4.2.1.17
C4LH94 enoyl-CoA hydratase XI Corynebacterium kroppenstedtii 4.2.1.17
C2CLY6 enoyl-CoA hydratase XI Corynebacterium striatum 4.2.1.17
B1VIG7 enoyl-CoA hydratase XI Corynebacterium urealyticum 4.2.1.17
GOHCYO enoyl-CoA hydratase XI Corynebacterium variabile
E6RAB9 enoyl-CoA hydratase XI Cryptococcus gattii
Q6UP88 enoyl-CoA hydratase XI Cupriavidus pinatubonensis
Q46WW3 enoyl-CoA hydratase XI Cupriavidus pinatubonensis 4.2.1.17
CoYTM4 enoyl-CoA hydratase XI Curvibacter putative 4.2.1.17
Q7T1D9 enoyl-CoA hydratase XI Danio rerio
E9GVE9 enoyl-CoA hydratase XI Daphnia pulex
Q47JP6 enoyl-CoA hydratase XI Dechloromonas aromatica 4.2.1.17
E8UB20 enoyl-CoA hydratase XI Deinococcus maricopensis 4.2.1.17
Q54BX7 enoyl-CoA hydratase XI Dictyostelium discoideum
Q1ZXF1 enoyl-CoA hydratase XI Dictyostelium discoideum 4.2.1.17
FOZH22 enoyl-CoA hydratase XI Dictyostelium purpureum
E6JBY1 enoyl-CoA hydratase XI Dietzia cinnamea
ABLNK9 enoyl-CoA hydratase XI Dinoroseobacter shibae 4.2.1.17
B4KPW3 enoyl-CoA hydratase XI Drosophila mojavensis
B4N5T9 enoyl-CoA hydratase XI Drosophila willistoni
D8LKM6 enoyl-CoA hydratase XI Ectocarpus siliculosus 4.2.1.17
Q5BOL4 enoyl-CoA hydratase XI Emericella nidulans
D2ZCo01 enoyl-CoA hydratase X1 Enterobacter cancerogenus
E3G8U7 enoyl-CoA hydratase XI Enterobacter lignolyticus
E5YBW1 enoyl-CoA hydratase XI Enterobacteriaceae bacterium
Q2N892 enoyl-CoA hydratase XI Erythrobacter litoralis
A3WEF3 enoyl-CoA hydratase XI Erythrobacter sp.

ABPAX2 enoyl-CoA hydratase XI Erythrobacter sp.

C1BW26 enoyl-CoA hydratase XI Esox lucius

B1YIJ5 enoyl-CoA hydratase XI Exiguobacterium sibiricum

Q0G5Y2 enoyl-CoA hydratase XI Fulvimarina pelagi 4.2.1.17
AOAOF6BLH9  enoyl-CoA hydratase XI Geobacillus sp.

V6VGGY enoyl-CoA hydratase XI Geobacillus sp.
AOAO98DGE7  enoyl-CoA hydratase XI Gibberella zeae

D3TLZO0 enoyl-CoA hydratase XI Glossina morsitans

DOL572 enoyl-CoA hydratase XI Gordonia bronchialis

F1YIM4 enoyl-CoA hydratase XI Gordonia neofelifaecis

FOXUE1 enoyl-CoA hydratase XI Grosmannia clavigera

E1X2Y3 enoyl-CoA hydratase X1 Halobacteriovorax marinus

C8YX87 enoyl-CoA hydratase XI Halomonas sp.

E2C9L5 enoyl-CoA hydratase XI Harpegnathos saltator

98271 enoyl-CoA hydratase XI Heliconius melpomene

D8ITH6 enoyl-CoA hydratase XI Herbaspirillum seropedicae

D8IS16 enoyl-CoA hydratase XI Herbaspirillum seropedicae 4.2.1.17

C6XPW1 enoyl-CoA hydratase XI Hirschia baltica

C6XRU8 enoyl-CoA hydratase XI Hirschia baltica
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A9CWQ5 enoyl-CoA hydratase XI Hoeflea phototrophica 4.2.1.17
P30084 enoyl-CoA hydratase XI Homo sapiens 4.2.1.17

AOAO59FX58  enoyl-CoA hydratase XI Hyphomonas hirschiana
AOA059GOH5  enoyl-CoA hydratase XI Hyphomonas hirschiana
E3TGN9 enoyl-CoA hydratase XI Ictalurus punctatus 4.2.1.17; 4.2.1.7
B7QBMS8 enoyl-CoA hydratase XI Ixodes scapularis 4.2.1.17
Q28J14 enoyl-CoA hydratase XI Jannaschia sp. 4.2.1.17
A6SUI3 enoyl-CoA hydratase XI Janthinobacterium sp. 4.2.1.17
A3E3X9 enoyl-CoA hydratase XI Karlodinium veneficum
E4AN1A7 enoyl-CoA hydratase XI Kitasatospora setae 4.2.1.17
Q4LEY5 enoyl-CoA hydratase XI Klebsiella sp.
B2GKYO enoyl-CoA hydratase XI Kocuria rhizophila 4.2.1.17
D6TH89 enoyl-CoA hydratase XI Ktedonobacter racemifer
AONUG3 enoyl-CoA hydratase XI Labrenzia aggregata 4.2.1.17
BOD8UO enoyl-CoA hydratase XI Laccaria bicolor
C1D5V1 enoyl-CoA hydratase XI Laribacter hongkongensis
E7S0V3 enoyl-CoA hydratase XI Lautropia mirabilis
A4HHNO enoyl-CoA hydratase XI Leishmania braziliensis
EQALJ3 enoyl-CoA hydratase XI Leishmania mexicana
C1BUV5 enoyl-CoA hydratase XI Lepeophtheirus salmonis
E4ZI22 enoyl-CoA hydratase XI Leptosphaeria maculans
B1Y4MO enoyl-CoA hydratase XI Leptothrix cholodnii
B1Y7U3 enoyl-CoA hydratase XI Leptothrix cholodnii
A3v1Q7 enoyl-CoA hydratase XI Loktanella vestfoldensis
G7N1G5 enoyl-CoA hydratase XI Macaca mulatta
GANSF1 enoyl-CoA hydratase XI Magnaporthe oryzae
A4TVC2 enoyl-CoA hydratase XI Magnetospirillum gryph.
A4TXE9 enoyl-CoA hydratase XI Magnetospirillum gryph.
A4TXRS8 enoyl-CoA hydratase XI Magnetospirillum gryph.
A0A0C2U721  enoyl-CoA hydratase XI Magnetospirillum magnetot.
AOAOC2YH38 enoyl-CoA hydratase XI Magnetospirillum magnetot.
A8PTF1 enoyl-CoA hydratase XI Malassezia globosa
QOAK36 enoyl-CoA hydratase X1 Maricaulis maris 4.2.1.17
A6F421 enoyl-CoA hydratase XI Marinobacter algicola
A3JBF2 enoyl-CoA hydratase XI Marinobacter sp.
A3YFBO enoyl-CoA hydratase XI Marinomonas sp.
A3YH16 enoyl-CoA hydratase XI Marinomonas sp.
ABVZY2 enoyl-CoA hydratase X1 Marinomonas sp.
A3VCV1 enoyl-CoA hydratase XI Maritimibacter alkaliphilus
A3VLN4 enoyl-CoA hydratase XI Maritimibacter alkaliphilus 4.2.1.17
E4TQJ5 enoyl-CoA hydratase XI Marivirga tractuosa 4.2.1.17
D7BFN9 enoyl-CoA hydratase XI Meiothermus silvanus
AOAO88BE3K7 enoyl-CoA hydratase XI Metallosphaera sedula 4.2.1.17
AOAOB4IDU9 enoyl-CoA hydratase XI Metarhizium majus
A23DCO enoyl-CoA hydratase XI Methylibium petroleiphilum 4.2.1.17
B8IUF4 enoyl-CoA hydratase XI Methylobacterium nodulans
B1ZCT5 enoyl-CoA hydratase XI Methylobacterium populi
B1LX51 enoyl-CoA hydratase XI Methylobacterium radiotolerans
EBNCNO enoyl-CoA hydratase X1 Microbacterium testaceum
D3LPP5 enoyl-CoA hydratase XI Micrococcus luteus
C4RG31 enoyl-CoA hydratase XI Micromonospora sp.
E2LNX1 enoyl-CoA hydratase XI Moniliophthora perniciosa
AouuT7 enoyl-CoA hydratase XI Monosiga brevicollis
Q8BH95 enoyl-CoA hydratase XI Mus musculus 4.2.1.17
A0A089T6WA  enoyl-CoA hydratase XI Mycobacterium abscessus 4.2.1.17
X8A4C7 enoyl-CoA hydratase XI Mycobacterium avium
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P64017 enoyl-CoA hydratase XI Mycobacterium bovis 4.2.1.17
007137 enoyl-CoA hydratase XI Mycobacterium leprae 4.2.1.17

AOAOD6IYN8 enoyl-CoA hydratase XI Mycobacterium smegmatis 4.2.1.17
AOR747 enoyl-CoA hydratase XI Mycobacterium smegmatis 4.2.1.17
A1UKR5 enoyl-CoA hydratase XI Mycobacterium sp. 4.2.1.17
A1TES6 enoyl-CoA hydratase XI Mycobacterium vanbaalenii 4.2.1.17
D2V1H4 enoyl-CoA hydratase XI Naegleria gruberi
C7YR16 enoyl-CoA hydratase XI Nectria haematococca
C7Z2N1 enoyl-CoA hydratase XI Nectria haematococca
A73886 enoyl-CoA hydratase XI Nematostella vectensis
A1DAF7 enoyl-CoA hydratase XI Neosartorya fischeri
A1DH12 enoyl-CoA hydratase XI Neosartorya fischeri
Q2BHS2 enoyl-CoA hydratase XI Neptuniibacter caesariensis
Q7RYW9 enoyl-CoA hydratase XI Neurospora crassa
Q1QK06 enoyl-CoA hydratase XI Nitrobacter hamburgensis 4.2.1.17
A3X021 enoyl-CoA hydratase XI Nitrobacter sp.

Q3sQD5 enoyl-CoA hydratase XI Nitrobacter winogradskyi 4.2.1.17
A4BNW9 enoyl-CoA hydratase XI Nitrococcus mobilis 4.2.1.17
Q5Z105 enoyl-CoA hydratase XI Nocardia farcinica

Q2GA18 enoyl-CoA hydratase XI Novosphingobium aromat. 4.2.1.17
F1Z4G9 enoyl-CoA hydratase XI Novosphingobium nitrogenifigens

F1ZD15 enoyl-CoA hydratase XI Novosphingobium nitrogenifigens

A9DY61 enoyl-CoA hydratase XI Oceanibulbus indolifex

A3UI34 enoyl-CoA hydratase XI Oceanicaulis sp. 4.2.1.17
A3TY09 enoyl-CoA hydratase XI Oceanicola batsensis

Q2CDF9 enoyl-CoA hydratase XI Oceanicola granulosus

MOREPO enoyl-CoA hydratase XI Octadecabacter antarcticus

E4XDY4 enoyl-CoA hydratase XI Oikopleura dioica

E1IGB5 enoyl-CoA hydratase XI Oscillochloris trichoides

W2EEY9 enoyl-CoA hydratase XI Paenibacillus larvae 4.2.1.17
C1G2P3 enoyl-CoA hydratase XI Paracoccidioides brasiliensis

A1B645 enoyl-CoA hydratase XI Paracoccus denitrificans 4.2.1.17
A1BAN3 enoyl-CoA hydratase X1 Paracoccus denitrificans 4.2.1.17
AOBCQ4 enoyl-CoA hydratase XI Paramecium tetraurelia

AOCEE4 enoyl-CoA hydratase XI Paramecium tetraurelia

ATHZC6 enoyl-CoA hydratase XI Parvibaculum lavamentivorans

EOTEI9 enoyl-CoA hydratase XI Parvularcula bermudensis

EOVN39 enoyl-CoA hydratase X1 Pediculus humanus 4.2.1.17
QOFVF4 enoyl-CoA hydratase XI Pelagibaca bermudensis

B6HSG3 enoyl-CoA hydratase XI Penicillium rubens

C5KCT6 enoyl-CoA hydratase XI Perkinsus marinus

C5KK63 enoyl-CoA hydratase XI Perkinsus marinus

C5L2Z5 enoyl-CoA hydratase XI Perkinsus marinus

I7DW67 enoyl-CoA hydratase XI Phaeobacter inhibens

B7GE26 enoyl-CoA hydratase XI Phaeodactylum tricornutum 4.2.1.17
QOUJE7 enoyl-CoA hydratase XI Phaeosphaeria nodorum

QOUWB3 enoyl-CoA hydratase XI Phaeosphaeria nodorum

B4RC45 enoyl-CoA hydratase XI Phenylobacterium zucineum

A9TBR6 enoyl-CoA hydratase X1 Physcomitrella patens

DONWO2 enoyl-CoA hydratase XI Phytophthora infestans

B2AXD7 enoyl-CoA hydratase XI Podospora anserina

A1VP59 enoyl-CoA hydratase XI Polaromonas naphthalenivorans 4.2.1.17
A1VSN8 enoyl-CoA hydratase XI Polaromonas naphthalenivorans 4.2.1.17
Q12EGS8 enoyl-CoA hydratase XI Polaromonas sp. 4.2.1.17
F2IVN1 enoyl-CoA hydratase XI Polymorphum gilvum

F2J4G8 enoyl-CoA hydratase XI Polymorphum gilvum 4.2.1.17
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B1XSZ8 enoyl-CoA hydratase XI Polynucleobacter necessarius

A4S758 enoyl-CoA hydratase XI Polynucleobacter necessarius 4.2.1.17

B8PH17 enoyl-CoA hydratase XI Postia placenta

B6XHB6 enoyl-CoA hydratase XI Providencia alcalifaciens

D4C2I14 enoyl-CoA hydratase XI Providencia rettgeri

D1P0Z2 enoyl-CoA hydratase X1 Providencia rustigianii

B2PUH7 enoyl-CoA hydratase XI Providencia stuartii

ABV1KO enoyl-CoA hydratase XI Pseudomonas aeruginosa

Q9HY35 enoyl-CoA hydratase XI Pseudomonas aeruginosa

Q1I9V4 enoyl-CoA hydratase XI Pseudomonas entomophila 4.2.1.17

E9M090 enoyl-CoA hydratase XI Pseudomonas fluorescens

E2XRW5 enoyl-CoA hydratase XI Pseudomonas fluorescens 4.2.1.17

Q3KC98 enoyl-CoA hydratase XI Pseudomonas fluorescens 4.2.1.17

B1J8Q4 enoyl-CoA hydratase XI Pseudomonas putida

B1JBLS8 enoyl-CoA hydratase XI Pseudomonas putida

A5W3A0 enoyl-CoA hydratase XI Pseudomonas putida 4.2.1.17

Q48JK6 enoyl-CoA hydratase XI Pseudomonas savastanoi 4.2.1.17

Q70IM9 enoyl-CoA hydratase XI Pseudomonas sp.

Q845K2 enoyl-CoA hydratase XI Pseudomonas sp.

A4VKUS8 enoyl-CoA hydratase XI Pseudomonas stutzeri

Q880J4 enoyl-CoA hydratase XI Pseudomonas syringae

G8PK98 enoyl-CoA hydratase XI Pseudovibrio sp.

B6YYV3 enoyl-CoA hydratase XI Pseudovibrio sp. 4.2.1.17

Q1QBD8 enoyl-CoA hydratase XI Psychrobacter cryohalolentis 4.2.1.17

A1SSP3 enoyl-CoA hydratase XI Psychromonas ingrahamii

E3KGL2 enoyl-CoA hydratase XI Puccinia graminis

E3RKE9 enoyl-CoA hydratase XI Pyrenophora teres

B2VX94 enoyl-CoA hydratase XI Pyrenophora tritici-repentis

B2WEG2 enoyl-CoA hydratase XI Pyrenophora tritici-repentis

H8NQG2 enoyl-CoA hydratase XI Rahnella aquatilis

U3G9E1 enoyl-CoA hydratase XI Ralstonia sp.

A9WQX5 enoyl-CoA hydratase XI Renibacterium salmoninarum 4.2.1.17

B5ZYLO enoyl-CoA hydratase X1 Rhizobium leguminosarum

B6A4Z1 enoyl-CoA hydratase XI Rhizobium leguminosarum

Q98BG7 enoyl-CoA hydratase XI Rhizobium loti

Qo8LI4 enoyl-CoA hydratase XI Rhizobium loti

Q52995 enoyl-CoA hydratase XI Rhizobium meliloti 4.2.1.17
ACA061MQ98  enoyl-CoA hydratase XI Rhizobium rhizogenes

D5ATE6 enoyl-CoA hydratase XI Rhodobacter capsulatus 4.2.1.17

C8RX84 enoyl-CoA hydratase XI Rhodobacter sp.

A4WVR5 enoyl-CoA hydratase XI Rhodobacter sphaeroides 4.2.1.17

A3JM08 enoyl-CoA hydratase XI Rhodobacteraceae bacterium

B6AV33 enoyl-CoA hydratase XI Rhodobacteraceae bacterium 4.2.1.17

BONUJ5 enoyl-CoA hydratase XI Rhodobacteraceae bacterium 4.2.1.17

BINVR2 enoyl-CoA hydratase XI Rhodobacteraceae bacterium 4.2.1.17

QOFCH8 enoyl-CoA hydratase XI Rhodobacterales bacterium

E9SYNO enoyl-CoA hydratase XI Rhodococcus equi

QOSGI5 enoyl-CoA hydratase XI Rhodococcus jostii

C1B644 enoyl-CoA hydratase X1 Rhodococcus opacus 4.2.1.17
AOAO69JLN8  enoyl-CoA hydratase XI Rhodococcus qgingshengii 4.2.1.17

J2J201 enoyl-CoA hydratase XI Rhodococcus sp.

Q21748 enoyl-CoA hydratase XI Rhodoferax ferrireducens 4.2.1.17

E31397 enoyl-CoA hydratase XI Rhodomicrobium vannielii

E3I3E9 enoyl-CoA hydratase XI Rhodomicrobium vannielii

E6VJI27 enoyl-CoA hydratase XI Rhodopseudomonas palustris

E6VL87 enoyl-CoA hydratase XI Rhodopseudomonas palustris
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Qo7U11 enoyl-CoA hydratase XI Rhodopseudomonas palustris 4.2.1.-
Q13AvV7 enoyl-CoA hydratase XI Rhodopseudomonas palustris 4.2.1.-
Q6N399 enoyl-CoA hydratase XI Rhodopseudomonas palustris 4.2.1.-
Q217Y9 enoyl-CoA hydratase XI Rhodopseudomonas palustris 4.2.1.17
Q21IU58 enoyl-CoA hydratase XI Rhodopseudomonas palustris 4.2.1.17
B6IVU6 enoyl-CoA hydratase XI Rhodospirillum centenum 4.2.1.17
Q2RMQO enoyl-CoA hydratase XI Rhodospirillum rubrum 4.2.1.17
E2CDH8 enoyl-CoA hydratase XI Roseibium sp.

E2CE74 enoyl-CoA hydratase XI Roseibium sp.
Q16DK9 enoyl-CoA hydratase XI Roseobacter denitrificans 4.2.1.17
AAEFZ75 enoyl-CoA hydratase XI Roseobacter sp.
ABFKX8 enoyl-CoA hydratase XI Roseobacter sp.
D5RLF9 enoyl-CoA hydratase XI Roseomonas cervicalis 4.2.1.17
A3SKA6 enoyl-CoA hydratase XI Roseovarius nubinhibens
AGE1I1 enoyl-CoA hydratase XI Roseovarius sp.
DOCR34 enoyl-CoA hydratase XI Ruegeria lacuscaerulensis 4.2.1.17
Q5LWTS enoyl-CoA hydratase XI Ruegeria pomeroyi 4.2.1.17
A3K328 enoyl-CoA hydratase XI Sagittula stellata
A3K7Y3 enoyl-CoA hydratase XI Sagittula stellata 4.2.1.17
A8M212 enoyl-CoA hydratase XI Salinispora arenicola
A4X301 enoyl-CoA hydratase XI Salinispora tropica
F2U5J0 enoyl-CoA hydratase XI Salpingoeca rosetta
D8QBU2 enoyl-CoA hydratase XI Schizophyllum commune
D8S6B8 enoyl-CoA hydratase XI Selaginella moellendorffii
D4E4J4 enoyl-CoA hydratase XI Serratia odorifera 4.2.1.17
SOAF73 enoyl-CoA hydratase XI Serratia plymuthica 4.2.1.17
A8GGD8 enoyl-CoA hydratase XI Serratia proteamaculans
E9IFF6 enoyl-CoA hydratase XI Solenopsis invicta
D1C848 enoyl-CoA hydratase XI Sphaerobacter thermophilus
F6EUP7 enoyl-CoA hydratase XI Sphingobium chlorophenolicum
D472S5 enoyl-CoA hydratase XI Sphingobium japonicum 4.2.1.17
Q1NB15 enoyl-CoA hydratase XI Sphingomonas sp.
A5V400 enoyl-CoA hydratase X1 Sphingomonas wittichii 4.2.1.17
Q1GNL3 enoyl-CoA hydratase XI Sphingopyxis alaskensis 4.2.1.17
D7A493 enoyl-CoA hydratase XI Starkeya novella
D6B1W9 enoyl-CoA hydratase XI Streptomyces albus
D7CFQ8 enoyl-CoA hydratase XI Streptomyces bingchenggensis
B5GMB2 enoyl-CoA hydratase XI Streptomyces clavuligerus 4.2.1.17
B1VV64 enoyl-CoA hydratase XI Streptomyces griseus
DIWH62 enoyl-CoA hydratase XI Streptomyces himastatinicus
C9ZCA1 enoyl-CoA hydratase XI Streptomyces scabiei
D6KDQ8 enoyl-CoA hydratase XI Streptomyces sp.
DIUN16 enoyl-CoA hydratase XI Streptomyces sp.
B4V5S3 enoyl-CoA hydratase XI Streptomyces sp. 4.2.1.17
D9X7U2 enoyl-CoA hydratase XI Streptomyces viridochromogenes
AOAOB4J2W3  enoyl-CoA hydratase XI Strongylocentrotus purpuratus
Q4J6K9 enoyl-CoA hydratase XI Sulfolobus acidocaldarius
C3N211 enoyl-CoA hydratase XI Sulfolobus islandicus
MOUCV4 enoyl-CoA hydratase X1 Sulfolobus islandicus
Q67526 enoyl-CoA hydratase XI Symbiobacterium thermophilum
B5FXI3 enoyl-CoA hydratase XI Taeniopygia guttata
A0A093VN83  enoyl-CoA hydratase XI Talaromyces marneffei
I7MOCO enoyl-CoA hydratase XI Tetrahymena thermophila
B8C2B7 enoyl-CoA hydratase XI Thalassiosira pseudonana
C7DF67 enoyl-CoA hydratase XI Thalassobium sp. 4.2.1.17
Q9AJS7 enoyl-CoA hydratase XI Thauera aromatica
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AOAOC3IX24 enoyl-CoA hydratase XI Thauera sp.
C4K935 enoyl-CoA hydratase XI Thauera sp.
K6QFD5 enoyl-CoA hydratase XI Thermaerobacter subterraneus
D6CRAT enoyl-CoA hydratase XI Thiomonas arsenitoxydans 4.2.1.17
STUFF2 enoyl-CoA hydratase XI Toxoplasma gondii 4.2.1.17
DEWVI1 enoyl-CoA hydratase XI Tribolium castaneum
EBSFS7 enoyl-CoA hydratase XI Trichinella spiralis
B3RM37 enoyl-CoA hydratase XI Trichoplax adhaerens
Q582Q0 enoyl-CoA hydratase XI Trypanosoma brucei 4.2.1.17
Q4E679 enoyl-CoA hydratase XI Trypanosoma cruzi 4.2.1.17
D5G6G8 enoyl-CoA hydratase XI Tuber melanosporum
EOXUZ1 enoyl-CoA hydratase XI uncultured gamma
E7C432 enoyl-CoA hydratase XI uncultured gamma
E7C7K5 enoyl-CoA hydratase XI uncultured gamma
E7C834 enoyl-CoA hydratase XI uncultured gamma
E7C8P6 enoyl-CoA hydratase XI uncultured gamma
C5CLZ2 enoyl-CoA hydratase XI Variovorax paradoxus
A1WF39 enoyl-CoA hydratase XI Verminephrobacter eiseniae 4.2.1.17
C9SAGO enoyl-CoA hydratase XI Verticillium alfalfae
E3BPI3 enoyl-CoA hydratase XI Vibrio caribbeanicus
A7IDR6 enoyl-CoA hydratase XI Xanthobacter autotrophicus
A7IKJ4 enoyl-CoA hydratase XI Xanthobacter autotrophicus
Q6GLGO enoyl-CoA hydratase XI Xenopus tropicalis
D3UY95 enoyl-CoA hydratase XI Xenorhabdus bovienii 4.2.1.17
N1NUG1 enoyl-CoA hydratase XI Xenorhabdus nematophila 4.2.1.17
Q6CF43 enoyl-CoA hydratase XI Yarrowia lipolytica
AOAOABXIG1 feruloyl-CoA hydratase/lyase v Acinetobacter calcoaceticus
B9JVE2 feruloyl-CoA hydratase/lyase v Agrobacterium vitis
Q9EY87 feruloyl-CoA hydratase/lyase v Amycolatopsis sp.
D3P2L1 feruloyl-CoA hydratase/lyase v Azospirillum sp. 4.2.1.17
C1DQW6 feruloyl-CoA hydratase/lyase v Azotobacter vinelandii
D9QKSO0 feruloyl-CoA hydratase/lyase v Brevundimonas subvibrioides
B2TE87 feruloyl-CoA hydratase/lyase v Burkholderia phytofirmans
AOAOF5KB95  feruloyl-CoA hydratase/lyase v Burkholderia pseudomallei
AOAODOHF72  feruloyl-CoA hydratase/lyase v Burkholderia sp.
B5WN65 feruloyl-CoA hydratase/lyase v Burkholderia sp.
E8YS32 feruloyl-CoA hydratase/lyase v Burkholderia sp.
D5VDG3 feruloyl-CoA hydratase/lyase v Caulobacter segnis
D5VLZ1 feruloyl-CoA hydratase/lyase v Caulobacter segnis
BOSXT9 feruloyl-CoA hydratase/lyase v Caulobacter sp.
Q1ROW7 feruloyl-CoA hydratase/lyase v Chromohalobacter salexigens
A9BTY2 feruloyl-CoA hydratase/lyase v Delftia acidovorans
BOU9L1 feruloyl-CoA hydratase/lyase v Methylobacterium sp.
Q2G7R4 feruloyl-CoA hydratase/lyase v Novosphingobium aromat.
069762 feruloyl-CoA hydratase/lyase v Pseudomonas fluorescens 4.1.2.41; 4.2.1.1
C3VA24 feruloyl-CoA hydratase/lyase v Pseudomonas nitroreducens
Q70vo8 feruloyl-CoA hydratase/lyase v Pseudomonas putida
005618 feruloyl-CoA hydratase/lyase v Pseudomonas sp.
Q8XT90 feruloyl-CoA hydratase/lyase v Ralstonia solanacearum
B6AOK2 feruloyl-CoA hydratase/lyase v Rhizobium leguminosarum
Q98JP8 feruloyl-CoA hydratase/lyase v Rhizobium loti
C7MUI1 feruloyl-CoA hydratase/lyase v Saccharomonospora viridis
T2RXF8 feruloyl-CoA hydratase/lyase v Saccharopolyspora erythraea 4.2.1.17
QO2CE9 feruloyl-CoA hydratase/lyase v Solibacter usitatus
F6F1R8 feruloyl-CoA hydratase/lyase v Sphingobium chlorophenolicum

Q8RR26 feruloyl-CoA hydratase/lyase v Sphingomonas paucimobilis
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Q8RR28 feruloyl-CoA hydratase/lyase v Sphingomonas paucimobilis
D2UGL1 feruloyl-CoA hydratase/lyase v Xanthomonas albilineans 4.2.1.17
Z4awJT1 feruloyl-CoA hydratase/lyase v Xanthomonas axonopodis
C7LZ14 methylglutaconyl-CoA hydratase 2 XII Acidimicrobium ferrooxidans
C6WRC4 methylglutaconyl-CoA hydratase 2 XII Actinosynnema mirum
A3HYH6 methylglutaconyl-CoA hydratase 2 XII Algoriphagus machipongonensis
A8TMO8 methylglutaconyl-CoA hydratase 2 XTI alpha proteobacterium
D3PRI7 methylglutaconyl-CoA hydratase 2 XII Meiothermus ruber
D7BDZ3 methylglutaconyl-CoA hydratase 2 XII Meiothermus silvanus
V7MY98 methylglutaconyl-CoA hydratase 2 XII Mycobacterium avium 4.2.1.17
E4U535 methylglutaconyl-CoA hydratase 2 XII Oceanithermus profundus
B4RIG7 methylglutaconyl-CoA hydratase 2 XII Phenylobacterium zucineum
DOMI48 methylglutaconyl-CoA hydratase 2 XII Rhodothermus marinus
B7A9WO methylglutaconyl-CoA hydratase 2 XIT Thermus aquaticus 4.2.1.17
ESPNHS8 methylglutaconyl-CoA hydratase 2 XII Thermus scotoductus
H9ZSU3 methylglutaconyl-CoA hydratase 2 XII Thermus thermophilus
D7CY55 methylglutaconyl-CoA hydratase 2 XII Truepera radiovictrix
COG3FO0 methylglutaconyl-CoA hydratase 2 X Brucella ceti
EBUBK7 methylglutaconyl-CoA hydratase 2 X Deinococcus maricopensis
E1VL69 methylglutaconyl-CoA hydratase 2 X gamma proteobacterium
Q27Q49 methylglutaconyl-CoA hydratase 2 X Acanthamoeba castellanii
C7RQF6 methylglutaconyl-CoA hydratase 2 IX Accumulibacter phosphatis
D4XBC2 methylglutaconyl-CoA hydratase 2 X Achromobacter piechaudii 4.2.1.17
E3HM25 methylglutaconyl-CoA hydratase 2 IX Achromobacter xylosoxidans
E5U1IN7 methylglutaconyl-CoA hydratase 2 X Achromobacter xylosoxidans 4.2.1.17
A0A066PX63  methylglutaconyl-CoA hydratase 2 X Acidiphilium sp.
C1F7A5 methylglutaconyl-CoA hydratase 2 IX Acidobacterium capsulatum
A1TVAS methylglutaconyl-CoA hydratase 2 IX Acidovorax citrulli
C5T2N5 methylglutaconyl-CoA hydratase 2 X Acidovorax delafieldii
A1WC95 methylglutaconyl-CoA hydratase 2 X Acidovorax sp.
AOAO10PUS4  methylglutaconyl-CoA hydratase 2 X Acinetobacter baumannii
FOKKW4 methylglutaconyl-CoA hydratase 2 X Acinetobacter calcoaceticus
DOSC71 methylglutaconyl-CoA hydratase 2 IX Acinetobacter johnsonii
D8JM02 methylglutaconyl-CoA hydratase 2 X Acinetobacter oleivorans
N9Q1L7 methylglutaconyl-CoA hydratase 2 IX Acinetobacter sp.
Q3HW12 methylglutaconyl-CoA hydratase 2 X Acinetobacter sp. 4.2.1.18
AOAOASLAS8  methylglutaconyl-CoA hydratase 2 X Aeromonas hydrophila
A4SM62 methylglutaconyl-CoA hydratase 2 IX Aeromonas salmonicida
B9K5X0 methylglutaconyl-CoA hydratase 2 X Agrobacterium vitis
QovQRe2 methylglutaconyl-CoA hydratase 2 X Alcanivorax borkumensis 4.2.1.17
B4X0S6 methylglutaconyl-CoA hydratase 2 X Alcanivorax sp.
E8TS32 methylglutaconyl-CoA hydratase 2 X Alicycliphilus denitrificans
E8TV79 methylglutaconyl-CoA hydratase 2 IX Alicycliphilus denitrificans
ABTZE3 methylglutaconyl-CoA hydratase 2 IX alpha proteobacterium
AOAOEOYAK9 methylglutaconyl-CoA hydratase 2 X Alteromonas macleodii
Q5P3D1 methylglutaconyl-CoA hydratase 2 X Aromatoleum aromaticum 4.2.1.17
EBRLE7 methylglutaconyl-CoA hydratase 2 IX Asticcacaulis excentricus
Q1YN40 methylglutaconyl-CoA hydratase 2 X Aurantimonas manganoxydans
A1KA30 methylglutaconyl-CoA hydratase 2 IX Azoarcus sp. 4.2.1.17
ABHZK?2 methylglutaconyl-CoA hydratase 2 X Azorhizobium caulinodans
D3NZC9 methylglutaconyl-CoA hydratase 2 X Azospirillum sp. 4.2.1.17
C1DL55 methylglutaconyl-CoA hydratase 2 X Azotobacter vinelandii
Q6MHG6 methylglutaconyl-CoA hydratase 2 IX Bdellovibrio bacteriovorus 4.2.1.17
QIMXN1 methylglutaconyl-CoA hydratase 2 IX Bermanella marisrubri
AOAOAOXIAO methylglutaconyl-CoA hydratase 2 IX Bordetella pertussis 4.2.1.17
A9IP53 methylglutaconyl-CoA hydratase 2 X Bordetella petrii 4.2.1.17
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Q89Y39 methylglutaconyl-CoA hydratase 2 X Bradyrhizobium diazoefficiens
B4WE95 methylglutaconyl-CoA hydratase 2 IX Brevundimonas sp.
DIQGS7 methylglutaconyl-CoA hydratase 2 IX Brevundimonas subvibrioides
A2WF94 methylglutaconyl-CoA hydratase 2 IX Burkholderia dolosa
A2WGG4 methylglutaconyl-CoA hydratase 2 IX Burkholderia dolosa
C5AHY9 methylglutaconyl-CoA hydratase 2 X Burkholderia glumae
B9B8Z1 methylglutaconyl-CoA hydratase 2 X Burkholderia multivorans
A0A088X8H7 methylglutaconyl-CoA hydratase 2 IX Burkholderia oklahomensis
B2JM09 methylglutaconyl-CoA hydratase 2 X Burkholderia phymatum
E5AVD2 methylglutaconyl-CoA hydratase 2 X Burkholderia rhizoxinica 4.2.1.18
D5WIJ1 methylglutaconyl-CoA hydratase 2 X Burkholderia sp.
E1TES3 methylglutaconyl-CoA hydratase 2 X Burkholderia sp.
FOG2FO0 methylglutaconyl-CoA hydratase 2 IX Burkholderia sp.
Q13GM5 methylglutaconyl-CoA hydratase 2 IX Burkholderia xenovorans 4.2.1.17
Q13LP7 methylglutaconyl-CoA hydratase 2 X Burkholderia xenovorans 4.2.1.17
Q9A6C5 methylglutaconyl-CoA hydratase 2 IX Caulobacter crescentus
D5VL94 methylglutaconyl-CoA hydratase 2 X Caulobacter segnis
BOT2M9 methylglutaconyl-CoA hydratase 2 IX Caulobacter sp.
C7PUC2 methylglutaconyl-CoA hydratase 2 IX Chitinophaga pinensis
B8GAWO methylglutaconyl-CoA hydratase 2 IX Chloroflexus aggregans
A9WB03 methylglutaconyl-CoA hydratase 2 IX Chloroflexus aurantiacus
AOAOC1CEJ6  methylglutaconyl-CoA hydratase 2 X Chromobacterium piscinae 4.2.1.17
DOD471 methylglutaconyl-CoA hydratase 2 X Citreicella sp.
Q485C2 methylglutaconyl-CoA hydratase 2 IX Colwellia psychrerythraea
B7WX38 methylglutaconyl-CoA hydratase 2 X Comamonas testosteroni
A4A6CO methylglutaconyl-CoA hydratase 2 IX Congregibacter litoralis 4.2.1.18
Q83CX5 methylglutaconyl-CoA hydratase 2 X Coxiella burnetii 4.2.1.18
Q1LS77 methylglutaconyl-CoA hydratase 2 X Cupriavidus metallidurans 4.2.1.17
QOKF90 methylglutaconyl-CoA hydratase 2 IX Cupriavidus necator 4.2.1.17
Q47109 methylglutaconyl-CoA hydratase 2 X Cupriavidus pinatubonensis
Q11QU9 methylglutaconyl-CoA hydratase 2 IX Cytophaga hutchinsonii 4.2.1.18
Q47339 methylglutaconyl-CoA hydratase 2 IX Dechloromonas aromatica
Q47JY2 methylglutaconyl-CoA hydratase 2 IX Dechloromonas aromatica
AOAO31IBV2 methylglutaconyl-CoA hydratase 2 IX Delftia sp.
ABLIT2 methylglutaconyl-CoA hydratase 2 IX Dinoroseobacter shibae 4.2.1.18
C8PXY2 methylglutaconyl-CoA hydratase 2 IX Enhydrobacter aerosaccus
E1SU54 methylglutaconyl-CoA hydratase 2 X Ferrimonas balearica 4.2.1.18
BBKNSO methylglutaconyl-CoA hydratase 2 IX gamma proteobacterium
Q1YSE9 methylglutaconyl-CoA hydratase 2 X gamma proteobacterium
Q39QHO methylglutaconyl-CoA hydratase 2 IX Geobacter metallireducens
G8P1A5 methylglutaconyl-CoA hydratase 2 X Granulicella mallensis 4.2.1.17
E8X3I1 methylglutaconyl-CoA hydratase 2 IX Granulicella tundricola
Q2SFA9 methylglutaconyl-CoA hydratase 2 IX Hahella chejuensis
E1X2N9 methylglutaconyl-CoA hydratase 2 IX Halobacteriovorax marinus
E1V3Y8 methylglutaconyl-CoA hydratase 2 IX Halomonas elongata 4.2.1.17
D8JOK8 methylglutaconyl-CoA hydratase 2 IX Herbaspirillum seropedicae 4.2.1.17
A9AYB9 methylglutaconyl-CoA hydratase 2 IX Herpetosiphon aurantiacus
C6XL99 methylglutaconyl-CoA hydratase 2 IX Hirschia baltica
AOAO59FZ76 methylglutaconyl-CoA hydratase 2 IX Hyphomonas hirschiana
A3WM36 methylglutaconyl-CoA hydratase 2 IX Idiomarina baltica
Q5Qw26 methylglutaconyl-CoA hydratase 2 IX Idiomarina loihiensis
Q28T95 methylglutaconyl-CoA hydratase 2 X Jannaschia sp. 4.2.1.18
C7RB34 methylglutaconyl-CoA hydratase 2 X Kangiella koreensis
Q1IRS2 methylglutaconyl-CoA hydratase 2 IX Koribacter versatilis
D6TPI3 methylglutaconyl-CoA hydratase 2 X Ktedonobacter racemifer
AONYT7 methylglutaconyl-CoA hydratase 2 IX Labrenzia aggregata 4.2.1.17
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B9QSS1 methylglutaconyl-CoA hydratase 2 X Labrenzia alexandrii
C1D418 methylglutaconyl-CoA hydratase 2 IX Laribacter hongkongensis 4.2.1.17
D3HRAO methylglutaconyl-CoA hydratase 2 IX Legionella longbeachae 4.2.1.17
D5TE84 methylglutaconyl-CoA hydratase 2 X Legionella pneumophila 4.2.1.17
B1Y2P2 methylglutaconyl-CoA hydratase 2 IX Leptothrix cholodnii
B1Y4M6 methylglutaconyl-CoA hydratase 2 IX Leptothrix cholodnii
B1Y520 methylglutaconyl-CoA hydratase 2 X Leptothrix cholodnii
ABGLN9 methylglutaconyl-CoA hydratase 2 IX Limnobacter sp. 4.2.1.17
A3v7M1 methylglutaconyl-CoA hydratase 2 X Loktanella vestfoldensis 4.2.1.17
B8KXY4 methylglutaconyl-CoA hydratase 2 IX Luminiphilus syltensis
AATZGE methylglutaconyl-CoA hydratase 2 IX Magnetospirillum gryph.
A4U4PO methylglutaconyl-CoA hydratase 2 X Magnetospirillum gryph.
Q2w9G1 methylglutaconyl-CoA hydratase 2 IX Magnetospirillum magneticum

AOAOC2UCB2 methylglutaconyl-CoA hydratase 2 IX Magnetospirillum magnetot.

A0AOC2YBW3  methylglutaconyl-CoA hydratase 2 IX Magnetospirillum magnetot.
QOANWE methylglutaconyl-CoA hydratase 2 IX Maricaulis maris
AOYEY7 methylglutaconyl-CoA hydratase 2 X marine gamma
B7S5163 methylglutaconyl-CoA hydratase 2 IX marine gamma
E4PFL8 methylglutaconyl-CoA hydratase 2 IX Marinobacter adhaerens
E4PMN6 methylglutaconyl-CoA hydratase 2 IX Marinobacter adhaerens
ABF2K8 methylglutaconyl-CoA hydratase 2 IX Marinobacter algicola
A1U2I4 methylglutaconyl-CoA hydratase 2 IX Marinobacter hydrocarbonoclasticus
A3JHM5 methylglutaconyl-CoA hydratase 2 X Marinobacter sp.
F2K4Q9 methylglutaconyl-CoA hydratase 2 IX Marinomonas mediterranea
A3Y9P6 methylglutaconyl-CoA hydratase 2 X Marinomonas sp.
A3VI85 methylglutaconyl-CoA hydratase 2 X Maritimibacter alkaliphilus 4.2.1.17
E4TM80 methylglutaconyl-CoA hydratase 2 IX Marivirga tractuosa 4.2.1.18
A2SE54 methylglutaconyl-CoA hydratase 2 X Methylibium petroleiphilum 4.2.1.17
A2SL72 methylglutaconyl-CoA hydratase 2 IX Methylibium petroleiphilum 4.2.1.18
B8IXH8 methylglutaconyl-CoA hydratase 2 IX Methylobacterium nodulans
A9V763 methylglutaconyl-CoA hydratase 2 X Monosiga brevicollis
ABFGF2 methylglutaconyl-CoA hydratase 2 X Moritella sp.
Q2BQ71 methylglutaconyl-CoA hydratase 2 X Neptuniibacter caesariensis
A4BVQO methylglutaconyl-CoA hydratase 2 IX Nitrococcus mobilis
D5BW0O6 methylglutaconyl-CoA hydratase 2 IX Nitrosococcus halophilus

AOAOE2ZON1 methylglutaconyl-CoA hydratase 2 X Nitrosococcus oceani 4.2.1.17
D8PHS9 methylglutaconyl-CoA hydratase 2 X Nitrospira defluvii 4.2.1.17
AOE3E4 methylglutaconyl-CoA hydratase 2 X Oceanibulbus indolifex 4.2.1.17
A3UJT4 methylglutaconyl-CoA hydratase 2 X Oceanicaulis sp.
A3TZJ0 methylglutaconyl-CoA hydratase 2 IX Oceanicola batsensis 4.2.1.17
A3U1L5 methylglutaconyl-CoA hydratase 2 X Oceanicola batsensis 4.2.1.17
Q2CES7 methylglutaconyl-CoA hydratase 2 X Oceanicola granulosus 4.2.1.17
A6WUWS methylglutaconyl-CoA hydratase 2 X Ochrobactrum anthropi
M9RBD5 methylglutaconyl-CoA hydratase 2 IX Octadecabacter antarcticus
MORMD2 methylglutaconyl-CoA hydratase 2 IX Octadecabacter arcticus
A1B865 methylglutaconyl-CoA hydratase 2 IX Paracoccus denitrificans 4.2.1.18
C6Y038 methylglutaconyl-CoA hydratase 2 X Pedobacter heparinus
ABECCS8 methylglutaconyl-CoA hydratase 2 X Pedobacter sp.
QOFNW6 methylglutaconyl-CoA hydratase 2 IX Pelagibaca bermudensis 4.2.1.17
I7DNH6 methylglutaconyl-CoA hydratase 2 IX Phaeobacter gallaeciensis
B4R933 methylglutaconyl-CoA hydratase 2 IX Phenylobacterium zucineum
Q1Z6G7 methylglutaconyl-CoA hydratase 2 IX Photobacterium profundum
Q2C752 methylglutaconyl-CoA hydratase 2 X Photobacterium sp.
A1VIGT methylglutaconyl-CoA hydratase 2 IX Polaromonas naphthalenivorans
A1VRG2 methylglutaconyl-CoA hydratase 2 X Polaromonas naphthalenivorans
Q120B6 methylglutaconyl-CoA hydratase 2 IX Polaromonas sp.
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Q124J1 methylglutaconyl-CoA hydratase 2 X Polaromonas sp.
Q12D25 methylglutaconyl-CoA hydratase 2 IX Polaromonas sp.
F2J257 methylglutaconyl-CoA hydratase 2 IX Polymorphum gilvum
Q15RQ3 methylglutaconyl-CoA hydratase 2 IX Pseudoalteromonas atlantica
Q3IGBO methylglutaconyl-CoA hydratase 2 X Pseudoalteromonas haloplanktis 4.2.1.17
A4C9NO methylglutaconyl-CoA hydratase 2 IX Pseudoalteromonas tunicata
B9Z368 methylglutaconyl-CoA hydratase 2 X Pseudogulbenkiania ferrooxidans
B9Z4P0 methylglutaconyl-CoA hydratase 2 IX Pseudogulbenkiania ferrooxidans
W1MKVO methylglutaconyl-CoA hydratase 2 X Pseudomonas aeruginosa
Q1I890 methylglutaconyl-CoA hydratase 2 IX Pseudomonas entomophila 4.2.1.17
C3JYF3 methylglutaconyl-CoA hydratase 2 X Pseudomonas fluorescens
Q3KA08 methylglutaconyl-CoA hydratase 2 X Pseudomonas fluorescens
Q4K9P5 methylglutaconyl-CoA hydratase 2 IX Pseudomonas fluorescens 4.2.1.8
A4XTX6 methylglutaconyl-CoA hydratase 2 IX Pseudomonas mendocina
Q481IG3 methylglutaconyl-CoA hydratase 2 X Pseudomonas savastanoi 4.2.1.17
FOED22 methylglutaconyl-CoA hydratase 2 X Pseudomonas sp.
A4VPFO methylglutaconyl-CoA hydratase 2 X Pseudomonas stutzeri
A0A099SVSO  methylglutaconyl-CoA hydratase 2 IX Pseudomonas syringae
Q4ZTL5 methylglutaconyl-CoA hydratase 2 IX Pseudomonas syringae
B6RIC2 methylglutaconyl-CoA hydratase 2 X Pseudovibrio sp.
E6WTI9 methylglutaconyl-CoA hydratase 2 IX Pseudoxanthomonas suwonensis
Q4FUX8 methylglutaconyl-CoA hydratase 2 IX Psychrobacter arcticus 4.2.1.18
A5WHE5 methylglutaconyl-CoA hydratase 2 X Psychrobacter sp.
B2UDA2 methylglutaconyl-CoA hydratase 2 IX Ralstonia pickettii
D8NQS3 methylglutaconyl-CoA hydratase 2 IX Ralstonia solanacearum 4.2.1.17
A4B8TS8 methylglutaconyl-CoA hydratase 2 IX Reinekea blandensis
A4BDR7 methylglutaconyl-CoA hydratase 2 IX Reinekea blandensis
Qo2vJ6 methylglutaconyl-CoA hydratase 2 X Rhizobium meliloti 4.2.1.17
A0AO61MM15  methylglutaconyl-CoA hydratase 2 IX Rhizobium rhizogenes
C3KRBO methylglutaconyl-CoA hydratase 2 X Rhizobium sp.
D5ATH2 methylglutaconyl-CoA hydratase 2 IX Rhodobacter capsulatus 4.1.3.36
A3PIW7 methylglutaconyl-CoA hydratase 2 X Rhodobacter sphaeroides 4.2.1.18
A4wU35 methylglutaconyl-CoA hydratase 2 X Rhodobacter sphaeroides 4.2.1.18
B6B465 methylglutaconyl-CoA hydratase 2 IX Rhodobacteraceae bacterium
BINNG9 methylglutaconyl-CoA hydratase 2 IX Rhodobacteraceae bacterium
A3JUI9 methylglutaconyl-CoA hydratase 2 X Rhodobacteraceae bacterium 4.2.1.17
B6BB90 methylglutaconyl-CoA hydratase 2 IX Rhodobacterales bacterium
Q21RS3 methylglutaconyl-CoA hydratase 2 IX Rhodoferax ferrireducens
Q22253 methylglutaconyl-CoA hydratase 2 X Rhodoferax ferrireducens
B6IQT9 methylglutaconyl-CoA hydratase 2 IX Rhodospirillum centenum
Q2RT03 methylglutaconyl-CoA hydratase 2 IX Rhodospirillum rubrum 4.2.1.18
E2CDS1 methylglutaconyl-CoA hydratase 2 IX Roseibium sp.
ATNHZ2 methylglutaconyl-CoA hydratase 2 X Roseiflexus castenholzii
A5UZX6 methylglutaconyl-CoA hydratase 2 IX Roseiflexus sp.
F7ZCQ5 methylglutaconyl-CoA hydratase 2 IX Roseobacter litoralis
A4FELN1 methylglutaconyl-CoA hydratase 2 IX Roseobacter sp.
B7RPH6 methylglutaconyl-CoA hydratase 2 IX Roseobacter sp.
A3X7S0 methylglutaconyl-CoA hydratase 2 X Roseobacter sp. 4.2.1.17
A4EYS4 methylglutaconyl-CoA hydratase 2 X Roseobacter sp. 4.2.1.17
ABFQY6 methylglutaconyl-CoA hydratase 2 IX Roseobacter sp. 4.2.1.17
D5RIV7 methylglutaconyl-CoA hydratase 2 IX Roseomonas cervicalis 4.1.3.36
A3SNJ8 methylglutaconyl-CoA hydratase 2 X Roseovarius nubinhibens 4.2.1.17
A3VX19 methylglutaconyl-CoA hydratase 2 X Roseovarius sp. 4.2.1.17
A3W6H5 methylglutaconyl-CoA hydratase 2 X Roseovarius sp. 4.2.1.17
ABEO68 methylglutaconyl-CoA hydratase 2 X Roseovarius sp. 4.2.1.17
DOCTK8 methylglutaconyl-CoA hydratase 2 IX Ruegeria lacuscaerulensis
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Q5LPR2 methylglutaconyl-CoA hydratase 2 X Ruegeria pomeroyi
A3K1CO methylglutaconyl-CoA hydratase 2 IX Sagittula stellata 4.2.1.17
D5H985 methylglutaconyl-CoA hydratase 2 IX Salinibacter ruber 4.2.1.17
A1S5B1 methylglutaconyl-CoA hydratase 2 IX Shewanella amazonensis
A9KVP2 methylglutaconyl-CoA hydratase 2 IX Shewanella baltica
Q12LZ9 methylglutaconyl-CoA hydratase 2 IX Shewanella denitrificans 4.2.1.18
Q07235 methylglutaconyl-CoA hydratase 2 X Shewanella frigidimarina 4.2.1.18
BOTMU3 methylglutaconyl-CoA hydratase 2 IX Shewanella halifaxensis
A3QG40 methylglutaconyl-CoA hydratase 2 X Shewanella loihica 4.2.1.18
A8H6D2 methylglutaconyl-CoA hydratase 2 IX Shewanella pealeana
B8CRY5 methylglutaconyl-CoA hydratase 2 X Shewanella piezotolerans 4.2.1.17
E6XI96 methylglutaconyl-CoA hydratase 2 X Shewanella putrefaciens
ABFT94 methylglutaconyl-CoA hydratase 2 IX Shewanella sediminis
D4ZHV3 methylglutaconyl-CoA hydratase 2 X Shewanella violacea
B1KNN7 methylglutaconyl-CoA hydratase 2 X Shewanella woodyi
C9D2P9 methylglutaconyl-CoA hydratase 2 X Silicibacter sp.
ABUIL7 methylglutaconyl-CoA hydratase 2 X Sinorhizobium medicae
D1CAYO methylglutaconyl-CoA hydratase 2 IX Sphaerobacter thermophilus
J7SX47 methylglutaconyl-CoA hydratase 2 IX Stenotrophomonas maltophilia
AOAOC3MLR2 methylglutaconyl-CoA hydratase 2 IX Thauera sp.
C4ZP69 methylglutaconyl-CoA hydratase 2 IX Thauera sp.
D6CMT8 methylglutaconyl-CoA hydratase 2 X Thiomonas arsenitoxydans 4.2.1.17
D6CRG8 methylglutaconyl-CoA hydratase 2 X Thiomonas arsenitoxydans 4.2.1.17
D5WZE6 methylglutaconyl-CoA hydratase 2 IX Thiomonas intermedia
C5JAS5 methylglutaconyl-CoA hydratase 2 IX uncultured bacterium
Q1EHZ7 methylglutaconyl-CoA hydratase 2 IX uncultured organism
E6V7E4 methylglutaconyl-CoA hydratase 2 IX Variovorax paradoxus
A1WHK6 methylglutaconyl-CoA hydratase 2 X Verminephrobacter eiseniae
D0X396 methylglutaconyl-CoA hydratase 2 IX Vibrio alginolyticus
A7JIYAS8 methylglutaconyl-CoA hydratase 2 X Vibrio antiquarius 4.2.1.18
EBLZZ5 methylglutaconyl-CoA hydratase 2 IX Vibrio brasiliensis
AOAOA3ESQ2 methylglutaconyl-CoA hydratase 2 X Vibrio campbellii
E3BMF7 methylglutaconyl-CoA hydratase 2 IX Vibrio caribbeanicus
FOMOJO methylglutaconyl-CoA hydratase 2 IX Vibrio furnissii
COQFR7 methylglutaconyl-CoA hydratase 2 IX Vibrio orientalis
A6AZT3 methylglutaconyl-CoA hydratase 2 IX Vibrio parahaemolyticus
A6BAJT methylglutaconyl-CoA hydratase 2 IX Vibrio parahaemolyticus
A6D641 methylglutaconyl-CoA hydratase 2 X Vibrio shilonii
E8M593 methylglutaconyl-CoA hydratase 2 X Vibrio sinaloensis
A8T041 methylglutaconyl-CoA hydratase 2 IX Vibrio sp.
B8K6R4 methylglutaconyl-CoA hydratase 2 X Vibrio sp.
Q7MDI8 methylglutaconyl-CoA hydratase 2 IX Vibrio vulnificus
ATIGF8 methylglutaconyl-CoA hydratase 2 IX Xanthobacter autotrophicus
D2UAC3 methylglutaconyl-CoA hydratase 2 IX Xanthomonas albilineans 4.2.1.17
BORSN8 methylglutaconyl-CoA hydratase 2 IX Xanthomonas campestris 4.2.1.17
Q3BUD3 methylglutaconyl-CoA hydratase 2 IX Xanthomonas campestris 4.2.1.17
FOC8H6 methylglutaconyl-CoA hydratase 2 X Xanthomonas gardneri
FOBF16 methylglutaconyl-CoA hydratase 2 IX Xanthomonas vesicatoria
AOAOB6HV44 methylmalonyl-CoA decarboxylase I
C7RN30 methylmalonyl-CoA decarboxylase I Accumulibacter phosphatis
A2VS95 methylmalonyl-CoA decarboxylase I Burkholderia cenocepacia
Q13SD9 methylmalonyl-CoA decarboxylase I Burkholderia xenovorans
A0A064DQ91  methylmalonyl-CoA decarboxylase I Citrobacter freundii
AOAOA1RU22 methylmalonyl-CoA decarboxylase I Citrobacter pasteurii 4.1.1.41
D8EVY3 methylmalonyl-CoA decarboxylase I delta proteobacterium
E3G494 methylmalonyl-CoA decarboxylase I Enterobacter lignolyticus
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B1EFY3 methylmalonyl-CoA decarboxylase I Escherichia albertii 4.1.1.41
A0A024KPQ1 methylmalonyl-CoA decarboxylase I Escherichia coli
AOAOE2A4R1  methylmalonyl-CoA decarboxylase I Escherichia coli
B3HGR3 methylmalonyl-CoA decarboxylase I Escherichia coli
B6I751 methylmalonyl-CoA decarboxylase I Escherichia coli
E9TJU6 methylmalonyl-CoA decarboxylase I Escherichia coli
N2JG47 methylmalonyl-CoA decarboxylase I Escherichia coli
P52045 methylmalonyl-CoA decarboxylase I Escherichia coli 4.1.1.41
B3E862 methylmalonyl-CoA decarboxylase I Geobacter lovleyi
EBWPY7 methylmalonyl-CoA decarboxylase I Geobacter sp.
A5G7C1 methylmalonyl-CoA decarboxylase I Geobacter uraniireducens
B1Y5L4 methylmalonyl-CoA decarboxylase I Leptothrix cholodnii
Q2w529 methylmalonyl-CoA decarboxylase I Magnetospirillum magneticum
AOAOC2UB39 methylmalonyl-CoA decarboxylase I Magnetospirillum magnetot.
A4S7B1 methylmalonyl-CoA decarboxylase I Polynucleobacter necessarius
E3I385 methylmalonyl-CoA decarboxylase I Rhodomicrobium vannielii
A9MRF8 methylmalonyl-CoA decarboxylase I Salmonella arizonae
H7EBW7 methylmalonyl-CoA decarboxylase I Salmonella enterica
B3WX57 methylmalonyl-CoA decarboxylase I Shigella dysenteriae 4.1.1.41
I16GT65 methylmalonyl-CoA decarboxylase I Shigella flexneri
AOAOEINFX4 methylmalonyl-CoA decarboxylase I Yersinia enterocolitica 4.1.1.41
D3F027 methylmalonyl-CoA decarboxylase X Conexibacter woesei
F1TD52 polyketide biosynth. enoyl-CoA hydratase v [Clostridium] papyrosolvens
E1UUM8 polyketide biosynth. enoyl-CoA hydratase v Bacillus amyloliquefaciens
Q1RS75 polyketide biosynth. enoyl-CoA hydratase v Bacillus amyloliquefaciens 4.2.1.17
A0A080UJX7  polyketide biosynth. enoyl-CoA hydratase v Bacillus subtilis
P40805 polyketide biosynth. enoyl-CoA hydratase v Bacillus subtilis 4.2.1.-
ATA5BT1 polyketide biosynth. enoyl-CoA hydratase v Bifidobacterium adolescentis
F2LA04 polyketide biosynth. enoyl-CoA hydratase v Burkholderia gladioli
F2LK75 polyketide biosynth. enoyl-CoA hydratase v Burkholderia gladioli
AOA069B8Y4  polyketide biosynth. enoyl-CoA hydratase v Burkholderia pseudomallei
AOAOF5K5U9  polyketide biosynth. enoyl-CoA hydratase v Burkholderia pseudomallei
A3NJES polyketide biosynth. enoyl-CoA hydratase v Burkholderia pseudomallei
Q3JF91 polyketide biosynth. enoyl-CoA hydratase v Burkholderia pseudomallei 4.2.1.17
AOAO75E6J0  polyketide biosynth. enoyl-CoA hydratase v Burkholderia sp.
Q2T4N6 polyketide biosynth. enoyl-CoA hydratase v Burkholderia thailandensis
C7PSG1 polyketide biosynth. enoyl-CoA hydratase v Chitinophaga pinensis
F5B9D3 polyketide biosynth. enoyl-CoA hydratase v Chitinophaga sancti
B8HKZ4 polyketide biosynth. enoyl-CoA hydratase v Cyanothece sp.
C6CDV2 polyketide biosynth. enoyl-CoA hydratase v Dickeya dadantii
A9EACS polyketide biosynth. enoyl-CoA hydratase v Kordia algicida
Q6DNES polyketide biosynth. enoyl-CoA hydratase v Lyngbya majuscula
A4TWX5 polyketide biosynth. enoyl-CoA hydratase v Magnetospirillum gryph.
Q1D5F3 polyketide biosynth. enoyl-CoA hydratase v Myxococcus xanthus
D2JNW4 polyketide biosynth. enoyl-CoA hydratase v Nostoc sp.
EORFQ7 polyketide biosynth. enoyl-CoA hydratase v Paenibacillus polymyxa
E3E978 polyketide biosynth. enoyl-CoA hydratase v Paenibacillus polymyxa
I8TTA6 polyketide biosynth. enoyl-CoA hydratase v Pelosinus fermentans
I6Y3T6 polyketide biosynth. enoyl-CoA hydratase v Propionibacterium propionicum
F8J3G4 polyketide biosynth. enoyl-CoA hydratase v Pseudoalteromonas sp.
D4NZD9 polyketide biosynth. enoyl-CoA hydratase v Pseudomonas fluorescens
Q8RL62 polyketide biosynth. enoyl-CoA hydratase v Pseudomonas fluorescens
A9GJO7 polyketide biosynth. enoyl-CoA hydratase v Sorangium cellulosum 4.2.1.17
D9XQB6 polyketide biosynth. enoyl-CoA hydratase v Streptomyces griseoflavus
Q51691 polyketide biosynth. enoyl-CoA hydratase v symbiont bacterium
Q49HJ6 polyketide biosynth. enoyl-CoA hydratase v uncultured bacterial
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D2SUE7 polyketide biosynth. enoyl-CoA hydratase v uncultured bacterium
C7PXR1 polyketide biosynth. enoyl-CoA hydratase X Catenulispora acidiphila
D7RK28 polyketide biosynth. enoyl-CoA hydratase X Corallococcus coralloides
D9T195 polyketide biosynth. enoyl-CoA hydratase X Micromonospora aurantiaca
B4VFF4 polyketide biosynth. enoyl-CoA hydratase X Streptomyces sp.
B5GAC2 polyketide biosynth. enoyl-CoA hydratase X Streptomyces sp.

Case study VI: enolases

After the filtering process, 4,791 proteins remained in this SFLD [3] superfamily, distributed among six
subgroups and twelve families. The protein set, along with the SFLD family labels and the clusters they
were placed in by the proposed framework when considering twelve clusters, as well as the source organisms

and existing EC number annotations according to UniProt, are presented in Table S2.6.

Table S2.6. List of proteins in the enolase superfamily.

UniProt Family [3] Cluster Species EC Number
D7HYG3 D-galactonate dehydratase XI
V4PI73 D-galactonate dehydratase XI Asticcacaulis sp.
QOBC48 D-galactonate dehydratase XI Burkholderia ambifaria 4.2.1.6
Q6J674 D-galactonate dehydratase XI Collimonas fungivorans
ABABF2 D-galactonate dehydratase XI Escherichia coli 4.2.1.6
B1LPS5 D-galactonate dehydratase XI Escherichia coli 4.2.1.6
Q1R4P4 D-galactonate dehydratase XI Escherichia coli 4.2.1.6
MBECV1 D-galactonate dehydratase XI Halanaerobium sacc. 4.2.1.39
AOAOB7G3I6 D-galactonate dehydratase XI Klebsiella variicola 4.2.1.6
F7YOE3 D-galactonate dehydratase XI Mesorhizobium opportunistum
A1D478 D-galactonate dehydratase XI Neosartorya fischeri
M4S1MO D-galactonate dehydratase XI Sphingomonas sp.
Q47NZ8 D-galactonate dehydratase XI Thermobifida fusca 4.2.1.6
D4DHR6 D-galactonate dehydratase XI Trichophyton verrucosum
AOAO77Z5W4  D-galactonate dehydratase XI Trichuris trichiura
V4J1P4 D-galactonate dehydratase XI uncultured Desulfofustis
A6CZS0 D-galactonate dehydratase XI Vibrio shilonii
Q12373 D-galactonate dehydratase XII Polaromonas sp. 4.2.1.6
COCXB1 D-galactonate dehydratase X [Clostridium asparagiforme]
CoD3V1 D-galactonate dehydratase X [Clostridium asparagiforme]
COC5R8 D-galactonate dehydratase X [Clostridium] hylemonae
A7TVPV9 D-galactonate dehydratase X [Clostridium] leptum
A0A052IM78 D-galactonate dehydratase X
AOAOB69HQ59 D-galactonate dehydratase X
AO0A096Z5Z0 D-galactonate dehydratase X
E7P3W5 D-galactonate dehydratase X
JAz413 D-galactonate dehydratase X Achromobacter piechaudii
A1TPD4 D-galactonate dehydratase X Acidovorax citrulli 4.2.1.6
JOU2A8 D-galactonate dehydratase X Acidovorax sp.
AO0A086T984 D-galactonate dehydratase X Acremonium chrysogenum
A0A099D2S4  D-galactonate dehydratase X Actinopolyspora erythraea
K5X2M6 D-galactonate dehydratase X Agaricus bisporus
K9I346 D-galactonate dehydratase X Agaricus bisporus
AOA067TZ45 D-galactonate dehydratase X Agrobacterium tumefaciens
M8AQK7 D-galactonate dehydratase X Agrobacterium tumefaciens
FOU9A6 D-galactonate dehydratase X Ajellomyces capsulatus
AOAOA5JAM4A  D-galactonate dehydratase X Alcaligenes xylosoxydans
J9HBBO D-galactonate dehydratase X Alicyclobacillus hesperidum
AOAOC2TBL2 D-galactonate dehydratase X Amanita muscaria
D5EGV4 D-galactonate dehydratase X Aminobacterium colombiense



Table S2.6. (continuation)

UniProt

Family [3]

Cluster

Species

AOAO66U8L4
AOAQ94LUX7
E1W0G9
G1XMJ8
D4AN19
A1CRB6
AOA084BS49
G7X7TH3
G7X955
A2QI98
G3Y8T6
A2RAUO
I7ZN59
AOAO17SCI8
QOCTA6
AOAOC1BWH6
V4P2C1
VAPFB6
E8SRVFS8
V4NKR2
V4P1N6
V4pP7M4
V4PNC9
V4QCD8
AOAOT74VH64
AOAOQT4VZLY
AOAOT74WNT2
AOAQ74WV59
AOAQ74XFJ4
AOAOT4YGMT
AOAOT74YJI6
AOAOC4WU69
C1DMD4
w4QPoT7
K6DL86
Q5WKP1
AOAOAGBVAR3
AOAO60OM179
AOAOBOICW4
AOAOBOIIS2
M5PC86
ESWFX7
W7YYQ3
M2NN60
WEYFF6
AOAO67MUY6
R1GFP1
M7TQB9
AOAOBOAXES
AOAO81UZS1
A2W7N5
AOA095W8Q4
AOAOG9PTJI9
Q39NI3
KODUT9
AOA069B558

D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
D-galactonate dehydratase
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Amycolatopsis rifamycinica

Amycolatopsis sp.

Arthrobacter arilaitensis 4.2.1.6
Arthrobotrys oligospora

Arthroderma benhamiae

Aspergillus clavatus

Aspergillus fumigatus

Aspergillus kawachii

Aspergillus kawachii

Aspergillus niger

Aspergillus niger

Aspergillus niger 5.5.-.-
Aspergillus oryzae

Aspergillus ruber

Aspergillus terreus

Aspergillus ustus

Asticcacaulis benevestitus

Asticcacaulis benevestitus

Asticcacaulis excentricus

Asticcacaulis sp.

Asticcacaulis sp.

Asticcacaulis sp.

Asticcacaulis sp.

Asticcacaulis sp.

Aureobasidium melanogenum

Aureobasidium melanogenum

Aureobasidium namibiae

Aureobasidium namibiae

Aureobasidium pullulans

Aureobasidium subglaciale

Aureobasidium subglaciale

Azotobacter chroococcum

Azotobacter vinelandii

Bacillus akibai

Bacillus bataviensis

Bacillus clausii 4.2.1.6
Bacillus ginsengihumi

Bacillus lehensis

Bacillus okhensis

Bacillus okhensis

Bacillus sonorensis

Bacillus sp.

Bacillus sp.

Baudoinia compniacensis

Bipolaris zeicola

Botryobasidium botryosum

Botryosphaeria parva

Botryotinia fuckeliana

Brevibacterium linens 4.2.1.6
Burkholderia cepacia

Burkholderia dolosa

Burkholderia gladioli

Burkholderia glathei 4.2.1.39
Burkholderia lata 4.2.1.6
Burkholderia phenoliruptrix

Burkholderia pseudomallei

EC Number
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AOAOA3JN17 D-galactonate dehydratase X Burkholderia pseudomallei
B1HFK9 D-galactonate dehydratase X Burkholderia pseudomallei

AOAOABQ7J4 D-galactonate dehydratase X Burkholderia sacchari

A0A084D638 D-galactonate dehydratase X Burkholderia sp.

AOAODOHDZ2 D-galactonate dehydratase X Burkholderia sp.

A0A0C1Z020 D-galactonate dehydratase X Burkholderia sp. 4.2.1.6

AOA096YJI3 D-galactonate dehydratase X Burkholderia thailandensis

AOAO85FZJ0 D-galactonate dehydratase X Buttiauxella agrestis 4.2.1.6
K9GV45 D-galactonate dehydratase X Caenispirillum salinarum
V4HAK1 D-galactonate dehydratase X Candidatus Halobonum
WOXIV3 D-galactonate dehydratase X Capronia coronata
WOYJA1L D-galactonate dehydratase X Capronia epimyces

AOAOD2GBGO D-galactonate dehydratase X Capronia semiimmersa
M2PHP9 D-galactonate dehydratase X Ceriporiopsis subvermispora
VIDEK6 D-galactonate dehydratase X Cladophialophora carrionii

AOAOD2AT46 D-galactonate dehydratase X Cladophialophora immunda
W9X8J6 D-galactonate dehydratase X Cladophialophora psammophila
WOW4G6 D-galactonate dehydratase X Cladophialophora yegresii
WOWLI3 D-galactonate dehydratase X Cladophialophora yegresii
U2CMQ3 D-galactonate dehydratase X Clostridiales bacterium
C5EHK3 D-galactonate dehydratase X Clostridiales bacterium 4.2.1.6
R4K1U3 D-galactonate dehydratase X Clostridium pasteurianum
R9BUD2 D-galactonate dehydratase X Clostridium sartagoforme
U2CWE9 D-galactonate dehydratase X Clostridium sp.

AOAOFOCM90 D-galactonate dehydratase X Clostridium sp. 4.2.1.6
GTM728 D-galactonate dehydratase X Clostridium sp. 4.2.1.6
M2T3D3 D-galactonate dehydratase X Cochliobolus sativus

A0A010QW09 D-galactonate dehydratase X Colletotrichum fioriniae

AOAO10R963 D-galactonate dehydratase X Colletotrichum fioriniae
L2FWC3 D-galactonate dehydratase X Colletotrichum gloeosporioides
TOLX62 D-galactonate dehydratase X Colletotrichum gloeosporioides
E3QUP8 D-galactonate dehydratase X Colletotrichum graminicola
N4UKG1 D-galactonate dehydratase X Colletotrichum orbiculare
N4VDJO D-galactonate dehydratase X Colletotrichum orbiculare

AOAO66X4E0  D-galactonate dehydratase X Colletotrichum sublineola

AOAO066XKC1  D-galactonate dehydratase X Colletotrichum sublineola

AOAO066XR36 D-galactonate dehydratase X Colletotrichum sublineola

AOAOA1FJ19 D-galactonate dehydratase X Collimonas arenae 4.2.1.6
R7YS03 D-galactonate dehydratase X Coniosporium apollinis
R7Z5D8 D-galactonate dehydratase X Coniosporium apollinis
G3JFA4 D-galactonate dehydratase X Cordyceps militaris
A7MNOT D-galactonate dehydratase X Cronobacter sakazakii 4.2.1.6

AOAOD2JGKO D-galactonate dehydratase X Cryptococcus gattii
F5H8S2 D-galactonate dehydratase X Cryptococcus neoformans
W2RIR1 D-galactonate dehydratase X Cyphellophora europaea
M5GAAS D-galactonate dehydratase X Dacryopinax sp.

S8AEG3 D-galactonate dehydratase X Dactylellina haptotyla
C1D2H9 D-galactonate dehydratase X Deinococcus deserti
Q1J2P2 D-galactonate dehydratase X Deinococcus geothermalis
LOA8TO D-galactonate dehydratase X Deinococcus peraridilitoris

AOAOA7KIX3 D-galactonate dehydratase X Deinococcus swuensis
R7SZZ1 D-galactonate dehydratase X Dichomitus squalens
N1PX21 D-galactonate dehydratase X Dothistroma septosporum
C6WOB6 D-galactonate dehydratase X Dyadobacter fermentans

AOAQ75JWZ2 D-galactonate dehydratase X Dyella japonica

AOAO23NWF3 D-galactonate dehydratase X Dyella jiangningensis
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LOG4P1 D-galactonate dehydratase X Echinicola vietnamensis
W8I6T5 D-galactonate dehydratase X Ensifer adhaerens
AOAOC5W5B8  D-galactonate dehydratase X Enterobacteriaceae bacterium 4.2.1.6
S1RL54 D-galactonate dehydratase X Enterococcus cecorum
R2VES3 D-galactonate dehydratase X Enterococcus gilvus
R2NMB1 D-galactonate dehydratase X Enterococcus malodoratus
R2P088 D-galactonate dehydratase X Enterococcus malodoratus
AOAO70K8S6 D-galactonate dehydratase X Escherichia coli 4.2.1.6
B1LL17 D-galactonate dehydratase X Escherichia coli 4.2.1.6
B7MGB3 D-galactonate dehydratase X Escherichia coli 4.2.1.6
E1HSA1 D-galactonate dehydratase X Escherichia coli 4.2.1.6
E9XS92 D-galactonate dehydratase X Escherichia coli 4.2.1.6
S1HPS9 D-galactonate dehydratase X Escherichia coli 4.2.1.6
V6FPK7 D-galactonate dehydratase X Escherichia coli 4.2.1.6
M7TWV2 D-galactonate dehydratase X Eutypa lata
A0A085G4L3 D-galactonate dehydratase X Ewingella americana 4.2.1.6
A0AOT72PSZ7 D-galactonate dehydratase X Exophiala aquamarina
H6C429 D-galactonate dehydratase X Exophiala dermatitidis
AOAOD1ZPY8 D-galactonate dehydratase X Exophiala mesophila
AOAOD1X2R7 D-galactonate dehydratase X Exophiala sideris
AOAOD1YJ43 D-galactonate dehydratase X Exophiala spinifera
AOAOD2EZN4 D-galactonate dehydratase X Exophiala xenobiotica
S8EAV9 D-galactonate dehydratase X Fomitopsis pinicola
AOAOD2EKKO D-galactonate dehydratase X Fonsecaea pedrosoi
WOMPV8 D-galactonate dehydratase X Fusarium oxysporum
WON6V8 D-galactonate dehydratase X Fusarium oxysporum
X0JMAS5 D-galactonate dehydratase X Fusarium oxysporum
K3VJE9 D-galactonate dehydratase X Fusarium pseudograminearum
VI9HQS8 D-galactonate dehydratase X Fusobacterium ulcerans
J3NWJ1 D-galactonate dehydratase X Gaeumannomyces graminis
AOAOB7TCY2 D-galactonate dehydratase X Galerina marginata
AOAOA2YKT4 D-galactonate dehydratase X Gallibacterium anatis
AOAOA2XX35 D-galactonate dehydratase X Gallibacterium genomosp.
Q1YSGO D-galactonate dehydratase X gamma proteobacterium
A0A086D1J3 D-galactonate dehydratase X Gammaproteobacteria bacterium
WORNES D-galactonate dehydratase X Gemmatirosa kalamazoonesis
Q5KYJ6 D-galactonate dehydratase X Geobacillus kaustophilus 4.2.1.6
S5ZP91 D-galactonate dehydratase X Geobacillus sp.
AOA061N048 D-galactonate dehydratase X Geomicrobium sp.
W7MTJO D-galactonate dehydratase X Gibberella moniliformis
A0A016Q220 D-galactonate dehydratase X Gibberella zeae
S3DWS2 D-galactonate dehydratase X Glarea lozoyensis
S7PY50 D-galactonate dehydratase X Gloeophyllum trabeum
A9HL32 D-galactonate dehydratase X Gluconacetobacter diazotrophicus
B5ZCC2 D-galactonate dehydratase X Gluconacetobacter diazotrophicus
FOXT56 D-galactonate dehydratase X Grosmannia clavigera
AOAO85H083 D-galactonate dehydratase X Hafnia alvei 4.2.1.6
A0A097QX73 D-galactonate dehydratase X Hafnia alvei 4.2.1.6
AOAOB9AH36 D-galactonate dehydratase X Hafnia paralvei 4.2.1.6
E7QVR7 D-galactonate dehydratase X Haladaptatus paucihalophilus
D8J3L2 D-galactonate dehydratase X Halalkalicoccus jeotgali
U2YWwe1 D-galactonate dehydratase X Halarchaeum acidiphilum
GOHSC4 D-galactonate dehydratase X Haloarcula hispanica 4.2.1.6
Q5vV6U9 D-galactonate dehydratase X Haloarcula marismortui
M0JS81 D-galactonate dehydratase X Haloarcula sinaiiensis
AOAOB5GZU1  D-galactonate dehydratase X Haloarcula sp.
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MOIUZ9 D-galactonate dehydratase X Haloarcula vallismortis
I0JIA3 D-galactonate dehydratase X Halobacillus halophilus
L5N836 D-galactonate dehydratase X Halobacillus sp.
LOKEAS8 D-galactonate dehydratase X Halobacteroides halobius
MOM6X8 D-galactonate dehydratase X Halococcus hamelinensis
MOMI9O D-galactonate dehydratase X Halococcus morrhuae
MOML52 D-galactonate dehydratase X Halococcus saccharolyticus
MOMY57 D-galactonate dehydratase X Halococcus salifodinae
MOMVB4 D-galactonate dehydratase X Halococcus thailandensis
M0JJT4 D-galactonate dehydratase X Haloferax denitrificans
MOFM41 D-galactonate dehydratase X Haloferax sp.
D4GRO8 D-galactonate dehydratase X Haloferax volcanii
MOCZ78 D-galactonate dehydratase X Halogeometricum pallidum
J27Z8U3 D-galactonate dehydratase X Halogranum salarium
J3EUG5 D-galactonate dehydratase X Halogranum salarium
C7NWB9 D-galactonate dehydratase X Halomicrobium mukohataei
WiN2D4 D-galactonate dehydratase X Halomonas huangheensis
AOAO98RE81 D-galactonate dehydratase X Halomonas salina
AOAOC3II46 D-galactonate dehydratase X Halomonas sp.
AOAOF4QQN5 D-galactonate dehydratase X Halomonas sp.
F8DAX6 D-galactonate dehydratase X Halopiger xanaduensis 4.2.1.6
MOPL86 D-galactonate dehydratase X Halorubrum aidingense
MOPNA2 D-galactonate dehydratase X Halorubrum arcis
MOEM15 D-galactonate dehydratase X Halorubrum californiensis
MOFJ97 D-galactonate dehydratase X Halorubrum hochstenium
MOP451 D-galactonate dehydratase X Halorubrum kocurii
MONLIS8 D-galactonate dehydratase X Halorubrum lipolyticum
MONNTO D-galactonate dehydratase X Halorubrum lipolyticum
MODCX9 D-galactonate dehydratase X Halorubrum tebenquichense
WOJUF8 D-galactonate dehydratase X Halostagnicola larsenii
WOJWE1 D-galactonate dehydratase X Halostagnicola larsenii
D2S241 D-galactonate dehydratase X Haloterrigena turkmenica
ROEB91 D-galactonate dehydratase X Herbaspirillum frisingense
I3CXL2 D-galactonate dehydratase X Herbaspirillum sp.
J2w582 D-galactonate dehydratase X Herbaspirillum sp.
J3DIN3 D-galactonate dehydratase X Herbaspirillum sp.
W4 JWHO D-galactonate dehydratase X Heterobasidion irregulare
D3AH14 D-galactonate dehydratase X Hungatella hathewayi
AOAO16XFMO D-galactonate dehydratase X Hylemonella gracilis
F3KW25 D-galactonate dehydratase X Hylemonella gracilis
AOAOA7TLSPO  D-galactonate dehydratase X Hymenobacter sp.
GONPQR5 D-galactonate dehydratase X Hypocrea atroviridis
GORQ45 D-galactonate dehydratase X Hypocrea jecorina
GIN822 D-galactonate dehydratase X Hypocrea virens
WIOGM18 D-galactonate dehydratase X Intrasporangium chromatireducens
L9PHY5 D-galactonate dehydratase X Janthinobacterium sp. 4.2.1.6
AOAOD5X0H9 D-galactonate dehydratase X Klebsiella michiganensis 4.2.1.6
A6TFZ4 D-galactonate dehydratase X Klebsiella pneumoniae 4.2.1.6
B5XW18 D-galactonate dehydratase X Klebsiella pneumoniae 4.2.1.6
Z5DJU6 D-galactonate dehydratase X Klebsiella pneumoniae 4.2.1.6
W7SQF2 D-galactonate dehydratase X Kutzneria sp.
AONSC3 D-galactonate dehydratase X Labrenzia aggregata
U7GEI5 D-galactonate dehydratase X Labrenzia sp.
F7K741 D-galactonate dehydratase X Lachnospiraceae bacterium
FOTHM8 D-galactonate dehydratase X Lactobacillus acidophilus
S6BVES D-galactonate dehydratase X Lactobacillus casei
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AOAOFALJA4 D-galactonate dehydratase X Lactobacillus kimbladii
AOAOF4LHU1 D-galactonate dehydratase X Lactobacillus melliventris
AOAOB66P5F2 D-galactonate dehydratase X Lelliottia amnigena 4.2.1.6
E4ZWL5 D-galactonate dehydratase X Leptosphaeria maculans
AOAOF3KT63 D-galactonate dehydratase X Luteibacter yeojuensis 4.2.1.6
A0AOA3J262 D-galactonate dehydratase X Lysinibacillus massiliensis
AOAOA3HZC4 D-galactonate dehydratase X Lysinibacillus sinduriensis
AOA021W7L4  D-galactonate dehydratase X Lysobacter capsici
K2SKG8 D-galactonate dehydratase X Macrophomina phaseolina
G4AN2H1 D-galactonate dehydratase X Magnaporthe oryzae
F4A3D4 D-galactonate dehydratase X Mabhella australiensis 4.2.1.6
A4AMO4 D-galactonate dehydratase X Maribacter sp.
K1Y1H6 D-galactonate dehydratase X Marssonina brunnea
AOAODSLLR6  D-galactonate dehydratase X Martelella endophytica
AOAOD5LMJ9  D-galactonate dehydratase X Martelella endophytica
A0A098UF91 D-galactonate dehydratase X Massilia sp. 4.2.1.6
E8T9A6 D-galactonate dehydratase X Mesorhizobium ciceri
V7G4L8 D-galactonate dehydratase X Mesorhizobium sp.
X6AVP7 D-galactonate dehydratase X Mesorhizobium sp.
X6GXE9 D-galactonate dehydratase X Mesorhizobium sp.
X6ICB2 D-galactonate dehydratase X Mesorhizobium sp.
AOAO90FGU7 D-galactonate dehydratase X Mesorhizobium sp. 4.2.1.6
AOAOA1UVN2 D-galactonate dehydratase X Metarhizium robertsii
W2EZ52 D-galactonate dehydratase X Microbispora sp.
V2X817 D-galactonate dehydratase X Moniliophthora roreri
AOR5F9 D-galactonate dehydratase X Mycobacterium smegmatis 4.2.1.6
L8F4G4 D-galactonate dehydratase X Mycobacterium smegmatis 4.2.1.6
LOXNX4 D-galactonate dehydratase X Natrinema versiforme
L9X4V3 D-galactonate dehydratase X Natronococcus amylolyticus
L9X212 D-galactonate dehydratase X Natronococcus jeotgali
L0JZXO0 D-galactonate dehydratase X Natronococcus occultus 4.2.1.6
C7z2w1 D-galactonate dehydratase X Nectria haematococca
Q4WJL9 D-galactonate dehydratase X Neosartorya fumigata 4.2.1.6
I5BYTS D-galactonate dehydratase X Nitratireductor aquibiodomus
AOAO34UKP4 D-galactonate dehydratase X Nocardia brasiliensis
Q8EP98 D-galactonate dehydratase X Oceanobacillus iheyensis
Q6A202 D-galactonate dehydratase X Oenococcus phage
AOAOC3CFG3 D-galactonate dehydratase X Oidiodendron maius
AOAOC3HKLO D-galactonate dehydratase X Oidiodendron maius
A0A099D105 D-galactonate dehydratase X Oleiagrimonas soli
F8FD55 D-galactonate dehydratase X Paenibacillus mucilaginosus
AOA089TI4T5 D-galactonate dehydratase X Paenibacillus sp.
AOAOB2FEQ7 D-galactonate dehydratase X Paenibacillus sp.
AOAOC2RDCY9 D-galactonate dehydratase X Paenibacillus sp.
C6D090 D-galactonate dehydratase X Paenibacillus sp.
W4DNO8 D-galactonate dehydratase X Paenibacillus sp.
C6J278 D-galactonate dehydratase X Paenibacillus sp. 4.2.1.6
€6J3Q7 D-galactonate dehydratase X Paenibacillus sp. 4.2.1.6
F3MCK4 D-galactonate dehydratase X Paenibacillus sp. 4.2.1.6
A0AO89M2C4  D-galactonate dehydratase X Paenibacillus stellifer
AOAOF5XVY9 D-galactonate dehydratase X Pantoea sp. 4.2.1.6
J3CZW9 D-galactonate dehydratase X Pantoea sp. 4.2.1.6
Q6CYT9 D-galactonate dehydratase X Pectobacterium atrosepticum 4.2.1.6
AOAOB8BYFW5 D-galactonate dehydratase X Pedobacter glucosidilyticus 4.2.1.6
WE6TNU6 D-galactonate dehydratase X Pedobacter sp.
K9FV33 D-galactonate dehydratase X Penicillium digitatum
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AOAOA2KMG4 D-galactonate dehydratase X Penicillium expansum
W6QCX6 D-galactonate dehydratase X Penicillium roqueforti
W3wQz3 D-galactonate dehydratase X Pestalotiopsis fici
W3WXV3 D-galactonate dehydratase X Pestalotiopsis fici
AOAOC3RXV9 D-galactonate dehydratase X Phlebiopsis gigantea
1L8J356 D-galactonate dehydratase X Photobacterium marinum
J2VQC2 D-galactonate dehydratase X Phyllobacterium sp.
G8YMK4 D-galactonate dehydratase X Pichia sorbitophila
I4X5Q4 D-galactonate dehydratase X Planococcus antarcticus
M3F9W3 D-galactonate dehydratase X Planococcus halocryophilus
AOAOB4REV5 D-galactonate dehydratase X Planococcus sp.
AOAOA2TEKO D-galactonate dehydratase X Pontibacillus yanchengensis
AOAOB3RU98 D-galactonate dehydratase X Ponticoccus sp. 4.2.1.39
AOAOB2BVQ3 D-galactonate dehydratase X Porphyrobacter mercurialis
AOAOC1L4Q3 D-galactonate dehydratase X Prauserella sp. 4.2.1.6
AOAOC1ILEZ4 D-galactonate dehydratase X Prauserella sp. 4.2.1.6
K8W854 D-galactonate dehydratase X Providencia burhodogranariea
M2Z2K0 D-galactonate dehydratase X Pseudocercospora fijiensis
AOA094A750 D-galactonate dehydratase X Pseudogymnoascus sp.
A0A094DSZ4  D-galactonate dehydratase X Pseudogymnoascus sp.
AOAO094EKK3 D-galactonate dehydratase X Pseudogymnoascus sp.
AOA094EVV6 D-galactonate dehydratase X Pseudogymnoascus sp.
AOAO94FIJ4 D-galactonate dehydratase X Pseudogymnoascus sp.
AOAO94HSE1 D-galactonate dehydratase X Pseudogymnoascus sp.
AOA094KCP3 D-galactonate dehydratase X Pseudogymnoascus sp.
AOAOC2I9F1 D-galactonate dehydratase X Pseudomonas batumici
AOAOE1E7C5 D-galactonate dehydratase X Pseudomonas chlororaphis
WOH719 D-galactonate dehydratase X Pseudomonas cichorii
AOAO75PKU4  D-galactonate dehydratase X Pseudomonas fluorescens
AOAODOTP03 D-galactonate dehydratase X Pseudomonas fluorescens 4.2.1.6
A0A098SYM1 D-galactonate dehydratase X Pseudomonas lutea
AOAOA4GQ22 D-galactonate dehydratase X Pseudomonas mediterranea
AOAOD7FCC9 D-galactonate dehydratase X Pseudomonas oryzihabitans
AOAO77LQU4 D-galactonate dehydratase X Pseudomonas sp.
AOAOA1GAY8 D-galactonate dehydratase X Pseudomonas sp.
JOP614 D-galactonate dehydratase X Pseudomonas sp.
J2WZ75 D-galactonate dehydratase X Pseudomonas sp.
M5QW94 D-galactonate dehydratase X Pseudomonas sp.
N2J588 D-galactonate dehydratase X Pseudomonas sp.
S6IKE7 D-galactonate dehydratase X Pseudomonas sp.
S6JEQ7 D-galactonate dehydratase X Pseudomonas sp.
U3HTV8 D-galactonate dehydratase X Pseudomonas stutzeri
T4L5BO D-galactonate dehydratase X Pseudomonas synxantha 4.2.1.6
AOAO85VHB9 D-galactonate dehydratase X Pseudomonas syringae
AOAOE3Z2T1 D-galactonate dehydratase X Pseudoxanthomonas suwonensis 4.2.1.6
E6WRT9 D-galactonate dehydratase X Pseudoxanthomonas suwonensis 4.2.1.6
E3RYL6 D-galactonate dehydratase X Pyrenophora teres
U4KUK6 D-galactonate dehydratase X Pyronema omphalodes
H8NV05 D-galactonate dehydratase X Rahnella aquatilis 4.2.1.6
B2UCA8 D-galactonate dehydratase X Ralstonia pickettii 4.2.1.6
D8NY59 D-galactonate dehydratase X Ralstonia solanacearum 4.2.1.6
Q8XVs8 D-galactonate dehydratase X Ralstonia solanacearum 4.2.1.6
AOAOB1Y2S0 D-galactonate dehydratase X Ralstonia sp.
S9RW45 D-galactonate dehydratase X Ralstonia sp. 4.2.1.6
U3GJ88 D-galactonate dehydratase X Ralstonia sp. 4.2.1.6
G2ZYU5 D-galactonate dehydratase X Ralstonia syzygii 4.2.1.6
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AOAOF4YEQ1 D-galactonate dehydratase X Rasamsonia emersonii 4.2.1.6
AOAOF4YZVO D-galactonate dehydratase X Rasamsonia emersonii 4.2.1.6
A0AOD2I5Q0 D-galactonate dehydratase X Rhinocladiella mackenziei
AOAO60I5H4 D-galactonate dehydratase X Rhizobium etli 4.2.1.6

B3QOwW7 D-galactonate dehydratase X Rhizobium etli 4.2.1.6
S5SN52 D-galactonate dehydratase X Rhizobium etli 4.2.1.6
AOAOB4X459 D-galactonate dehydratase X Rhizobium gallicum 4.2.1.6
AOAOB4XCQ8 D-galactonate dehydratase X Rhizobium gallicum 4.2.1.6
S313G7 D-galactonate dehydratase X Rhizobium grahamii
AOA072C4C1  D-galactonate dehydratase X Rhizobium leguminosarum
Q1MBG1 D-galactonate dehydratase X Rhizobium leguminosarum
AOAO61NOX3 D-galactonate dehydratase X Rhizobium rhizogenes
J2L2S0 D-galactonate dehydratase X Rhizobium sp.
J6DPT9 D-galactonate dehydratase X Rhizobium sp.
WEWPM6 D-galactonate dehydratase X Rhizobium sp. 4.2.1.6
LOLMES D-galactonate dehydratase X Rhizobium tropici
AOAO74SYN8 D-galactonate dehydratase X Rhizoctonia solani
I4vQ11 D-galactonate dehydratase X Rhodanobacter fulvus
I4WELS D-galactonate dehydratase X Rhodanobacter thiooxydans
L1KC33 D-galactonate dehydratase X Rhodobacter sp.
A3PQU8 D-galactonate dehydratase X Rhodobacter sphaeroides 4.2.1.6
IOWW71 D-galactonate dehydratase X Rhodococcus imtechensis
C1AVYO D-galactonate dehydratase X Rhodococcus opacus 4.2.1.6
Q21zv7 D-galactonate dehydratase X Rhodoferax ferrireducens 4.2.1.6
AOAOF2REK8 D-galactonate dehydratase X Rhodospirillaceae bacterium
H5XGM4 D-galactonate dehydratase X Saccharomonospora cyanea
R4W279 D-galactonate dehydratase X Salinarchaeum sp.
AOAOC2DKX6 D-galactonate dehydratase X Salinicoccus roseus
AOA084TIH94 D-galactonate dehydratase X Salinisphaera hydrothermalis
V7UB31 D-galactonate dehydratase X Salmonella enterica 4.2.1.6
B5RFZ8 D-galactonate dehydratase X Salmonella gallinarum 4.2.1.6
WICHQ7 D-galactonate dehydratase X Sclerotinia borealis
ATEXK2 D-galactonate dehydratase X Sclerotinia sclerotiorum
F8PKT1 D-galactonate dehydratase X Serpula lacrymans
ROK4K2 D-galactonate dehydratase X Setosphaeria turcica
E7SZE3 D-galactonate dehydratase X Shigella boydii 4.2.1.6
I6DRX7 D-galactonate dehydratase X Shigella boydii 4.2.1.6
AOAOB2AQK7 D-galactonate dehydratase X Sinomonas humi
A6UFI2 D-galactonate dehydratase X Sinorhizobium medicae
F7XHC4 D-galactonate dehydratase X Sinorhizobium meliloti
HOFV32 D-galactonate dehydratase X Sinorhizobium meliloti
WOHSTO D-galactonate dehydratase X Sodalis praecaptivus 4.2.1.6
AOAOC9V2F3 D-galactonate dehydratase X Sphaerobolus stellatus
M3DBN2 D-galactonate dehydratase X Sphaerulina musiva
AOAOE9MJR2 D-galactonate dehydratase X Sphingomonas changbaiensis
WOABLS D-galactonate dehydratase X Sphingomonas sanxanigenens
AOAOF5P847 D-galactonate dehydratase X Sphingomonas sp.
A0A0C2IZ29 D-galactonate dehydratase X Sporothrix brasiliensis
AOA084AMG5 D-galactonate dehydratase X Stachybotrys chartarum
A0A033V089 D-galactonate dehydratase X Staphylococcus aureus
AOAODOI3JO D-galactonate dehydratase X Stenotrophomonas maltophilia 4.2.1.6
D7BPUO D-galactonate dehydratase X Streptomyces bingchenggensis
D7CBV2 D-galactonate dehydratase X Streptomyces bingchenggensis
Q9RKG2 D-galactonate dehydratase X Streptomyces coelicolor
L1KWN1 D-galactonate dehydratase X Streptomyces ipomoeae
AOAO66YAA3 D-galactonate dehydratase X Streptomyces olindensis
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AOAOAONMF1 D-galactonate dehydratase X Streptomyces rapamycinicus
A0A014M7L1 D-galactonate dehydratase X Streptomyces sp.
B4V8E9 D-galactonate dehydratase X Streptomyces sp.
S2YDR5 D-galactonate dehydratase X Streptomyces sp.
L7F0X3 D-galactonate dehydratase X Streptomyces turgidiscabies
EBLMQ2 D-galactonate dehydratase X Succinatimonas hippei
AOAODOBJP5 D-galactonate dehydratase X Suillus luteus
AOA0O61SLU8 D-galactonate dehydratase X Sulfitobacter mediterraneus
AOAOB8N2H4 D-galactonate dehydratase X Talaromyces cellulolyticus
B6QUQRS D-galactonate dehydratase X Talaromyces marneffei
B8MRZ5 D-galactonate dehydratase X Talaromyces stipitatus 4.2.1.6
A0A095VQ84 D-galactonate dehydratase X Tatumella morbirosei
F1ZS13 D-galactonate dehydratase X Thermoanaerobacter ethanolicus
M8DH50 D-galactonate dehydratase X Thermoanaerobacter thermohydrosulfuricus 4.2.1.6
LOILO5 D-galactonate dehydratase X Thermoanaerobacterium thermosac.
F6BJT6 D-galactonate dehydratase X Thermoanaerobacterium 4.2.1.6
G2R5R1 D-galactonate dehydratase X Thielavia terrestris
AOAO74TK90 D-galactonate dehydratase X Thioclava dalianensis
AOAO74JFM6 D-galactonate dehydratase X Thioclava sp.
R8BVK3 D-galactonate dehydratase X Togninia minima
F5YNJ8 D-galactonate dehydratase X Treponema primitia
F2PKL1 D-galactonate dehydratase X Trichophyton equinum
A0A022U7S8 D-galactonate dehydratase X Trichophyton interdigitale
AO0A023A3S9 D-galactonate dehydratase X Trichophyton rubrum
AOAO22XHA1 D-galactonate dehydratase X Trichophyton soudanense
D5G4N6 D-galactonate dehydratase X Tuber melanosporum
C5CzZC3 D-galactonate dehydratase X Variovorax paradoxus 4.2.1.6
A1WPC7 D-galactonate dehydratase X Verminephrobacter eiseniae 4.2.1.6
AOAOD2ACH6 D-galactonate dehydratase X Verruconis gallopava
C9SSB2 D-galactonate dehydratase X Verticillium alfalfae
B5ESA8 D-galactonate dehydratase X Vibrio fischeri 4.2.1.6
U4E4V?2 D-galactonate dehydratase X Vibrio nigripulchritudo 4.2.1.6
U4KBW3 D-galactonate dehydratase X Vibrio nigripulchritudo 4.2.1.6
FORV61 D-galactonate dehydratase X Vibrio scophthalmi
Q7MCOo7 D-galactonate dehydratase X Vibrio vulnificus
AO0A024QI82 D-galactonate dehydratase X Virgibacillus sp.
Q3BUN6 D-galactonate dehydratase X Xanthomonas campestris 4.2.1.6
K8Z085 D-galactonate dehydratase X Xanthomonas translucens 4.2.1.6
A0A068QS56 D-galactonate dehydratase X Xenorhabdus doucetiae 4.2.1.6
AOAOB68R3R4 D-galactonate dehydratase X Xenorhabdus poinarii 4.2.1.6
GOL9L1 D-galactonate dehydratase X Zobellia galactanivorans 4.2.1.6
AOAOF4GEX9 D-galactonate dehydratase X Zymoseptoria brevis
HOFG41 D-tartrate dehydratase 111 Achromobacter arsenitoxydans
A1TMOO D-tartrate dehydratase 111 Acidovorax citrulli
ABVKU6 D-tartrate dehydratase I1I Actinobacillus succinogenes
vsQM71 D-tartrate dehydratase 111 Advenella kashmirensis
WOPCS1 D-tartrate dehydratase I1I Advenella mimigardefordensis
D6V6U3 D-tartrate dehydratase 111 Afipia sp.
B9JIP3 D-tartrate dehydratase 111 Agrobacterium radiobacter
HOHGR9 D-tartrate dehydratase 111 Agrobacterium tumefaciens
EOMTW3 D-tartrate dehydratase 11 Ahrensia sp.
AOAOD6IK15 D-tartrate dehydratase III Alcaligenes xylosoxydans 5.1.2.2
A8TSK2 D-tartrate dehydratase 111 alpha proteobacterium
A1K4V8 D-tartrate dehydratase 11 Azoarcus sp. 5.1.2.2
A9IDH2 D-tartrate dehydratase 11T Bordetella petrii
AOAO85F3N2 D-tartrate dehydratase III Bosea sp.
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F7QGV7 D-tartrate dehydratase 111 Bradyrhizobiaceae bacterium
Q89FHO D-tartrate dehydratase 11 Bradyrhizobium diazoefficiens 4.2.1.81
AOAODINNW7 D-tartrate dehydratase 111 Bradyrhizobium elkanii
AOA023XP17 D-tartrate dehydratase 11T Bradyrhizobium japonicum
ABEB76 D-tartrate dehydratase 11 Bradyrhizobium sp.
HOS7T3 D-tartrate dehydratase I Bradyrhizobium sp.
HOS9A1 D-tartrate dehydratase 111 Bradyrhizobium sp.
H5YA29 D-tartrate dehydratase 111 Bradyrhizobium sp.
I0GG43 D-tartrate dehydratase 111 Bradyrhizobium sp.
J3CZX5 D-tartrate dehydratase 11 Bradyrhizobium sp.
U1GUA6 D-tartrate dehydratase I Bradyrhizobium sp.
B1Z001 D-tartrate dehydratase 111 Burkholderia ambifaria
QOB4I4 D-tartrate dehydratase 111 Burkholderia ambifaria
B1JwWY1 D-tartrate dehydratase 11T Burkholderia cenocepacia
AOA095YBM6 D-tartrate dehydratase I1I Burkholderia gladioli
F2LDAO D-tartrate dehydratase 11 Burkholderia gladioli
B1G865 D-tartrate dehydratase I Burkholderia graminis
AO0A038GM30 D-tartrate dehydratase 111 Burkholderia jiangsuensis
AOAO38GTM5 D-tartrate dehydratase 111 Burkholderia jiangsuensis
AOAO95HT768 D-tartrate dehydratase 11T Burkholderia mallei
A0A088WZB8 D-tartrate dehydratase 11 Burkholderia oklahomensis
B2JWU2 D-tartrate dehydratase I1I Burkholderia phymatum
G8MGT9 D-tartrate dehydratase 111 Burkholderia sp.
K8RD27 D-tartrate dehydratase 111 Burkholderia sp.
Q142w1 D-tartrate dehydratase IIT Burkholderia xenovorans
Q11AL1 D-tartrate dehydratase 11 Chelativorans sp.
AOAOA3AKXO D-tartrate dehydratase III Chelonobacter oris
AOAO023V4E0 D-tartrate dehydratase I Citrobacter freundii
D4BIC8 D-tartrate dehydratase 11 Citrobacter youngae
AOAOB69I6T3 D-tartrate dehydratase 111 Cupriavidus sp.
A9BZR9 D-tartrate dehydratase I1I Delftia acidovorans
W7WMO3 D-tartrate dehydratase 11 Hydrogenophaga sp. 5.1.2.2
AOAOAOD5Z3 D-tartrate dehydratase 111 Inquilinus limosus
Wov4ws D-tartrate dehydratase 11 Janthinobacterium agaricidamnosum
AOAOABDY06 D-tartrate dehydratase 11 Janthinobacterium lividum
AO0A031GV27 D-tartrate dehydratase 11T Janthinobacterium lividum 5.1.2.2
ABSWVO D-tartrate dehydratase 11 Janthinobacterium sp.
L9PDES D-tartrate dehydratase I Janthinobacterium sp. 5.1.2.2
B9R305 D-tartrate dehydratase 111 Labrenzia alexandrii
AOAO85HPN1  D-tartrate dehydratase 11 Leminorella grimontii 5.3.3.4
A6GLG6 D-tartrate dehydratase 11T Limnobacter sp.
V4RD70 D-tartrate dehydratase 11 Lutibaculum baratangense 5.3.3.4
A3J180 D-tartrate dehydratase I Marinobacter sp.
AOA098UBA6 D-tartrate dehydratase 111 Massilia sp.
A9VZX8 D-tartrate dehydratase 111 Methylobacterium extorquens
B8IQ93 D-tartrate dehydratase 111 Methylobacterium nodulans
B1LTV7 D-tartrate dehydratase 11 Methylobacterium radiotolerans
BOU9L4 D-tartrate dehydratase 11 Methylobacterium sp.
F8BT98 D-tartrate dehydratase III Oligotropha carboxidovorans
F1VwA1l D-tartrate dehydratase 11 Oxalobacteraceae bacterium
AOAO59IA93 D-tartrate dehydratase 111 Pantoea agglomerans
AQOAOF5XWG5  D-tartrate dehydratase 11T Pantoea sp.
A1VSvV9 D-tartrate dehydratase 11 Polaromonas naphthalenivorans
Q128N0 D-tartrate dehydratase 111 Polaromonas sp.
I4KJZO0 D-tartrate dehydratase 111 Pseudomonas fluorescens
B1JFP6 D-tartrate dehydratase 111 Pseudomonas putida
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AOAOA1HTQ3 D-tartrate dehydratase 111 Pseudomonas sp.
U3QYF2 D-tartrate dehydratase 11 Ralstonia pickettii
D8NSU3 D-tartrate dehydratase III Ralstonia solanacearum 5.1.2.2
G3A4Z7 D-tartrate dehydratase I1I Ralstonia syzygii 5.1.2.2
AOAO68SPE3  D-tartrate dehydratase 11 Rhizobium galegae
C6B5Y3 D-tartrate dehydratase I1I Rhizobium leguminosarum
J2AYY5 D-tartrate dehydratase I Rhizobium sp.
LONCA9 D-tartrate dehydratase 11 Rhizobium sp.
A3PP64 D-tartrate dehydratase 111 Rhodobacter sphaeroides
Q3IWU6 D-tartrate dehydratase 11 Rhodobacter sphaeroides 5.1.2.2
Q220G1 D-tartrate dehydratase III Rhodoferax ferrireducens
W8S1G1 D-tartrate dehydratase III Roseibacterium elongatum 5.3.3.4
A3SNI2 D-tartrate dehydratase 11 Roseovarius nubinhibens
U2NH33 D-tartrate dehydratase I1I Serratia fonticola
D4E6I6 D-tartrate dehydratase 11 Serratia odorifera
WIGTX7 D-tartrate dehydratase I Skermanella stibiiresistens
AOA074JQX5 D-tartrate dehydratase 111 Thioclava sp.
Q6SEZ0 D-tartrate dehydratase 111 uncultured marine
C5CTUS D-tartrate dehydratase 111 Variovorax paradoxus
C5CZG6 D-tartrate dehydratase I1I Variovorax paradoxus
T1XK27 D-tartrate dehydratase 11 Variovorax paradoxus
A0A081WI9C4 D-tartrate dehydratase I1I Xanthomonas arboricola
E5U9F5 D-tartrate dehydratase XI Achromobacter xylosoxidans
H1SGW5 D-tartrate dehydratase XI Cupriavidus basilensis
G8QHC1 D-tartrate dehydratase XI Dechlorosoma suillum
14Z0JO D-tartrate dehydratase XI Microvirga lotononidis
FAGRAO D-tartrate dehydratase XI Pusillimonas sp.
FOC1X9 D-tartrate dehydratase XI Xanthomonas gardneri
A0A084JLZ8 dipeptide epimerase X [Clostridium] celerecrescens
A0A084JR08 dipeptide epimerase X [Clostridium] celerecrescens
M1Z6Y7 dipeptide epimerase X [Clostridium] ultunense
T4VAS8 dipeptide epimerase X
F7NQB8 dipeptide epimerase X Acetonema longum
COWAE1 dipeptide epimerase IX Acidaminococcus sp.
R7LYD3 dipeptide epimerase X Acidaminococcus sp.
U2VT31 dipeptide epimerase X Acidaminococcus sp.
AO0AO90W511  dipeptide epimerase X Algibacter lectus
J2I124 dipeptide epimerase X Alishewanella aestuarii
I8U6BNT dipeptide epimerase X Alishewanella agri
H3ZDI6 dipeptide epimerase IX Alishewanella jeotgali
A6TKI4 dipeptide epimerase IX Alkaliphilus metalliredigens
ABMEZ5 dipeptide epimerase X Alkaliphilus oremlandii
USDA53 dipeptide epimerase X Amborella trichopoda
D5EEU9 dipeptide epimerase X Aminobacterium colombiense
AOAOD1XZS9 dipeptide epimerase X Aneurinibacillus migulanus
QoLJQ4 dipeptide epimerase X Arabidopsis thaliana
D2REB1 dipeptide epimerase IX Archaeoglobus profundus
RIGM51 dipeptide epimerase X Arcticibacter svalbardensis
AOAO78MQS7  dipeptide epimerase X Arthrobacter sp.
E1USC4 dipeptide epimerase IX Bacillus amyloliquefaciens 5.1.1.-
12C418 dipeptide epimerase IX Bacillus amyloliquefaciens 5.5.1.7
AOAOC2YBL7  dipeptide epimerase IX Bacillus badius
W4RMT74 dipeptide epimerase X Bacillus boroniphilus
AOAO84H2G3 dipeptide epimerase X Bacillus cibi
AOAOB5X5V8  dipeptide epimerase X Bacillus coagulans
F7YZM8 dipeptide epimerase X Bacillus coagulans
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G2TIP6 dipeptide epimerase IX Bacillus coagulans
A0A084GZ01 dipeptide epimerase X Bacillus indicus
USL7W8 dipeptide epimerase X Bacillus infantis
K1KNP7 dipeptide epimerase X Bacillus isronensis 5.1.1.-
W7RD90 dipeptide epimerase IX Bacillus licheniformis
AOAOBBARCO dipeptide epimerase IX Bacillus megaterium
G2RTV8 dipeptide epimerase X Bacillus megaterium
D5DA58 dipeptide epimerase IX Bacillus megaterium 5.5.1.1
I3E8S6 dipeptide epimerase X Bacillus methanolicus
S6G1J5 dipeptide epimerase IX Bacillus methylotrophicus 5.1.1.-
RI9CITO dipeptide epimerase IX Bacillus nealsonii
AOAOBOIDJ3 dipeptide epimerase X Bacillus okhensis
A0A0632287  dipeptide epimerase IX Bacillus pumilus
ABFCA7 dipeptide epimerase X Bacillus pumilus
W8QYR3 dipeptide epimerase IX Bacillus pumilus
M5P5C2 dipeptide epimerase X Bacillus sonorensis
AOAO77JAJ7 dipeptide epimerase IX Bacillus sp.
AOAO81LA70 dipeptide epimerase X Bacillus sp.
AOAOA8JFUO dipeptide epimerase X Bacillus sp.
AOAOB4S617 dipeptide epimerase IX Bacillus sp.
AOAOF5KNU7  dipeptide epimerase X Bacillus sp.
AOAOFSMEA6  dipeptide epimerase IX Bacillus sp.
E5WSIO dipeptide epimerase X Bacillus sp.
I2HQ32 dipeptide epimerase X Bacillus sp.
M5R2Q3 dipeptide epimerase X Bacillus stratosphericus
A0AOC2U172  dipeptide epimerase X Bacillus subtilis
L8PXW3 dipeptide epimerase X Bacillus subtilis
034508 dipeptide epimerase IX Bacillus subtilis 5.1.1.20
AOAO80UJR7 dipeptide epimerase IX Bacillus subtilis 5.1.1.n1
A0A090J2Z1 dipeptide epimerase IX Bacillus thermoamylovorans
W18J57 dipeptide epimerase IX Bacillus vireti
K2NJ74 dipeptide epimerase X Bacillus xiamenensis
A0A081C487 dipeptide epimerase IX bacterium UASB270
AOA081C7I2 dipeptide epimerase IX bacterium UASB270
R6G2Z5 dipeptide epimerase X Blautia sp.
C7MGS5 dipeptide epimerase X Brachybacterium faecium
A0A022KZD5 dipeptide epimerase X Brachybacterium muris
Z9JUD1 dipeptide epimerase X Brachybacterium phenoliresistens
I1HBT7 dipeptide epimerase X Brachypodium distachyon
AOA078DY77 dipeptide epimerase X Brassica napus
AOAO78GGZ7  dipeptide epimerase X Brassica napus
C0ZIC3 dipeptide epimerase X Brevibacillus brevis
AOAO75R5E9  dipeptide epimerase IX Brevibacillus laterosporus 5.1.1.-
VELYY7 dipeptide epimerase X Brevibacillus panacihumi
AQOAOF5JUI6 dipeptide epimerase X Burkholderia andropogonis
C7DGW9 dipeptide epimerase IX Candidatus Micrarchaeum
C7DGX5 dipeptide epimerase IX Candidatus Micrarchaeum
F5RPF9 dipeptide epimerase IX Centipeda periodontii 4.2.1.6
AOAO81SHV6 dipeptide epimerase IX Chlorobium sp.
B8G3Y7 dipeptide epimerase IX Chloroflexus aggregans
AowWD47 dipeptide epimerase IX Chloroflexus aurantiacus
A0A017T6B2 dipeptide epimerase IX Chondromyces apiculatus
V4VRY4 dipeptide epimerase X Citrus clementina
AOAO67E7G1  dipeptide epimerase IX Citrus sinensis
U2DC79 dipeptide epimerase IX Clostridiales bacterium
R5T5Y1 dipeptide epimerase X Clostridium hathewayi
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D9R4S8 dipeptide epimerase IX Clostridium saccharolyticum
M1NOH6 dipeptide epimerase IX Clostridium saccharoperbutylacetonicum 5.1.1.n1
AOAO11ANF1 dipeptide epimerase IX Clostridium sp.
AOAO11ATP9 dipeptide epimerase X Clostridium sp.
TON5R8 dipeptide epimerase IX Clostridium sp.
AO0A084JBV5 dipeptide epimerase IX Clostridium sulfidigenes
WEN6I2 dipeptide epimerase IX Clostridium tyrobutyricum
AOA068TQU1  dipeptide epimerase IX Coffea canephora
AOAOC2UI5S8 dipeptide epimerase X Cohnella sp.
L2FPB5 dipeptide epimerase X Colletotrichum gloeosporioides
H8MT79 dipeptide epimerase X Corallococcus coralloides
AOAO86EOL3  dipeptide epimerase IX Cryobacterium sp.
S9QJ63 dipeptide epimerase IX Cystobacter fuscus
AOA084SFQ8 dipeptide epimerase X Cystobacter violaceus
AOAOC7NLP7 dipeptide epimerase IX Defluviitoga tunisiensis 5.1.1.-
D8FAGO dipeptide epimerase X delta proteobacterium
CoQMo6 dipeptide epimerase IX Desulfobacterium autotrophicum 5.1.1.-
D27Z6Z6 dipeptide epimerase X Dethiosulfovibrio peptidovorans
X5DJU8 dipeptide epimerase X Draconibacterium orientale
AOAO75K3M1  dipeptide epimerase X Dyella japonica
A0A023NXZ6 dipeptide epimerase X Dyella jiangningensis
I2FOEO dipeptide epimerase IX Emticicia oligotrophica
R3TSQ2 dipeptide epimerase X Enterococcus caccae
FOENU6 dipeptide epimerase X Enterococcus casseliflavus
S4C9L7 dipeptide epimerase X Enterococcus casseliflavus
D4EQ88 dipeptide epimerase X Enterococcus faecalis
E6LFV9 dipeptide epimerase IX Enterococcus italicus 5.1.2.2
R2SZK9 dipeptide epimerase X Enterococcus moraviensis
G5IQU4 dipeptide epimerase X Enterococcus saccharolyticus
TOVJIM2 dipeptide epimerase IX Enterococcus sp.
J1HX67 dipeptide epimerase IX Enterococcus sp. 4.2.1.6
AOA022PXR9  dipeptide epimerase X Erythranthe guttata
E3GKX2 dipeptide epimerase IX Eubacterium limosum
AOAO59DOH4  dipeptide epimerase X Eucalyptus grandis
D4K2E7 dipeptide epimerase IX Faecalibacterium prausnitzii 5.5.1.1
R6Q5CO dipeptide epimerase X Faecalibacterium sp.
TOM9I4 dipeptide epimerase X Ferroplasma sp.
TONII3 dipeptide epimerase X Ferroplasma sp.
AOAO17RSK1 dipeptide epimerase X Fervidicella metallireducens
IOK6L5 dipeptide epimerase X Fibrella aestuarina
I2GB30 dipeptide epimerase X Fibrisoma limi
RBEZD7 dipeptide epimerase X Firmicutes bacterium
AOAOC1KZN6 dipeptide epimerase X Flavihumibacter solisilvae
AOAOC1KP48 dipeptide epimerase X Flavihumibacter sp.
F4BK52 dipeptide epimerase IX Francisella cf. 5.5.1.1
AOAOB6D3A1  dipeptide epimerase X Francisella philomiragia
AOAOE2ZF79 dipeptide epimerase X Francisella philomiragia
C6YVF4 dipeptide epimerase IX Francisella philomiragia
BOTZWO dipeptide epimerase IX Francisella philomiragia 5.1.1.-
AOAO97EMRO  dipeptide epimerase X Francisella sp.
A0Q587 dipeptide epimerase IX Francisella tularensis 5.1.1.20
L8JKW3 dipeptide epimerase IX Fulvivirga imtechensis
K2KJT5 dipeptide epimerase X Gallaecimonas xiamenensis
W2UFN2 dipeptide epimerase IX Gammaproteobacteria bacterium 5.1.1.-
AOAOF6BIO8 dipeptide epimerase IX Geobacillus sp.
C5D8X6 dipeptide epimerase X Geobacillus sp.
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A4TT72 dipeptide epimerase IX Geobacillus thermodenitrificans

B5SEFW2 dipeptide epimerase IX Geobacter bemidjiensis 5.1.1.-

C6E6L3 dipeptide epimerase IX Geobacter sp.

E8WIZ2 dipeptide epimerase X Geobacter sp.

Q7NC80 dipeptide epimerase X Gloeobacter violaceus

I1KRS2 dipeptide epimerase IX Glycine max

F4L0J9 dipeptide epimerase IX Haliscomenobacter hydrossis 5.5.1.7

MOKKJ6 dipeptide epimerase X Haloarcula amylolytica

MOKQJ4 dipeptide epimerase X Haloarcula argentinensis

MOKKUO dipeptide epimerase X Haloarcula californiae

GOHWQ5 dipeptide epimerase X Haloarcula hispanica

MOL9L4 dipeptide epimerase X Haloarcula japonica

Q5V5B0 dipeptide epimerase IX Haloarcula marismortui

MOJXI3 dipeptide epimerase X Haloarcula sinaiiensis

MOJF73 dipeptide epimerase IX Haloarcula vallismortis
A0A024P481  dipeptide epimerase X Halobacillus karajensis
AOAOBOD4X0 dipeptide epimerase IX Halobacillus sp.

L5N601 dipeptide epimerase X Halobacillus sp.

MOJIL5 dipeptide epimerase X Haloferax denitrificans

MOH5U5 dipeptide epimerase X Haloferax larsenii

MOITKO dipeptide epimerase IX Haloferax sulfurifontis

D4GR94 dipeptide epimerase IX Haloferax volcanii

G2MNO8 dipeptide epimerase IX halophilic archaeon 5.5.1.1
AOAOC1XMY1 dipeptide epimerase X Hassallia byssoidea

A9BO55 dipeptide epimerase X Herpetosiphon aurantiacus 5.1.1.-

D3A9C3 dipeptide epimerase IX Hungatella hathewayi

G5IEY3 dipeptide epimerase IX Hungatella hathewayi

N9XP57 dipeptide epimerase X Hungatella hathewayi
AOAO85WKR4  dipeptide epimerase X Hyalangium minutum

A2BKM9 dipeptide epimerase IX Hyperthermus butylicus 5.5.1.1
AOA094J5T3 dipeptide epimerase IX Idiomarina sp.
A0A067K9Q8 dipeptide epimerase X Jatropha curcas
AOAO67KSD4  dipeptide epimerase IX Jatropha curcas
AOAOC2RNZ9 dipeptide epimerase IX Jeotgalibacillus alimentarius 4.2.1.113
AOAOC2W8F6 dipeptide epimerase IX Jeotgalibacillus campisalis 4.2.1.113
A0A0C28668 dipeptide epimerase X Jeotgalibacillus soli 4.2.1.113
AOAOB5AVJ1 dipeptide epimerase IX Jeotgalibacillus sp. 4.2.1.113

CI9M6L4 dipeptide epimerase IX Jonquetella anthropi

D6TF52 dipeptide epimerase X Ktedonobacter racemifer

D6TQE1 dipeptide epimerase X Ktedonobacter racemifer

R9JZ19 dipeptide epimerase X Lachnospiraceae bacterium

F4AFWD5 dipeptide epimerase IX Lactobacillus buchneri 5.5.1.1

K6S834 dipeptide epimerase IX Lactobacillus casei 4.2.1.-
AOAOABNV92  dipeptide epimerase X Lactobacillus curieae

X0P928 dipeptide epimerase X Lactobacillus farraginis
AOAOA1GXWO dipeptide epimerase X Lactobacillus hokkaidonensis

I7LAQO dipeptide epimerase IX Lactobacillus hominis 5.5.1.7
A0A081BGQ1 dipeptide epimerase X Lactobacillus oryzae
AOAO81BKA3 dipeptide epimerase IX Lactobacillus oryzae
AOAOC9QNK2 dipeptide epimerase X Lactobacillus paracasei

S2N5R8 dipeptide epimerase X Lactobacillus paracasei

S2QR68 dipeptide epimerase IX Lactobacillus paracasei

C7T9Y2 dipeptide epimerase X Lactobacillus rhamnosus

K8QQA1 dipeptide epimerase IX Lactobacillus rhamnosus 5.5.1.1
A0A098G8P2  dipeptide epimerase X Legionella fallonii
AOAO78KTS3  dipeptide epimerase X Legionella massiliensis
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AOAO78KZD7 dipeptide epimerase IX Legionella massiliensis
AOAOA2T5K5  dipeptide epimerase X Legionella norrlandica
D5TEM8 dipeptide epimerase IX Legionella pneumophila 5.5.1.1
VIOVRJ8 dipeptide epimerase IX Leisingera methylohalidivorans
AOAOB4BMP9 dipeptide epimerase IX Leisingera sp.
AOAOBACPP5  dipeptide epimerase IX Leisingera sp.
AOAOB4EE62 dipeptide epimerase X Leisingera sp.
AOAOC1EUE8 dipeptide epimerase X Leisingera sp.
AOAOC1G786 dipeptide epimerase X Leisingera sp.
AOAOC1GZW7 dipeptide epimerase X Leisingera sp.
AOAOC1IVK8 dipeptide epimerase X Leisingera sp.
AOAO62XEM1  dipeptide epimerase X Leuconostoc pseudomesenteroides
AOA097B1S9 dipeptide epimerase IX Listeria ivanovii
G2Z9E7 dipeptide epimerase X Listeria ivanovii
AOAQOF5Z701 dipeptide epimerase IX Listeria seeligeri
E3ZLG1 dipeptide epimerase IX Listeria seeligeri
AOAOF3KG52 dipeptide epimerase IX Luteibacter yeojuensis
AOAOA3I5A4 dipeptide epimerase X Lysinibacillus manganicus
AOAOA3J5M8 dipeptide epimerase X Lysinibacillus massiliensis
AOAOA3ILK5 dipeptide epimerase IX Lysinibacillus odysseyi
AOAOA3HPC6 dipeptide epimerase X Lysinibacillus sinduriensis
R7Z9M6 dipeptide epimerase IX Lysinibacillus sphaericus
X2GKR7 dipeptide epimerase X Lysinibacillus varians
AOAOAOEXI4 dipeptide epimerase X Lysobacter arseniciresistens
AOA021VXZ2 dipeptide epimerase X Lysobacter capsici
AOAOAOEXB8 dipeptide epimerase X Lysobacter daejeonensis
AOAOAOMAGY9 dipeptide epimerase IX Lysobacter defluvii
AOAOA2WP89  dipeptide epimerase X Lysobacter dokdonensis
AOAODOR380 dipeptide epimerase X Lysobacter sp.
H3K4G8 dipeptide epimerase IX Megamonas funiformis
D4KF80 dipeptide epimerase IX Megamonas hypermegale 5.5.1.1
GOVL67 dipeptide epimerase IX Megasphaera elsdenii
STHSX5 dipeptide epimerase IX Megasphaera sp.
U7UIPS dipeptide epimerase X Megasphaera sp.
V7F970 dipeptide epimerase X Mesorhizobium sp.
X6HCT9 dipeptide epimerase X Mesorhizobium sp.
D3S616 dipeptide epimerase X Methanocaldococcus sp.
H1L1P6 dipeptide epimerase X Methanotorris formicicus
Q607CT7 dipeptide epimerase IX Methylococcus capsulatus 5.1.1.-
AOA022LCI8 dipeptide epimerase X Microbacterium sp.
AOAODOWPL8  dipeptide epimerase X Micromonospora carbonacea
W7VMUO dipeptide epimerase IX Micromonospora sp.
H5UU59 dipeptide epimerase X Mobilicoccus pelagius
MORRW9 dipeptide epimerase X Musa acuminata
F8CBC6 dipeptide epimerase X Myxococcus fulvus
L7U586 dipeptide epimerase X Myxococcus stipitatus
Q1DFIO dipeptide epimerase X Myxococcus xanthus
MOA355 dipeptide epimerase X Natrialba hulunbeirensis
G8TMC8 dipeptide epimerase IX Niastella koreensis 5.5.1.1
D8PCE1 dipeptide epimerase IX Nitrospira defluvii 5.5.1.1
E9VOD8 dipeptide epimerase X Nocardioidaceae bacterium
AOAOF2G6B3  dipeptide epimerase IX Nocardioides luteus
Q8EM93 dipeptide epimerase X Oceanobacillus iheyensis
AOAOA1M6B2  dipeptide epimerase IX Oceanobacillus oncorhynchi
WOAH65 dipeptide epimerase IX Oceanobacillus picturae
D4CR10 dipeptide epimerase X Oribacterium sp.



Table S2.6.

(continuation)

UniProt  Family [3] Cluster Species EC Number
U2Wows dipeptide epimerase IX Oribacterium sp.
A2WKG1 dipeptide epimerase IX Oryza sativa
Q5ZC51 dipeptide epimerase IX Oryza sativa
K9TLD6 dipeptide epimerase X Oscillatoria acuminata
G4KSR9 dipeptide epimerase IX Oscillibacter valericigenes 5.5.1.-
E1ICB1 dipeptide epimerase IX Oscillochloris trichoides
AOAODSNNN9  dipeptide epimerase X Paenibacillus beijingensis
A0A090ZA22 dipeptide epimerase IX Paenibacillus macerans 5.1.1.n1
AOAO81P1E7 dipeptide epimerase X Paenibacillus sp.
A0A081P3T3 dipeptide epimerase X Paenibacillus sp.
AOAOC2V4DO  dipeptide epimerase IX Paenibacillus sp.
AOAOF5R5U7  dipeptide epimerase X Paenibacillus sp.
AOAO89LPR7 dipeptide epimerase IX Paenibacillus stellifer
S52Y106 dipeptide epimerase X Paenisporosarcina sp.
K6Y4R0 dipeptide epimerase X Paraglaciecola arctica
K7A7Q8 dipeptide epimerase IX Paraglaciecola psychrophila
AOAOC1FUF7 dipeptide epimerase IX Pedobacter kyungheensis
AGEGX4 dipeptide epimerase X Pedobacter sp.
WE6TN55 dipeptide epimerase X Pedobacter sp.
AOAO75K8D5  dipeptide epimerase X Pelosinus sp. 5.5.1.1
T4HW59 dipeptide epimerase X Peptoclostridium difficile
AOAOA8U254 dipeptide epimerase IX Peptoclostridium difficile 5.1.1.-
AO0A090I239 dipeptide epimerase X Peptoniphilus sp.
AOAO90I3VO dipeptide epimerase X Peptoniphilus sp.
JAWDC4 dipeptide epimerase X Peptostreptococcaceae bacterium
W3WLS4 dipeptide epimerase IX Pestalotiopsis fici
V7CKT4 dipeptide epimerase X Phaseolus vulgaris
A9SGD4 dipeptide epimerase X Physcomitrella patens
Q6L345 dipeptide epimerase X Picrophilus torridus
AOAOA2VCR4 dipeptide epimerase IX Pontibacillus chungwhensis
AOAOA2TZA9 dipeptide epimerase IX Pontibacillus yanchengensis
B9I2J6 dipeptide epimerase IX Populus trichocarpa 5.1.1.-
AOAOC1L673  dipeptide epimerase IX Prauserella sp.
Z5XR81 dipeptide epimerase X Pseudoalteromonas lipolytica
AOAOF4PPX0 dipeptide epimerase X Pseudoalteromonas ruthenica
FOSE71 dipeptide epimerase IX Pseudopedobacter saltans
G7UWS4 dipeptide epimerase IX Pseudoxanthomonas spadix
AOAOE3Z233 dipeptide epimerase X Pseudoxanthomonas suwonensis
E6WVW4 dipeptide epimerase X Pseudoxanthomonas suwonensis
GOECY5 dipeptide epimerase X Pyrolobus fumarii
I1DUH7 dipeptide epimerase X Rheinheimera nanhaiensis
M4NHS2 dipeptide epimerase X Rhodanobacter denitrificans
T4VRP9 dipeptide epimerase X Rhodanobacter fulvus
I4WA29 dipeptide epimerase IX Rhodanobacter sp.
I4Wiw1 dipeptide epimerase IX Rhodanobacter spathiphylli
I4WNT2 dipeptide epimerase IX Rhodanobacter thiooxydans
B9SQ11 dipeptide epimerase IX Ricinus communis 5.5.1.1
A7NKHO dipeptide epimerase IX Roseiflexus castenholzii
A5UXJ3 dipeptide epimerase IX Roseiflexus sp.
AOAOC1GRT1 dipeptide epimerase IX Ruegeria sp.
AOAOC1JEE9 dipeptide epimerase IX Ruegeria sp.
F8EC20 dipeptide epimerase X Runella slithyformis 5.5.1.7
F8ENB3 dipeptide epimerase IX Runella slithyformis 5.5.1.7
G5GPH5 dipeptide epimerase IX Selenomonas infelix
I0GQA2 dipeptide epimerase IX Selenomonas ruminantium
JAXIB1 dipeptide epimerase X Selenomonas sp.
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L1N8V8 dipeptide epimerase IX Selenomonas sp.
M1A4Q6 dipeptide epimerase IX Solanum tuberosum
F2F4K7 dipeptide epimerase IX Solibacillus silvestris
A9GEI3 dipeptide epimerase X Sorangium cellulosum
S4XIG9 dipeptide epimerase X Sorangium cellulosum
C5XQP6 dipeptide epimerase IX Sorghum bicolor
U2HZI7 dipeptide epimerase IX Sphingobacterium paucimobilis
AOAO77XLU3 dipeptide epimerase IX Sphingobacterium sp.
AOAO88EUM1 dipeptide epimerase X Sphingobacterium sp.
AOAOB8T972 dipeptide epimerase IX Sphingobacterium sp.
F4C491 dipeptide epimerase IX Sphingobacterium sp. 5.5.1.1
E1R131 dipeptide epimerase IX Spirochaeta smaragdinae
E1R8W1 dipeptide epimerase IX Spirochaeta smaragdinae
E1R995 dipeptide epimerase X Spirochaeta smaragdinae
D2QBA5 dipeptide epimerase X Spirosoma linguale
A0A098LJI33 dipeptide epimerase X Sporocytophaga myxococcoides
V6IZ72 dipeptide epimerase IX Sporolactobacillus laevolacticus
FIDUF6 dipeptide epimerase IX Sporosarcina newyorkensis 4.2.1.6
AOAO33U9T5  dipeptide epimerase IX Staphylococcus aureus
AOAODOJMVS  dipeptide epimerase X Stenotrophomonas maltophilia
B2FK18 dipeptide epimerase X Stenotrophomonas maltophilia
J7UPX8 dipeptide epimerase IX Stenotrophomonas maltophilia
M5TRFO dipeptide epimerase IX Stenotrophomonas maltophilia
GOJUL9 dipeptide epimerase IX Stenotrophomonas maltophilia 5.5.1.7
A0A023Y818 dipeptide epimerase X Stenotrophomonas rhizophila
AOAO31HCL3 dipeptide epimerase X Stenotrophomonas sp.
Q08837 dipeptide epimerase IX Stigmatella aurantiaca
A6Q9H5 dipeptide epimerase IX Sulfurovum sp. 5.5.1.7
AOAQ75LP27 dipeptide epimerase X Terribacillus aidingensis
D5X9W8 dipeptide epimerase IX Thermincola potens
A1S1A2 dipeptide epimerase IX Thermofilum pendens
S5ZUD1 dipeptide epimerase IX Thermofilum sp.
TOLPI2 dipeptide epimerase IX Thermoplasmatales archaeon
A1HLW3 dipeptide epimerase X Thermosinus carboxydivorans
F5YQR9 dipeptide epimerase X Treponema primitia
U2KI70 dipeptide epimerase X Treponema socranskii
V4XU93 dipeptide epimerase X uncultured archaeon
V41Z61 dipeptide epimerase X uncultured Desulfofustis
AOA075JST4 dipeptide epimerase IX Virgibacillus sp.
W4EPF4 dipeptide epimerase IX Viridibacillus arenosi
D78J31 dipeptide epimerase X Vitis vinifera
AOAODOP9E4  dipeptide epimerase IX Wenxinia marina
D2UBF5 dipeptide epimerase IX Xanthomonas albilineans 5.5.1.7
AOAO61YI44 dipeptide epimerase X Xanthomonas arboricola
AOAOA4F251  dipeptide epimerase X Xanthomonas axonopodis
AOAO773DW6  dipeptide epimerase IX Xanthomonas campestris 5.1.1.1
ROFE41 dipeptide epimerase X Xanthomonas fragariae
V7ZCX9 dipeptide epimerase IX Xanthomonas hortorum
G7TAK7 dipeptide epimerase IX Xanthomonas oryzae
AOAOA8DZR8 dipeptide epimerase X Xanthomonas sacchari
K8Z2L1 dipeptide epimerase IX Xanthomonas translucens 5.5.1.7
AOAOB2NBVO  dipeptide epimerase IX Xanthomonas vesicatoria
CAIZH9 dipeptide epimerase X Zea mays
K7VPX9 dipeptide epimerase IX Zea mays
GOLAY9 dipeptide epimerase IX Zobellia galactanivorans 5.5.1.1
B6G1W7 dipeptide epimerase X1 [Clostridium] hiranonis



Table S2.6. (continuation)

UniProt  Family [3] Cluster Species EC Number
XOPGX5 dipeptide epimerase XI
F5JDH4 dipeptide epimerase XI Agrobacterium sp.
Q94K39 dipeptide epimerase XI Arabidopsis thaliana
AOAO8THAL3 dipeptide epimerase XI Arabis alpina
A7Z3S0 dipeptide epimerase XI Bacillus methylotrophicus
G9QIK4 dipeptide epimerase XI Bacillus smithii
D2EG65 dipeptide epimerase XI Candidatus Parvarchaeum
ROHLX1 dipeptide epimerase XI Capsella rubella
C5ENHO dipeptide epimerase XI Clostridiales bacterium
R6Z0D8 dipeptide epimerase XI Clostridium sp.
E3PU99 dipeptide epimerase XI Clostridium sticklandii
D4JBB1 dipeptide epimerase XI Coprococcus catus
A0A099J1S6  dipeptide epimerase XI Cryobacterium roopkundense
AOAO81GNV5  dipeptide epimerase XI Cyanobium sp.
Q11T61 dipeptide epimerase XI Cytophaga hutchinsonii 5.1.1.-
S7TTRI6 dipeptide epimerase XI Desulfococcus multivorans
POCCO06 dipeptide epimerase XI Dictyostelium discoideum Summm
F4AXY5 dipeptide epimerase XI Dokdonia sp.
BOG1K3 dipeptide epimerase XI Dorea formicigenerans
C9ACMS8 dipeptide epimerase XI Enterococcus casseliflavus
Q834W6 dipeptide epimerase XI Enterococcus faecalis 5.1.1.-
R5C8KO0 dipeptide epimerase XI Firmicutes bacterium
XOM461 dipeptide epimerase XI Fusarium oxysporum
B3E4C1 dipeptide epimerase XI Geobacter lovleyi
USQEX5 dipeptide epimerase XI Gloeobacter kilaueensis
MOHHI3 dipeptide epimerase XI Haloferax elongans
J3JDL6 dipeptide epimerase XI Halogranum salarium
U1QRY8 dipeptide epimerase XI halophilic archaeon
W0JX68 dipeptide epimerase XI Halostagnicola larsenii
K2KAL2 dipeptide epimerase XI Idiomarina xiamenensis
W9GB89 dipeptide epimerase XI Intrasporangium oryzae
AOAO68HC71  dipeptide epimerase XI Klebsiella oxytoca
B1L5F2 dipeptide epimerase XI Korarchaeum cryptofilum
D2Q355 dipeptide epimerase XI Kribbella flavida
C2D5B0 dipeptide epimerase XI Lactobacillus brevis
COWPJ1 dipeptide epimerase XI Lactobacillus buchneri 5.5.1.1
H1LKW8 dipeptide epimerase XI Lactobacillus kisonensis
S4PN30 dipeptide epimerase XI Lactobacillus otakiensis
G9ZN92 dipeptide epimerase XI Lactobacillus parafarraginis
C2K0Z4 dipeptide epimerase XI Lactobacillus rhamnosus 5.5.1.1
Q5wWv92 dipeptide epimerase XI Legionella pneumophila
H1GEX8 dipeptide epimerase XI Listeria innocua
Q92FA9 dipeptide epimerase XI Listeria innocua
AOAEX1 dipeptide epimerase XI Listeria welshimeri
T5KQX7 dipeptide epimerase XI Microbacterium maritypicum
DIT567 dipeptide epimerase XI Micromonospora aurantiaca
IOL8G5 dipeptide epimerase XI Micromonospora lupini
C4RKI3 dipeptide epimerase XI Micromonospora sp.
F4XVU6 dipeptide epimerase XI Moorea producens
H1YOV2 dipeptide epimerase XI Mucilaginibacter paludis
LIVP64 dipeptide epimerase XI Natronorubrum tibetense
R6T3Q5 dipeptide epimerase XI Oscillibacter sp.
C6XT95 dipeptide epimerase XI Pedobacter heparinus
U3v702 dipeptide epimerase XI Peptoclostridium difficile
U3XS51 dipeptide epimerase XI Peptoclostridium difficile
VOHK71 dipeptide epimerase XI Peptostreptococcaceae bacterium
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A9BJU2 dipeptide epimerase XI Petrotoga mobilis
M5WUB5S dipeptide epimerase XI Prunus persica
AOAOALYFW6 dipeptide epimerase XI Pseudomonas taeanensis
D1Y221 dipeptide epimerase XI Pyramidobacter piscolens
AOAOAOHLU8 dipeptide epimerase XI Roseovarius mucosus
K2GG54 dipeptide epimerase XI Salimicrobium jeotgali
C4V5F8 dipeptide epimerase XI Selenomonas flueggei 5.5.1.1
EOP2T3 dipeptide epimerase XI Selenomonas sp. 5.1.2.2
K4KHY6 dipeptide epimerase XI Simiduia agarivorans
D7VGUO dipeptide epimerase XI Sphingobacterium spiritivorum
D3PXT5 dipeptide epimerase XI Stackebrandtia nassauensis
H1HV81 dipeptide epimerase XI Stomatobaculum longum
D2SNE4 dipeptide epimerase XI Streptomyces fradiae
G9RQO5 dipeptide epimerase XI Subdoligranulum sp.
GI9RYM6 dipeptide epimerase XI Subdoligranulum sp.
A3ZOE6 dipeptide epimerase XI Synechococcus sp.
A3ZA87 dipeptide epimerase XI Synechococcus sp.
A4CW89 dipeptide epimerase XI Synechococcus sp.
A5GML5 dipeptide epimerase XI Synechococcus sp.
QO5X17 dipeptide epimerase XI Synechococcus sp.
R7RQCO dipeptide epimerase XI Thermobrachium celere
V4X7P9 dipeptide epimerase XI uncultured archaeon
K2AJL7 dipeptide epimerase XI uncultured bacterium
K2D5W1 dipeptide epimerase XI uncultured bacterium
L7HIC9 dipeptide epimerase XI Xanthomonas translucens
vovzQs dipeptide epimerase XII Leisingera methylohalidivorans
AOAOB4DXG2 dipeptide epimerase XII Leisingera sp.
W8HII9 dipeptide epimerase XII Rhodococcus opacus
C0C4C9 enolase XI [Clostridium] hylemonae 4.2.1.11
B1C0GO enolase XI [Clostridium] spiroforme 4.2.1.11
AOAOB8V700 enolase XI
B4N7J1 enolase XI
D3L489 enolase XI
W1Q478 enolase XI Abiotrophia defectiva 4.2.1.11
L7R2S3 enolase XI Acanthopteroctetes unifascia
C7RSQO enolase X1 Accumulibacter phosphatis 4.2.1.11
U2UPE2 enolase XI Acidaminococcus sp. 4.2.1.11
F4B4A6 enolase XI Acidianus hospitalis 4.2.1.11
D9Q1Q0 enolase XI Acidilobus saccharovorans 4.2.1.11
A1W4R1 enolase XI Acidovorax sp. 4.2.1.11
AOAO86TOE7  enolase XI Acremonium chrysogenum
S2WNTO enolase XI Actinomyces europaeus 4.2.1.11
D4YHL6 enolase XI Aerococcus viridans 4.2.1.11
EOMK70 enolase XI Ahrensia sp. 4.2.1.11
B2URC4 enolase XI Akkermansia muciniphila 4.2.1.11
FOVZ95 enolase XI Albugo laibachii
A7XZI0 enolase X1 Aleuroglyphus ovatus
B7DUEO enolase XI Alicyclobacillus acidocaldarius 4.2.1.11
QOATK4 enolase XI Alkalilimnicola ehrlichii 4.2.1.11
Q43321 enolase XI Alnus glutinosa 4.2.1.11
A8TL63 enolase XI alpha proteobacterium 4.2.1.11
A8U2wW2 enolase XI alpha proteobacterium 4.2.1.11
Q9HDT3 enolase XI Alternaria alternata 4.2.1.11
G3MM94 enolase XI Amblyomma maculatum
W1iPE11 enolase XI Amborella trichopoda
Q9DDH5 enolase XI Amia calva
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Q9DDH6 enolase XI Amia calva
D5EDU2 enolase XI Aminobacterium colombiense 4.2.1.11
B3EUH8 enolase XI Amoebophilus asiaticus 4.2.1.11
GOFRR8 enolase XI Amycolatopsis mediterranei
B1C826 enolase XI Anaerofustis stercorihominis 4.2.1.11
A7THCC4 enolase XI Anaeromyxobacter sp. 4.2.1.11
RBXWQ7 enolase XI Anaerotruncus sp. 4.2.1.11
C9YSH7 enolase XI Aphidius ervi
Q5wWQM3 enolase XI Apodachlya brachynema
Q5wQM4 enolase XI Apodachlya brachynema
066778 enolase XI Aquifex aeolicus 4.2.1.11
D7BKN5 enolase XI Arcanobacterium haemolyticum 4.2.1.11
D2RG40 enolase XI Archaeoglobus profundus 4.2.1.11
D5V7I4 enolase XI Arcobacter nitrofigilis 4.2.1.11
Q6QWP8 enolase XI Artemia sp.
M7MWXO enolase XI Arthrobacter gangotriensis 4.2.1.11
G1X71I2 enolase XI Arthrobotrys oligospora
B5W4A4 enolase XI Arthrospira maxima 4.2.1.11
Q756H2 enolase XI Ashbya gossypii 4.2.1.11
A8DU75 enolase XI Asterias rubens

AOAQ74VF06 enolase XI Aureobasidium melanogenum
FOXwW81 enolase XI Aureococcus anophagefferens
FOY5L6 enolase XI Aureococcus anophagefferens
L7R1F6 enolase XI Azaleodes sp.
ABIBF3 enolase XI Azorhizobium caulinodans 4.2.1.11
ATAPT1 enolase XI Babesia bovis 4.2.1.11
I7IS74 enolase XI Babesia microti
Q89705 enolase XI Bacteroides thetaiotaomicron 4.2.1.11
D7JGP7 enolase XI Bacteroidetes oral 4.2.1.11
A1US94 enolase XI Bartonella bacilliformis 4.2.1.11
A9T1S50 enolase XI Bartonella tribocorum 4.2.1.11
AOAOY4 enolase XI Baryscapus sp.
F4P088 enolase XI Batrachochytrium dendrobatidis
B8DTI9 enolase XI Bifidobacterium animalis 4.2.1.11
K4ILT1 enolase XI Bifidobacterium asteroides 4.2.1.11
AONOG8 enolase XI Blastocladiella emersonii 4.2.1.11
D8LY73 enolase XI Blastocystis hominis
A3ZQAS8 enolase X1 Blastopirellula marina 4.2.1.11
Q493N5 enolase XI Blochmannia pennsylvanicus 4.2.1.11
B5RLS2 enolase XI Borrelia duttonii 4.2.1.11

AOAOB7MVI4 enolase XI Botryobasidium botryosum
C8KI27 enolase XI Brachionus plicatilis
C7MC78 enolase XI Brachybacterium faecium 4.2.1.11
JOURW4 enolase XI Brachyspira pilosicoli 4.2.1.11
Q89KV6 enolase XI Bradyrhizobium diazoefficiens 4.2.1.11
C3XQ23 enolase XI Branchiostoma floridae
C0Z6L3 enolase XI Brevibacillus brevis 4.2.1.11
D4YQX1 enolase XI Brevibacterium mcbrellneri 4.2.1.11
Q8K9EO0 enolase XI Buchnera aphidicola 4.2.1.11
D9Y752 enolase XI Burkholderiales bacterium 4.2.1.11
F5L4L8 enolase XI Caldalkalibacillus thermarum 4.2.1.11
ABMAB4 enolase XI Caldivirga maquilingensis 4.2.1.11
Q6QWP6 enolase X1 Callinectes sapidus
A7ZFN1 enolase XI Campylobacter concisus 4.2.1.11
AORMH2 enolase XI Campylobacter fetus 4.2.1.11
AT7I455 enolase XI Campylobacter hominis 4.2.1.11
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C6RCM4 enolase XI Campylobacter showae 4.2.1.11
E6N505 enolase XI Candidatus Caldiarchaeum 4.2.1.11
U6B7J7 enolase XI Candidatus Liberibacter 4.2.1.11
D5MHUS enolase XI Candidatus Methylomirabilis 4.2.1.11
B6BPU2 enolase XI Candidatus Pelagibacter 4.2.1.11
EOWT39 enolase XI Candidatus Regiella 4.2.1.11

AOAOD2WTH4 enolase XI Capsaspora owczarzaki
BOSYX8 enolase XI Caulobacter sp. 4.2.1.11
Q6QWP3 enolase XI Centruroides sp.
A8DU78 enolase XI Cerebratulus sp.
Q9DDG8 enolase XI Chiloscyllium punctatum
Q9DDG9 enolase XI Chiloscyllium punctatum
C7PNW3 enolase XI Chitinophaga pinensis 4.2.1.11
Q8KB35 enolase XI Chlorobium tepidum 4.2.1.11
A9wWCM4 enolase XI Chloroflexus aurantiacus 4.2.1.11
R7Q6Y6 enolase X1 Chondrus crispus
V4Uv38 enolase XI Citrus clementina 4.2.1.11

AOAO67FQX5 enolase XI Citrus sinensis 4.2.1.11
Q97L52 enolase XI Clostridium acetobutylicum 4.2.1.11
A6LRO9 enolase XI Clostridium beijerinckii 4.2.1.11
B1KTJ8 enolase XI Clostridium botulinum 4.2.1.11
B2TPW4 enolase XI Clostridium botulinum 4.2.1.11
G8LYV2 enolase XI Clostridium clariflavum 4.2.1.11
AOPYP4 enolase XI Clostridium novyi 4.2.1.11
ROBWK9 enolase XI Clostridium sartagoforme 4.2.1.11
R5IZA4 enolase XI Clostridium sp. 4.2.1.11
R5NSD2 enolase XI Clostridium sp. 4.2.1.11
RET6P6 enolase XI Clostridium sp. 4.2.1.11
RETKN3 enolase XI Clostridium sp. 4.2.1.11
REAPL4 enolase XI Clostridium sp. 4.2.1.11
R6DID7 enolase XI Clostridium sp. 4.2.1.11
R6PIW3 enolase XI Clostridium sp. 4.2.1.11
R6Q714 enolase XI Clostridium sp. 4.2.1.11
R6QVU2 enolase XI Clostridium sp. 4.2.1.11
R6RSHO enolase XI Clostridium sp. 4.2.1.11
R6UK57 enolase XI Clostridium sp. 4.2.1.11
R7L6V6 enolase XI Clostridium sp. 4.2.1.11
R7M3V7 enolase XI Clostridium sp. 4.2.1.11
R7MHC5 enolase XI Clostridium sp. 4.2.1.11
E3PWF7 enolase XI Clostridium sticklandii 4.2.1.11
Q96VP4 enolase XI Cochliobolus lunatus 4.2.1.11
Q95WBO enolase XI Colpidium aqueous
A4AABS enolase XI Congregibacter litoralis 4.2.1.11
E7GDBO enolase XI Coprobacillus sp. 4.2.1.11
H1AK31 enolase XI Coprobacillus sp. 4.2.1.11
R5VG82 enolase XI Coprobacillus sp. 4.2.1.11
R6LBI1 enolase XI Coprococcus comes 4.2.1.11
B5Y9EOQ enolase XI Coprothermobacter proteolyticus 4.2.1.11
R4V1A4 enolase XI Coptotermes formosanus
L7R758 enolase XI Coptotriche malifoliella
D5ENP3 enolase XI Coraliomargarita akajimensis 4.2.1.11
F2N705 enolase XI Coriobacterium glomerans 4.2.1.11
A4QCvo enolase XI Corynebacterium glutamicum 4.2.1.11
M1NR44 enolase XI Corynebacterium halotolerans 4.2.1.11
Q4JUs1 enolase XI Corynebacterium jeikeium 4.2.1.11
C4LHL7 enolase XI Corynebacterium kroppenstedtii 4.2.1.11



Table S2.6. (continuation)

UniProt  Family [3] Cluster Species EC Number
COXRQ4 enolase XI Corynebacterium lipophiloflavum 4.2.1.11
B6J4X4 enolase XI Coxiella burnetii 4.2.1.11
T2IH19 enolase XI Crocosphaera watsonii 4.2.1.11
B6A9M6 enolase XI Cryptosporidium muris 4.2.1.11
074286 enolase XI Cunninghamella elegans 4.2.1.11
Q1LP64 enolase XI Cupriavidus metallidurans 4.2.1.11
B5IQP2 enolase XI Cyanobium sp. 4.2.1.11
B1X314 enolase XI Cyanothece sp. 4.2.1.11
Q11QE1L enolase XI Cytophaga hutchinsonii 4.2.1.11
M5GDM4 enolase XI Dacryopinax sp.

G6D980 enolase XI Danaus plexippus
Q3B7R7 enolase XI Danio rerio
Q6QWP7 enolase XI Daphnia magna
E9GAM4 enolase XI Daphnia pulex 4.2.1.11
Q47DI1 enolase XI Dechloromonas aromatica 4.2.1.11
D8KON5 enolase XI Dehalogenimonas lykanthroporepellens 4.2.1.11
Q1J2H6 enolase XI Deinococcus geothermalis 4.2.1.11
Q9RR60 enolase XI Deinococcus radiodurans 4.2.1.11
N6UJYO enolase XI Dendroctonus ponderosae
E3BCW4 enolase XI Dermacoccus sp. 4.2.1.11
S7TTZR4 enolase XI Desulfococcus multivorans 4.2.1.11
D6SPG5 enolase XI Desulfonatronospira thiodismutans 4.2.1.11
ESRA16 enolase XI Desulfurococcus mucosus 4.2.1.11
COGFB6 enolase XI Dethiobacter alkaliphilus 4.2.1.11
D2Z8X7 enolase XI Dethiosulfovibrio peptidovorans 4.2.1.11
Q54RK5 enolase XI Dictyostelium discoideum 4.2.1.11
Q55F83 enolase XI Dictyostelium discoideum 4.2.1.11
F4PJ27 enolase XI Dictyostelium fasciculatum
Q6QWQ1 enolase XI Diplopoda sp.
RONDQ1 enolase XI Dorea sp. 4.2.1.11
Q56RP1 enolase XI Drosophila affinis
Q967M9 enolase X1 Dryocoetoides cristatus
C6W200 enolase XI Dyadobacter fermentans 4.2.1.11
A8DUT6 enolase XI Echiurus echiurus
D7FYQ9 enolase XI Ectocarpus siliculosus 4.2.1.11
L7R6I3 enolase XI Ectoedemia hypericella
JoD056 enolase XI Edhazardia aedis
U6GQB8 enolase X1 Eimeria acervulina
Q967Y8 enolase XI Eimeria tenella 4.2.1.11
L7R352 enolase XI Elhamma australasiae
Q8SUA4 enolase XI Encephalitozoon cuniculi
F8VT7K3 enolase XI Encephalitozoon hellem
F8V716 enolase XI Encephalitozoon romaleae

AOAO75MLH4 enolase XI endosymbiont of 4.2.1.11
C8PXNO enolase XI Enhydrobacter aerosaccus 4.2.1.11
R2Q666 enolase XI Enterococcus asini 4.2.1.11
R2SQK6 enolase XI Enterococcus pallens 4.2.1.11
L7R371 enolase XI Enteucha acetosae
Q9USF7 enolase XI Eptatretus burgeri
L7R3P7 enolase XI Eriocraniidae gen.
F5WUF5 enolase XI Erysipelothrix rhusiopathiae 4.2.1.11
Q2NAQ1 enolase XI Erythrobacter litoralis 4.2.1.11
V1D7M6 enolase XI Eubacterium brachy 4.2.1.11
R5LHN4 enolase XI Eubacterium sp. 4.2.1.11
QOLEK7 enolase XI Euglena gracilis 4.2.1.11
H9ZZG8 enolase XI Fervidicoccus fontis 4.2.1.11
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D6GSK6 enolase XI Filifactor alocis 4.2.1.11
BOS1G7 enolase XI Finegoldia magna 4.2.1.11
RB5HDI1 enolase XI Firmicutes bacterium 4.2.1.11
COBGE7 enolase XI Flavobacteria bacterium 4.2.1.11
C6X1X1 enolase XI Flavobacteriaceae bacterium 4.2.1.11
Q8RI55 enolase XI Fusobacterium nucleatum 4.2.1.11
K2JMJ2 enolase XI Gallaecimonas xiamenensis 4.2.1.11
D9SIP6 enolase XI Gallionella capsiferriformans 4.2.1.11
Q7NIR1 enolase XI Gloeobacter violaceus 4.2.1.11
QOBSX3 enolase XI Granulibacter bethesdensis 4.2.1.11
DOBNZ7 enolase XI Granulicatella elegans 4.2.1.11
FOX9D1 enolase XI Grosmannia clavigera
L1I6R1 enolase XI Guillardia theta
L1JIBO enolase XI Guillardia theta
Q2SKX0 enolase XI Hahella chejuensis 4.2.1.11
D8J320 enolase XI Halalkalicoccus jeotgali 4.2.1.11
U2YU84 enolase XI Halarchaeum acidiphilum 4.2.1.11
P29201 enolase XI Haloarcula marismortui 4.2.1.11

AOAOB5GPHO  enolase XI Haloarcula sp. 4.2.1.11
BOR4Y8 enolase XI Halobacterium salinarum 4.2.1.11
MOMRT4 enolase XI Halococcus saccharolyticus 4.2.1.11
Q18G62 enolase XI Haloquadratum walsbyi 4.2.1.11
HOACT70 enolase XI Haloredivivus sp. 4.2.1.11
C7NMY1 enolase XI Halorhabdus utahensis 4.2.1.11
DOKYJ3 enolase XI Halothiobacillus neapolitanus 4.2.1.11
DOKZD5 enolase XI Halothiobacillus neapolitanus 4.2.1.11
C4K4K1 enolase XI Hamiltonella defensa 4.2.1.11
E2B9RO enolase XI Harpegnathos saltator
AOAOY7 enolase XI Heimbra opaca
L7R2Z8 enolase XI Heterobathmia pseuderiocrania
QOLEJO enolase XI Hevea brasiliensis 4.2.1.11
F2LVJ4 enolase XI Hippea maritima 4.2.1.11
A8USWS enolase XI Hydrogenivirga sp. 4.2.1.11
D3DHY4 enolase XI Hydrogenobacter thermophilus
A2BL98 enolase XI Hyperthermus butylicus 4.2.1.11
D8JYW9 enolase XI Hyphomicrobium denitrificans 4.2.1.11
QOCOR3 enolase XI Hyphomonas neptunium 4.2.1.11
Q967N8 enolase XI Hypocryphalus mangiferae
E3TF25 enolase XI Ictalurus punctatus 3.4.21.68; 3.4.21.
A3WM52 enolase XI Idiomarina baltica 4.2.1.11
ABAB84 enolase XI Ignicoccus hospitalis 4.2.1.11
M5A51I6 enolase XI Ilumatobacter coccineus 4.2.1.11
L7R317 enolase XI Imma tetrascia
Q5wWQM1 enolase XI Isochrysis galbana
CTRAH9 enolase XI Kangiella koreensis 4.2.1.11
Q4H4AS8 enolase XI Karenia brevis
Q4H4BO enolase XI Karenia brevis
Q4H4B1 enolase XI Karenia brevis
Q4H4B2 enolase XI Karenia brevis
Q4H4A7 enolase XI Karenia brevis 4.2.1.11
Q4H4A9 enolase XI Karenia brevis 4.2.1.11
Q4H4A2 enolase XI Karenia mikimotoi
Q4H4A5 enolase XI Karenia mikimotoi
Q4H4A3 enolase XI Karenia mikimotoi 4.2.1.11
Q4H4A6 enolase XI Karenia mikimotoi 4.2.1.11
D5QFY1 enolase XI Komagataeibacter hansenii 4.2.1.11
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F2QXG9 enolase XI Komagataella phaffii 4.2.1.11
C5CFP3 enolase XI Kosmotoga olearia 4.2.1.11
D2PPA6 enolase XI Kribbella flavida 4.2.1.11
ROMP87 enolase XI Lachnospiraceae bacterium 4.2.1.11
Q5FKM6 enolase XI Lactobacillus acidophilus 4.2.1.11
QO3sSL5 enolase XI Lactobacillus brevis 4.2.1.11
QO3AK4 enolase XI Lactobacillus casei 4.2.1.11
Q1G9S9 enolase XI Lactobacillus delbrueckii 4.2.1.11
D1YL58 enolase XI Lactobacillus gasseri 4.2.1.11
Q88YH3 enolase XI Lactobacillus plantarum 4.2.1.11
Q38Y18 enolase XI Lactobacillus sakei 4.2.1.11
Q9CHS7 enolase XI Lactococcus lactis 4.2.1.11
Q9CITO enolase XI Lactococcus lactis 4.2.1.11
L7R324 enolase XI Lampronia aenescens
Q9DDH4 enolase XI Latimeria chalumnae
GOEIV8 enolase XI Legionella drancourtii 4.2.1.11
A6DPS4 enolase XI Lentisphaera araneosa 4.2.1.11
A8DU73 enolase XI Leptochiton sp.

U4QUwi enolase XI Leptospirillum sp. 4.2.1.11
DOGPD9 enolase XI Leptotrichia goodfellowii 4.2.1.11
Q9PTX5 enolase XI Lethenteron reissneri

Q9PTX6 enolase XI Lethenteron reissneri

C6XFJO enolase XI Liberibacter asiaticus 4.2.1.11
Q6QWP9 enolase XI Limulus polyphemus

Q6QWQ2 enolase XI Lithobius sp.

V4A8P8 enolase XI Lottia gigantea

B1HVS4 enolase XI Lysinibacillus sphaericus 4.2.1.11
A4AJCL enolase XI marine actinobacterium 4.2.1.11
E4PF40 enolase XI Marinobacter adhaerens 4.2.1.11
A1TZ48 enolase XI Marinobacter hydrocarbonoclasticus 4.2.1.11
A3JL09 enolase XI Marinobacter sp. 4.2.1.11
C6LIZO enolase XI Marvinbryantia formatexigens 4.2.1.11
QoU615 enolase XI Mastigamoeba balamuthi 4.2.1.11
QO47A2 enolase XI Mastocarpus papillatus

QO47A3 enolase XI Mastocarpus papillatus

D3LU65 enolase XI Megasphaera genomosp. 4.2.1.11
U7UH43 enolase XI Megasphaera sp. 4.2.1.11
D7BG30 enolase XI Meiothermus silvanus 4.2.1.11
Q43130 enolase XI Mesembryanthemum crystallinum 4.2.1.11
HOHWCO enolase XI Mesorhizobium alhagi 4.2.1.11
K2RCG3 enolase XI Methanobacterium formicicum 4.2.1.11
FOTBB4 enolase XI Methanobacterium lacus 4.2.1.11
D5VRSO enolase XI Methanocaldococcus infernus 4.2.1.11
N6V044 enolase XI Methanocaldococcus villosus 4.2.1.11
QowsC9 enolase XI Methanocella arvoryzae 4.2.1.11
D1YZ42 enolase XI Methanocella paludicola 4.2.1.11
D1Z1G7 enolase XI Methanocella paludicola 4.2.1.11
Q12VE5 enolase XI Methanococcoides burtonii 4.2.1.11
A3CWIb5 enolase XI Methanoculleus marisnigri 4.2.1.11
E1RI52 enolase XI Methanolacinia petrolearia 4.2.1.11
G7WPS3 enolase XI Methanosaeta harundinacea 4.2.1.11
AOBTES8 enolase XI Methanosaeta thermophila 4.2.1.11
Q468E2 enolase XI Methanosarcina barkeri 4.2.1.11
Q2NGO02 enolase XI Methanosphaera stadtmanae 4.2.1.11
026149 enolase XI Methanothermobacter thermautotrophicus  4.2.1.11
F8ANY6 enolase XI Methanothermococcus okinawensis 4.2.1.11
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A9QPK3 enolase XI Methylacidiphilum infernorum 4.2.1.11
Q1HO11 enolase XI Methylobacillus flagellatus 4.2.1.11
F5R8L5 enolase XI Methyloversatilis universalis 4.2.1.11
F5XTP5 enolase XI Microlunatus phosphovorus 4.2.1.11
L7R218 enolase XI Micropterix calthella
A1ZJD6 enolase XI Microscilla marina 4.2.1.11
C9KLZ8 enolase XI Mitsuokella multacida 4.2.1.11
L7R6S5 enolase XI Mnesarchaea acuta
EON639 enolase XI Mobiluncus curtisii 4.2.1.11
DOYPE6 enolase XI Mobiluncus mulieris 4.2.1.11
A1BQS2 enolase XI Monocercomonoides sp.

H1Y6V2 enolase XI Mucilaginibacter paludis 4.2.1.11
P4T7647 enolase XI Mycoplasma genitalium 4.2.1.11
REMWV6E enolase XI Mycoplasma sp. 4.2.1.11
R7HEO2 enolase XI Mycoplasma sp. 4.2.1.11
L7UBJO enolase XI Myxococcus stipitatus 4.2.1.11
Q3IQTO enolase XI Natronomonas pharaonis 4.2.1.11
C7YJGO enolase XI Nectria haematococca

L7R6V1 enolase XI Nematopogon magna

A7S5Z0 enolase XI Nematostella vectensis

L7R3M1 enolase XI Nemophora sp.

P42894 enolase XI Neocallimastix frontalis 4.2.1.11
Q9DDHO enolase XI Neoceratodus forsteri

Q2GD37 enolase XI Neorickettsia sennetsu 4.2.1.11
Q2BQW7 enolase XI Neptuniibacter caesariensis 4.2.1.11
Q6QWP5 enolase XI Nereis macrydi

A4BS42 enolase XI Nitrococcus mobilis 4.2.1.11
D5BX72 enolase XI Nitrosococcus halophilus 4.2.1.11
Q3JCT1 enolase XI Nitrosococcus oceani 4.2.1.11
F9ZDS3 enolase XI Nitrosomonas sp. 4.2.1.11
M5DGB2 enolase XI Nitrosospira lacus 4.2.1.11
R7XUE5 enolase XI Nocardioides sp. 4.2.1.11
C4VAP2 enolase XI Nosema ceranae

Q2CG63 enolase XI Oceanicola granulosus 4.2.1.11
Q6YQT9 enolase XI Onion yellows 4.2.1.11
D4P967 enolase XI Ornithodoros moubata

K9TCC1 enolase XI Oscillatoria acuminata 4.2.1.11
Q6QWP4 enolase XI Ostracoda sp.

E6WL82 enolase XI Pantoea sp. 4.2.1.11
A8DU80 enolase XI Paragordius varius

Q95WB1 enolase XI Paramecium tetraurelia

AOSNX4 enolase XI Paratrimastix pyriformis

ATHXW7 enolase XI Parvibaculum lavamentivorans 4.2.1.11
P57975 enolase XI Pasteurella multocida 4.2.1.11
B1X4D4 enolase XI Paulinella chromatophora

L7R394 enolase XI Pectinivalva sp.

D2EHH5 enolase XI Pediococcus acidilactici 4.2.1.11
Q4FM37 enolase XI Pelagibacter ubique 4.2.1.11
A1APJ8 enolase XI Pelobacter propionicus 4.2.1.11
U7URH1 enolase XI Peptoniphilus sp. 4.2.1.11
R5IYU3 enolase XI Peptostreptococcus anaerobius 4.2.1.11
C5LEZ5 enolase XI Perkinsus marinus

C5LK37 enolase XI Perkinsus marinus

C5LGP8 enolase XI Perkinsus marinus 4.2.1.11
COQRV6 enolase XI Persephonella marina 4.2.1.11
R6I4P6 enolase XI Phascolarctobacterium sp. 4.2.1.11
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A8DUT7 enolase XI Phascolion strombus
B4RBW1 enolase XI Phenylobacterium zucineum 4.2.1.11
Q6QWQO enolase XI Phormictopus sp.
J3C442 enolase XI Phyllobacterium sp. 4.2.1.11
A9SGH3 enolase XI Physcomitrella patens
A9S1Q6 enolase XI Physcomitrella patens
W6L3B1 enolase XI Phytomonas sp.
W2VML9 enolase XI Phytophthora parasitica
B8LKJS8 enolase XI Picea sitchensis
D55Q52 enolase XI Planctopirus limnophila 4.2.1.11
AOA100 enolase XI Platygaster sp.
D2WJB1 enolase XI Pollanisus sp.
D3BP87 enolase XI Polysphondylium pallidum
QONG69 enolase XI Polyxenus fasciculatus
B9I2NO enolase XI Populus trichocarpa
D8E0G3 enolase XI Prevotella bryantii 4.2.1.11
D3IBM9 enolase XI Prevotella sp. 4.2.1.11
REFPM2 enolase XI Prevotella sp. 4.2.1.11
A8DU79 enolase XI Priapulus caudatus
Q947A0 enolase XI Prionitis lanceolata
Q94T7A1 enolase XI Prionitis lanceolata
L8N2W8 enolase XI Pseudanabaena biceps 4.2.1.11
U1LAT2 enolase XI Pseudoalteromonas spongiae 4.2.1.11
F7YXU7 enolase XI Pseudothermotoga thermarum 4.2.1.11
A3KBG5 enolase XI Pseudotrichonympha grassii
Q1Q9K6 enolase XI Psychrobacter cryohalolentis 4.2.1.11
A13SQ7 enolase XI Psychromonas ingrahamii 4.2.1.11
L7R3C5 enolase XI Ptyssoptera sp.
E3KXKO0 enolase XI Puccinia graminis
A4WHO6 enolase XI Pyrobaculum arsenaticum 4.2.1.11
A3Ms45 enolase XI Pyrobaculum calidifontis 4.2.1.11
A1RTIS8 enolase XI Pyrobaculum islandicum 4.2.1.11
B1YA37 enolase XI Pyrobaculum neutrophilum 4.2.1.11
Q98MZ3 enolase XI Rhizobium loti 4.2.1.11
C852U7 enolase XI Rhodobacter sp. 4.2.1.11
A3JPG7 enolase XI Rhodobacteraceae bacterium 4.2.1.11
Q7UIR2 enolase XI Rhodopirellula baltica 4.2.1.11
QO7ND9 enolase XI Rhodopseudomonas palustris 4.2.1.11
Q215A2 enolase XI Rhodopseudomonas palustris 4.2.1.11
Q2RT60 enolase XI Rhodospirillum rubrum 4.2.1.11
DOMJB6 enolase XI Rhodothermus marinus 4.2.1.11
B9S376 enolase XI Ricinus communis 4.2.1.11
R4WCU2 enolase XI Riptortus pedestris
R7R898 enolase XI Roseburia sp. 4.2.1.11
FOSF81 enolase XI Rubinisphaera brasiliensis 4.2.1.11
A1AW20 enolase XI Ruthia magnifica 4.2.1.11
L7R3Y5 enolase XI Sabatinca zonodoxa
B5VJJ6 enolase XI Saccharomyces cerevisiae
Q21LC2 enolase XI Saccharophagus degradans 4.2.1.11
A4F804 enolase XI Saccharopolyspora erythraea 4.2.1.11
A8DU81 enolase XI Saccoglossus bromophenolosus
A4X3B7 enolase XI Salinispora tropica 4.2.1.11
Q9DDG6 enolase XI Salmo trutta
Q9DDG7 enolase XI Salmo trutta
F2u843 enolase XI Salpingoeca rosetta
AOA104 enolase XI Scelio sp.
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A3LQD6 enolase XI Scheffersomyces stipitis
G9C5D8 enolase XI Schistocerca gregaria
Q27877 enolase XI Schistosoma mansoni 4.2.1.11
D8PMO7 enolase XI Schizophyllum commune
QONG68 enolase XI Scolopendra polymorpha
EBXTF2 enolase XI Segniliparus rugosus 4.2.1.11
AOA106 enolase XI Semiotellus sp.
D5CT27 enolase XI Sideroxydans lithotrophicus 4.2.1.11
E9IYB3 enolase XI Solenopsis invicta
Q01YD1 enolase XI Solibacter usitatus 4.2.1.11
E7MNES enolase XI Solobacterium moorei 4.2.1.11
A9FA52 enolase XI Sorangium cellulosum 4.2.1.11
F7VSL8 enolase XI Sordaria macrospora
Q1GVs8 enolase XI Sphingopyxis alaskensis 4.2.1.11
L7R1GO enolase XI Spinulata maruga
R4V4U6B enolase XI Spiribacter salinus 4.2.1.11
D2QD03 enolase XI Spirosoma linguale 4.2.1.11
D2QVs9 enolase XI Spirosoma linguale 4.2.1.11
A3DPO5 enolase XI Staphylothermus marinus 4.2.1.11
B2FK88 enolase XI Stenotrophomonas maltophilia 4.2.1.11
H1HW25 enolase XI Stomatobaculum longum 4.2.1.11
D1AYQ7 enolase XI Streptobacillus moniliformis 4.2.1.11
QO04KG2 enolase XI Streptococcus pneumoniae 4.2.1.11
E8W3C3 enolase XI Streptomyces pratensis 4.2.1.11
B5H858 enolase XI Streptomyces pristinaespiralis 4.2.1.11
D6KEM4 enolase XI Streptomyces sp. 4.2.1.11
Q5IW34 enolase XI Streptomyces viridochromogenes
D2B3Y9 enolase XI Streptosporangium roseum 4.2.1.11
Q43920 enolase XI Sulfolobus acidocaldarius 4.2.1.11
Q972B6 enolase X1 Sulfolobus tokodaii 4.2.1.11
B2VINS enolase XI Sulfurihydrogenibium sp. 4.2.1.11
A8DU74 enolase XI Sycon sp.
B1XLDO enolase XI Synechococcus sp. 4.2.1.11
P77972 enolase XI Synechocystis sp. 4.2.1.11
C5BMT5 enolase XI Teredinibacter turnerae 4.2.1.11
E8V1P1 enolase XI Terriglobus saanensis 4.2.1.11
Q95WAS8 enolase XI Tetrahymena bergeri
Q95WA9 enolase XI Tetrahymena thermophila
I2H256 enolase XI Tetrapisispora blattae
C7D732 enolase XI Thalassobium sp. 4.2.1.11
E9NJDO enolase XI Theileria annulata 4.2.1.11
LOB147 enolase XI Theileria equi 4.2.1.11
D1B8F5 enolase XI Thermanaerovibrio acidaminovorans 4.2.1.11
DITN99 enolase XI Thermoanaerobacterium thermosac. 4.2.1.11
D1CDH2 enolase XI Thermobaculum terrenum 4.2.1.11
B6YUBS enolase XI Thermococcus onnurineus 4.2.1.11
D3SPX2 enolase XI Thermocrinis albus 4.2.1.11
F8ADRO enolase XI Thermodesulfatator indicus 4.2.1.11
F8C2F4 enolase XI Thermodesulfobacterium geofontis 4.2.1.11
B5YKR8 enolase XI Thermodesulfovibrio yellowstonii 4.2.1.11
Q703Y8 enolase XI Thermoproteus tenax 4.2.1.11
D9RZ26 enolase XI Thermosediminibacter oceani 4.2.1.11
Q8DL40 enolase XI Thermosynechococcus elongatus 4.2.1.11
Q3SL43 enolase XI Thiobacillus denitrificans 4.2.1.11
LOGTN7 enolase XI Thioflavicoccus mobilis 4.2.1.11
D2WJC5 enolase XI Tineola bisselliella 4.2.1.11
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QONG67 enolase XI Tomocerus sp.

AOAOB2UQW4 enolase XI Toxocara canis 4.2.1.11
Q9BPL7 enolase XI Toxoplasma gondii 4.2.1.11
QowW6eD2 enolase XI Trachemys scripta
D6X009 enolase XI Tribolium castaneum
D6X018 enolase XI Tribolium castaneum
Q967U0 enolase XI Trichinella spiralis
QONDF5 enolase XI Trypanosoma brucei 4.2.1.11
GOUVs4 enolase XI Trypanosoma congolense
Q6W3CO enolase XI Tuber borchii 4.2.1.11
D4W748 enolase XI Turicibacter sanguinis 4.2.1.11
D1JI24 enolase XI uncultured archaeon 4.2.1.11
K1XCI5 enolase XI uncultured bacterium
K2C1I4 enolase XI uncultured bacterium
D9I7J6 enolase XI uncultured bacterium 4.2.1.11
E3T6P2 enolase XI uncultured bacterium 4.2.1.11
K1XTZO0 enolase XI uncultured bacterium 4.2.1.11
K1YS92 enolase XI uncultured bacterium 4.2.1.11
K1YT30 enolase XI uncultured bacterium 4.2.1.11
K1ZKC4 enolase XI uncultured bacterium 4.2.1.11
K1ZLB3 enolase XI uncultured bacterium 4.2.1.11
K2BXX1 enolase XI uncultured bacterium 4.2.1.11
K2CCI2 enolase XI uncultured bacterium 4.2.1.11
K2DE11 enolase XI uncultured bacterium 4.2.1.11
D1KE84 enolase XI uncultured SUP05 4.2.1.11
A6ERK4 enolase XI unidentified eubacterium 4.2.1.11
L2GSH5 enolase XI Vavraia culicis
B5JG80 enolase XI Verrucomicrobiae bacterium 4.2.1.11
H2IFF9 enolase XI Vibrio sp. 4.2.1.11
F81082 enolase XI Weissella koreensis 4.2.1.11
L7R420 enolase XI Wormaldia moesta
Q4UTP2 enolase XI Xanthomonas campestris 4.2.1.11
A8DUS2 enolase XI Xenoturbella bocki
Q6JKT2 enolase XI Zootermopsis parabasalian
QB6JKT6 enolase XI Zootermopsis parabasalian
S6EF90 enolase XI Zygosaccharomyces bailii
C5DTW4 enolase XI Zygosaccharomyces rouxii
CoD4Q2 enolase XII [Clostridium asparagiforme] 42.1.11

A0A084JMUO  enolase XII [Clostridium] celerecrescens 42.1.11

AOAOT8KTD7 enolase XII [Clostridium] cellulosi 4.2.1.11
G5HE86 enolase X1I [Clostridium] citroniae 4.2.1.11

AOAOB9REU8  enolase XII [Clostridium] litorale 42.1.11
COE907 enolase XII [Clostridium] methylpentosum 4.2.1.11
BONKH1 enolase XII [Clostridium] scindens 42.1.11
B1C199 enolase XII [Clostridium] spiroforme 42.1.11
E7GKUS enolase X1I [Clostridium] symbiosum 4.2.1.11
M1YXF4 enolase XII [Clostridium] ultunense 4.2.1.11
I5AQF9 enolase XII [Eubacterium] cellulosolvens 4.2.1.11
COEVL2 enolase XII [Eubacterium]| hallii 4.2.1.11
D8FTK9 enolase XII [Oscillatoria] sp. 42.1.11

AOAO52IRU4 enolase XII

AOA068VT36 enolase XII

AOAO68XIY8 enolase XII

AOAO89PLB1 enolase XII

AOAO094RD92 enolase XII

AOAOABIX75 enolase XII
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AOAOB5FKL4 enolase XII
AOAOB7HZ84 enolase XII
AOAOD1K5Q7 enolase XII
TOIKB5 enolase XII
U4TLC4 enolase XII
XTHZA7 enolase XII
L8GRZ9 enolase XII Acanthamoeba castellanii
BOC9FO enolase XII Acaryochloris marina 4.2.1.11
AOAODEMWD1  enolase XII Acetobacter aceti 4.2.1.11
H1UEA1 enolase XII Acetobacter pasteurianus 4.2.1.11
R5QP51 enolase XII Acetobacter sp. 4.2.1.11
AOAO95AX04 enolase XII Acetobacter tropicalis 4.2.1.11
H6LJN1 enolase XII Acetobacterium woodii 4.2.1.11
DIQU82 enolase XII Acetohalobium arabaticum 4.2.1.11
F7NJQ7 enolase XII Acetonema longum 4.2.1.11
U4KP04 enolase XII Acholeplasma brassicae 4.2.1.11
A9NF93 enolase XII Acholeplasma laidlawii 4.2.1.11
AOAO61AB87 enolase XII Acholeplasma oculi 4.2.1.11
U4KL30 enolase XII Acholeplasma palmae 4.2.1.11
RBHVY1 enolase XII Acholeplasma sp. 4.2.1.11
HOF840 enolase XII Achromobacter arsenitoxydans 4.2.1.11
JAPCH8 enolase XII Achromobacter piechaudii 4.2.1.11
R7M31I6 enolase XII Acidaminococcus sp. 4.2.1.11
AOAO094MTV9 enolase XII Acidihalobacter prosperus 4.2.1.11
C7MOK3 enolase XII Acidimicrobium ferrooxidans 4.2.1.11
A5FUW3 enolase XII Acidiphilium cryptum 4.2.1.11
AOA060A020 enolase XII Acidithiobacillus caldus 4.2.1.11
AOAO60USC7 enolase XII Acidithiobacillus ferrivorans 4.2.1.11
B7J6R4 enolase XII Acidithiobacillus ferrooxidans 4.2.1.11
C1F9E6 enolase XII Acidobacterium capsulatum 4.2.1.11
K5ZL57 enolase XII Acidocella sp. 4.2.1.11
AOLWT71 enolase XII Acidothermus cellulolyticus 4.2.1.11
JOUAX2 enolase XII Acidovorax sp. 4.2.1.11
B5ICN2 enolase XII Aciduliprofundum boonei 4.2.1.11
LOHK45 enolase XII Aciduliprofundum sp. 4.2.1.11
B7H227 enolase XII Acinetobacter baumannii 4.2.1.11
R5SJL1 enolase XII Acinetobacter sp. 4.2.1.11
AOAO58ZGMO  enolase XII Actibacterium atlanticum 4.2.1.11
AOAO37ZKR6 enolase XII Actibacterium mucosum 4.2.1.11
AOAO94PNB3 enolase XII actinobacterium acAcidi 4.2.1.11
AOAO94PMH9 enolase XII actinobacterium acAMD-2 4.2.1.11
A0A094Q450 enolase XII actinobacterium acAMD-5 4.2.1.11
AOA094P7Y7  enolase XII actinobacterium acIB-AMD-7 4.2.1.11
AOA094P8Q6 enolase XII actinobacterium acIB-AMD-7 4.2.1.11
AOAO94RNT1 enolase XII actinobacterium acMicro-1 4.2.1.11
AOA094P1B1 enolase XII actinobacterium acMicro-4 4.2.1.11
JOHTE6 enolase XII actinobacterium SCGC 4.2.1.11
JOHNO7 enolase XII actinobacterium SCGC 4.2.1.11
K9ECK4 enolase XII Actinobaculum massiliense 4.2.1.11
W7J7wW4 enolase XII Actinokineospora spheciospongiae 4.2.1.11
G9PHR8 enolase XII Actinomyces graevenitzii 4.2.1.11
KOYR93 enolase X1II Actinomyces neuii 4.2.1.11
DOWQ13 enolase XII Actinomyces sp. 4.2.1.11
L1PI65 enolase XII Actinomyces sp. 4.2.1.11
S2Z1U5 enolase XII Actinomyces sp. 4.2.1.11

UsW1C5 enolase XII Actinoplanes friuliensis 4.2.1.11
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G8SDZ3 enolase XII Actinoplanes sp. 4.2.1.11
AOAOAB6ULF3 enolase XII Actinoplanes utahensis 4.2.1.11
AOAOABUVQR2 enolase XII Actinoplanes utahensis 4.2.1.11
A0A099D848 enolase XII Actinopolyspora erythraea 4.2.1.11
C6WPO3 enolase XII Actinosynnema mirum 4.2.1.11
AOA021VPW6  enolase XII Actinotalea ferrariae 4.2.1.11
S2VHX4 enolase XII Actinotignum schaalii 4.2.1.11
S6C122 enolase XII Adlercreutzia equolifaciens 4.2.1.11
I3YWP2 enolase XII Aequorivita sublithincola 4.2.1.11
F2I5C0 enolase XII Aerococcus urinae 4.2.1.11
E2SBK6 enolase XII Aeromicrobium marinum 4.2.1.11
U3TBU6 enolase XII Aeropyrum camini 4.2.1.11
QoY927 enolase XII Aeropyrum pernix 4.2.1.11
W3REU8 enolase XII Afipia sp. 4.2.1.11
W3RLL4 enolase XII Afipia sp. 4.2.1.11
K5Y7K9 enolase XII Agaricus bisporus
L7R1D5 enolase XII Agathiphaga queenslandensis
U1LR64 enolase XII Agrococcus pavilionensis 4.2.1.11
R6JXD9 enolase XII Akkermansia muciniphila 4.2.1.11
FOWLM9 enolase XII Albugo laibachii
AOAOA2MZY5 enolase XII Alcaligenes faecalis 4.2.1.11
AOAOD6HTT8  enolase XII Alcaligenes xylosoxydans 4.2.1.11
QOVQD6 enolase XII Alcanivorax borkumensis 4.2.1.11
AOAOB4XPW9 enolase XII Alcanivorax pacificus 4.2.1.11
U7HXA2 enolase XII Alcanivorax sp. 4.2.1.11
AOAO90OWZH5 enolase XII Algibacter lectus 4.2.1.11
A3HXC6 enolase XII Algoriphagus machipongonensis 4.2.1.11
JOH8Y5 enolase XII Alicyclobacillus hesperidum 4.2.1.11
I8U7N2 enolase XII Alishewanella agri 4.2.1.11
G5H574 enolase XII Alistipes indistinctus 4.2.1.11
AOAOBOBVD3 enolase XII Alistipes inops 4.2.1.11
R7JNG2 enolase XII Alistipes putredinis 4.2.1.11
R6VTP9 enolase XII Alistipes sp. 4.2.1.11
R6X5L6 enolase XII Alistipes sp. 4.2.1.11
AOA011Q5P0 enolase XII Alkalibacterium sp. 4.2.1.11
A6TU30 enolase XII Alkaliphilus metalliredigens 4.2.1.11
ABMFY2 enolase XII Alkaliphilus oremlandii 4.2.1.11
D3RN66 enolase XII Allochromatium vinosum 4.2.1.11
K9E7J2 enolase XII Alloiococcus otitis 4.2.1.11
G5GAZ8 enolase XII Alloprevotella rava 4.2.1.11
CI9LG18 enolase XII Alloprevotella tannerae 4.2.1.11
AOAO61QF35 enolase XII alpha proteobacterium 4.2.1.11
DORP36 enolase XII alpha proteobacterium 4.2.1.11
JODJT1 enolase XII alpha proteobacterium 4.2.1.11
Joyvis enolase XII alpha proteobacterium 4.2.1.11
J9Z1U8 enolase XII alpha proteobacterium 4.2.1.11
M2T804 enolase XII alpha proteobacterium 4.2.1.11
B4RVU5 enolase XII Alteromonas mediterranea 4.2.1.11
AOAOC2XP91  enolase XII Amanita muscaria
E3CXK1 enolase XII Aminomonas paucivorans 4.2.1.11
C9R8S9 enolase XII Ammonifex degensii 4.2.1.11
K0J525 enolase X1II Amphibacillus xylanus 4.2.1.11
I1GHA4 enolase XII Amphimedon queenslandica
R1I219 enolase XII Amycolatopsis vancoresmycina 4.2.1.11
F6EQN8 enolase XII Amycolicicoccus subflavus 4.2.1.11
I4BUY4 enolase XII Anaerobaculum mobile 4.2.1.11
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C7RH35 enolase XII Anaerococcus prevotii 4.2.1.11
E8MZMO enolase XII Anaerolinea thermophila 4.2.1.11
B4UDM8 enolase XII Anaeromyxobacter sp. 4.2.1.11
BOMCZ0 enolase XII Anaerostipes caccae 4.2.1.11
E5VQN4 enolase XII Anaerostipes sp. 4.2.1.11
E5VYZ4 enolase XII Anaerostipes sp. 4.2.1.11
BOP761 enolase XII Anaerotruncus colihominis 4.2.1.11
R7EMX6 enolase XII Anaerotruncus sp. 4.2.1.11
D1AUQO enolase XII Anaplasma centrale 4.2.1.11
Q5PAS6 enolase XII Anaplasma marginale 4.2.1.11
Q2GK24 enolase XII Anaplasma phagocytophilum 4.2.1.11

AOAO74L5A1  enolase X1 Anditalea andensis 4.2.1.11
AOAOD1VUV8 enolase XII Aneurinibacillus migulanus 4.2.1.11
S9UQY9 enolase XII Angomonas deanei
Q8MU59 enolase XII Anisakis simplex 4.2.1.11
AOAO59F2B4  enolase XII Anncaliia algerae
AOAO84VBB8 enolase XII Anopheles sinensis
AOAO61HOM9 enolase XII Anthracocystis flocculosa
W4G9J6 enolase XII Aphanomyces astaci
W4GNV5 enolase XII Aphanomyces astaci
AOAOC5QHO5  enolase XII Aphis gossypii
A0A088A4S1  enolase XII Apis mellifera
AO0A011U786 enolase XII Aquamicrobium defluvii 4.2.1.11
AOA095X718 enolase XII Arcanobacterium sp. 4.2.1.11
029133 enolase XII Archaeoglobus fulgidus 4.2.1.11
NOBJJ5 enolase XII Archaeoglobus sulfaticallidus 4.2.1.11
F2KPR7 enolase XII Archaeoglobus veneficus 4.2.1.11
AOAOBSHVJI7  enolase XII archaeon GW2011 AR10 4.2.1.11
AOAOBSHNI5 enolase XII archaeon GW2011 AR15 4.2.1.11
AOAOB3AA17  enolase XII archaeon GW2011 AR3 4.2.1.11
AOAOB3AD6E5  enolase XII archaeon GW2011 AR4 4.2.1.11
AOAOB3AGC8 enolase XII archacon GW2011 AR9 4.2.1.11
ABEWYO enolase X1 Arcobacter butzleri 4.2.1.11
RIGSL1 enolase XII Arcticibacter svalbardensis 4.2.1.11
AOAO91BEX6 enolase XII Arenimonas composti 4.2.1.11
AOAO91BEFO enolase XII Arenimonas malthae 4.2.1.11
AOAO91AZEO enolase XII Arenimonas oryziterrae 4.2.1.11
AOA095YF18 enolase XII Arthrobacter albus 4.2.1.11
E1VTK8 enolase XII Arthrobacter arilaitensis 4.2.1.11
A1R485 enolase XII Arthrobacter aurescens 4.2.1.11
N1UX89 enolase XII Arthrobacter crystallopoietes 4.2.1.11
AOAQ78MPS4  enolase XII Arthrobacter sp. 4.2.1.11
AOAOA1D221  enolase XII Arthrobacter sp. 4.2.1.11
AOAOBOQFF5  enolase XII Asaia platycodi 4.2.1.11
E5D7U6 enolase XII Ascaris suum
F1KzZV7 enolase XII Ascaris suum
AOAO17SKH9 enolase XII Aspergillus ruber
V4Q0S0 enolase XII Asticcacaulis benevestitus 4.2.1.11
V4NTOO0 enolase XII Asticcacaulis sp. 4.2.1.11
L7R619 enolase XII Astrotischeria sp.
D3EPI1 enolase XII Atelocyanobacterium thalassa 4.2.1.11
N2BSQ1 enolase X1II Atopobium minutum 4.2.1.11
Uiwua7 enolase XII Atopobium sp. 4.2.1.11
Z4WQ88 enolase XII Atopobium sp. 4.2.1.11
F1T678 enolase XII Atopobium vaginae 4.2.1.11
Q1YI20 enolase XII Aurantimonas manganoxydans 4.2.1.11
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AOAOB1Q696 enolase XII Aureimonas altamirensis 4.2.1.11
AOAO74XUU4 enolase XII Aureobasidium pullulans
AOAO74Y2Z9 enolase XII Aureobasidium subglaciale

K6VMU6 enolase XII Austwickia chelonae 4.2.1.11
A1KT7F6 enolase XII Azoarcus sp. 4.2.1.11
HOPST5 enolase XII Azoarcus sp. 4.2.1.11
B6YQN5 enolase XII Azobacteroides pseudotrichonymphae 4.2.1.11
GTZBA7 enolase XII Azospirillum lipoferum 4.2.1.11
R6IOUS enolase XII Azospirillum sp. 4.2.1.11
AOAQOF2KLX9 enolase XII Azospirillum thiophilum 4.2.1.11
AOAOC4WIO98 enolase XII Azotobacter chroococcum 4.2.1.11
AOA061D7V7  enolase XII Babesia bigemina
waQLY1 enolase XII Bacillus akibai 4.2.1.11
AOAO72NSP6  enolase XII Bacillus azotoformans 4.2.1.11
AOAOC2YCL4 enolase XII Bacillus badius 4.2.1.11
E6TRC7 enolase XII Bacillus cellulosilyticus 4.2.1.11
R8SPP2 enolase XII Bacillus cereus 4.2.1.11
F7Z5V9 enolase XII Bacillus coagulans 4.2.1.11
A7GUR7 enolase XII Bacillus cytotoxicus 4.2.1.11
AOAOABY2H5 enolase XII Bacillus ginsengihumi 4.2.1.11
Q9K717 enolase XII Bacillus halodurans 4.2.1.11
AOA084GMW6  enolase XII Bacillus indicus 4.2.1.11
Q65EN2 enolase XII Bacillus licheniformis 4.2.1.11
18UJJ8 enolase XII Bacillus macauensis 4.2.1.11
RI9C685 enolase XII Bacillus nealsonii 4.2.1.11
D6Y131 enolase XII Bacillus selenitireducens 4.2.1.11
AOAOA8JDW5  enolase XII Bacillus sp. 4.2.1.11
A6CTF9 enolase XII Bacillus sp. 4.2.1.11
R7F3G1 enolase XII Bacillus sp. 4.2.1.11
U1YXI7 enolase XII Bacillus sp. 4.2.1.11
AOAODOFSYO enolase XII Bacillus thermoamylovorans 4.2.1.11
TOC3CO enolase XII Bacteriovorax sp. 4.2.1.11
TOSFR9 enolase XII Bacteriovorax sp. 4.2.1.11
TOSW82 enolase XII Bacteriovorax sp. 4.2.1.11
AOA081C9G1  enolase XII bacterium UASB270 4.2.1.11
AOAOA1PWK2 enolase XII bacterium YEKO0313 4.2.1.11
AOAOA1PXY9 enolase XII bacterium YEKO0313 4.2.1.11
UsQ7Q1 enolase XII Bacteroidales bacterium 4.2.1.11
F3ZNJ2 enolase XII Bacteroides coprosuis 4.2.1.11
AOAO15URF2 enolase XII Bacteroides fragilis 4.2.1.11
AOAO17PKJ1 enolase XII Bacteroides fragilis 4.2.1.11
R5AXN1 enolase XII Bacteroides sp. 4.2.1.11
R5C628 enolase XII Bacteroides sp. 4.2.1.11
RBEF4N9 enolase XII Bacteroides sp. 4.2.1.11
RBRUU6B enolase XII Bacteroides sp. 4.2.1.11
RBEYMZ3 enolase XII Bacteroides sp. 4.2.1.11
A6L3M9 enolase XII Bacteroides vulgatus 4.2.1.11
S8FEI4 enolase XII Bacteroidetes bacterium 4.2.1.11
WOEUB2 enolase XII Barnesiella viscericola 4.2.1.11
M1P3G5 enolase XII Bartonella australis 4.2.1.11
J1JCT8 enolase X1II Bartonella doshiae 4.2.1.11
E6YV45 enolase X1II Bartonella sp. 4.2.1.11
J1J77Z9 enolase XII Bartonella tamiae 4.2.1.11
AOAO77DG27  enolase XII Basilea psittacipulmonis 4.2.1.11
Q1LTN8 enolase XII Baumannia cicadellinicola 4.2.1.11

Q6MPQ2 enolase XII Bdellovibrio bacteriovorus 4.2.1.11
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WEWWX2 enolase XII Bdellovibrio bacteriovorus 4.2.1.11
M4VA81 enolase XII Bdellovibrio exovorus 4.2.1.11
I3CGF1 enolase XII Beggiatoa alba 4.2.1.11
B2IKR4 enolase XII Beijerinckia indica 4.2.1.11
137523 enolase XII Belliella baltica 4.2.1.11
Q1N1K9 enolase XII Bermanella marisrubri 4.2.1.11
B6BUG8 enolase XII beta proteobacterium 4.2.1.11
C5C093 enolase XII Beutenbergia cavernae 4.2.1.11
C5C344 enolase XII Beutenbergia cavernae 4.2.1.11
M7NVD4 enolase XII Bhargavaea cecembensis 4.2.1.11
B7GTK2 enolase XII Bifidobacterium longum 4.2.1.11

AOAO87BVH7 enolase XII Bifidobacterium mongoliense 4.2.1.11
R6PZZ7 enolase XII Bifidobacterium pseudocat. 4.2.1.11
AOAO87CCT8 enolase XII Bifidobacterium psychraerophilum 4.2.1.11
AOAO87CDH6 enolase XII Bifidobacterium psychraerophilum 4.2.1.11
AOAOB7ETE1 enolase XII Bifidobacterium subtile 4.2.1.11
E5Y3S6 enolase XII Bilophila wadsworthia 4.2.1.11
G2EBH4 enolase XII Bizionia argentinensis 4.2.1.11
H6RSI7 enolase XII Blastococcus saxobsidens 4.2.1.11
WIOBW68 enolase XII Blastomonas sp. 4.2.1.11
D0J9G5 enolase XII Blattabacterium sp. 4.2.1.11
DOJAU7 enolase XII Blattabacterium sp. 4.2.1.11
G7SQ43 enolase XII Blattabacterium sp. 4.2.1.11
G8LRT6 enolase XII Blattabacterium sp. 4.2.1.11
I3QGR6 enolase XII Blattabacterium sp. 4.2.1.11
M4ZSN7 enolase XII Blattabacterium sp. 4.2.1.11
U3Q9K8 enolase XII Blattabacterium sp. 4.2.1.11
Q2HXW9 enolase XII Blattella germanica
REBYA2 enolase XII Blautia hydrogenotrophica 4.2.1.11
D4LTZ5 enolase XII Blautia obeum 4.2.1.11
REWR54 enolase XII Blautia sp. 4.2.1.11
R6GIK6 enolase XII Blautia sp. 4.2.1.11
REKMY2 enolase XII Blautia sp. 4.2.1.11
R6KQX6 enolase XII Blautia sp. 4.2.1.11
R7JUY7 enolase XII Blautia sp. 4.2.1.11
AOAOE3U3UO enolase XII Blochmannia endosymbiont 4.2.1.11
AOAOE3U3V9  enolase XII Blochmannia endosymbiont 4.2.1.11
Q7VQH3 enolase XII Blochmannia floridanus 4.2.1.11
ESQ5R8 enolase XII Blochmannia vafer 4.2.1.11
A9TIP8 enolase XII Bordetella petrii 4.2.1.11
AOAO8B5FC53  enolase XII Bosea sp. 4.2.1.11
AOAO22KRJI8 enolase XII Brachybacterium muris 4.2.1.11
Z9JRZ5 enolase XII Brachybacterium phenoliresistens 4.2.1.11
REHIMS enolase XII Brachyspira sp. 4.2.1.11
AOAOD1L9CO enolase XII Bradyrhizobium elkanii 4.2.1.11
I2JUEO enolase XII Brettanomyces bruxellensis
HOU8M2 enolase XII Brevibacillus laterosporus 4.2.1.11
K9AP50 enolase XII Brevibacterium casei 4.2.1.11
F4R2M3 enolase XII Brevundimonas diminuta 4.2.1.11
W7CMC8 enolase XII Brochothrix thermosphacta 4.2.1.11
A5VQQ7 enolase XII Brucella ovis 4.2.1.11
W5XWAO enolase X1II Brugia malayi
F7TWZI6 enolase XII Buchnera aphidicola 4.2.1.11
G2LNB7 enolase XII Buchnera aphidicola 4.2.1.11
G2LPRO enolase XII Buchnera aphidicola 4.2.1.11

P57492 enolase XII Buchnera aphidicola 4.2.1.11
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P59566 enolase XII Buchnera aphidicola 4.2.1.11
QO57H3 enolase XII Buchnera aphidicola 4.2.1.11
WOP4H1 enolase XII Buchnera aphidicola 4.2.1.11
D2MMAO enolase XII Bulleidia extructa 4.2.1.11

AOAO88UHO93  enolase XII Burkholderia cenocepacia 4.2.1.11
AOA038GYN1 enolase XII Burkholderia jiangsuensis 4.2.1.11
AOAO63BLY4 enolase XII Burkholderia sp. 4.2.1.11
G8MLM1 enolase XII Burkholderia sp. 4.2.1.11
I5D2M8 enolase XII Burkholderia terrae 4.2.1.11
AOAOA1H932 enolase XII Burkholderiales bacterium 4.2.1.11
H5WU84 enolase XII Burkholderiales bacterium 4.2.1.11
H5WV27 enolase XII Burkholderiales bacterium 4.2.1.11
R8VSD1 enolase XII Butyricicoccus pullicaecorum 4.2.1.11
R6QNB4 enolase XII Butyrivibrio sp. 4.2.1.11
K9HID7 enolase XII Caenispirillum salinarum 4.2.1.11
Q27527 enolase XII Caenorhabditis elegans 4.2.1.11
BI9MS47 enolase XII Caldicellulosiruptor bescii 4.2.1.11
IOHYU7 enolase XII Caldilinea aerophila 4.2.1.11
R1CVU6 enolase XII Caldisalinibacter kiritimatiensis 4.2.1.11
I0GJIN1 enolase XII Caldisericum exile 4.2.1.11
LOA874 enolase XII Caldisphaera lagunensis 4.2.1.11
E4TII5 enolase XII Calditerrivibrio nitroreducens 4.2.1.11
H1XXR5 enolase XII Caldithrix abyssi 4.2.1.11
VOKTO03 enolase XII Callorhinchus milii
AOAQ96CUQ6  enolase XII Caloranaerobacter azorensis 4.2.1.11
K9UVM7 enolase XII Calothrix sp. 4.2.1.11
A6DBB7 enolase XII Caminibacter mediatlanticus 4.2.1.11
E2A4J2 enolase XII Camponotus floridanus
AOAO71L7T1 enolase XII Campylobacter hyointestinalis 4.2.1.11
AOAO76FE33 enolase XII Campylobacter iguaniorum 4.2.1.11
ABFNY3 enolase XII Campylobacter jejuni 4.2.1.11
BOKENO enolase XII Campylobacter lari 4.2.1.11
E6LBL3 enolase XII Campylobacter upsaliensis 4.2.1.11
S3XYQ3 enolase XII Campylobacter ureolyticus 4.2.1.11
P30575 enolase XII Candida albicans 4.2.1.11
Q6FQY4 enolase XII Candida glabrata 4.2.1.11
Q6FTW6 enolase XII Candida glabrata 4.2.1.11
M3HQP4 enolase XII Candida maltosa
H8WWN3 enolase XII Candida orthopsilosis
G3B384 enolase XII Candida tenuis
C5MD83 enolase XII Candida tropicalis
TOL8N5S enolase XII candidate division 4.2.1.11
V5RSC4 enolase XII candidate division 4.2.1.11
AOAO11R2D7 enolase XII Candidatus Accumulibacter 4.2.1.11
AOAO11R6R8 enolase XII Candidatus Accumulibacter 4.2.1.11
AOAO31LP76 enolase XII Candidatus Acidianus 4.2.1.11
S5DYEOQ enolase XII Candidatus Actinomarina 4.2.1.11
IOR1EO enolase XII Candidatus Aquiluna 4.2.1.11
AOAOF5MMT9  enolase XII Candidatus Arcanobacter 4.2.1.11
G2IFW8 enolase XII Candidatus Arthromitus 4.2.1.11
AOAO8B6CFU7  enolase X1II Candidatus Atelocyanobacterium 4.2.1.11
V6DGH4 enolase XII Candidatus Babela 4.2.1.11
AOAO8BNAG7 enolase XII Candidatus Baumannia 4.2.1.11
AOAO77BZY2 enolase XII Candidatus Caedibacter 4.2.1.11
E6P9C1 enolase XII Candidatus Caldiarchaeum 4.2.1.11

W6LXS8 enolase XII Candidatus Contendobacter 4.2.1.11
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K7YMT3 enolase XII Candidatus Endolissoclinum 4.2.1.11
VOTV54 enolase XII Candidatus Endolissoclinum 4.2.1.11
waLQ41 enolase XII Candidatus Entotheonella 4.2.1.11
G2J9E7 enolase XII Candidatus Glomeribacter 4.2.1.11
V4HI73 enolase XII Candidatus Halobonum 4.2.1.11
W8GT69 enolase XII Candidatus Hepatoplasma 4.2.1.11
C5WCD6 enolase XII Candidatus Ishikawaella 4.2.1.11
I3IQ47 enolase XII Candidatus Jettenia 4.2.1.11
M1L2L6 enolase XII Candidatus Kinetoplastibacterium 4.2.1.11
M1LQ27 enolase XII Candidatus Kinetoplastibacterium 4.2.1.11
M1MBAS enolase XII Candidatus Kinetoplastibacterium 4.2.1.11
Q1PYTO enolase XII Candidatus Kuenenia 4.2.1.11

AOAOF3GUI8 enolase XII Candidatus Magnetobacterium 4.2.1.11
ROT650 enolase XII Candidatus Methanomassiliicoccus 4.2.1.11
AOA062UZ33 enolase XII Candidatus Methanoperedens 4.2.1.11
AOAOA7LBA2 enolase XII Candidatus Methanoplasma 4.2.1.11
R4Z728 enolase XII Candidatus Microthrix 4.2.1.11
AOAQOF3NM79 enolase XII Candidatus Neoehrlichia 4.2.1.11
FIOCU46 enolase XII Candidatus Nitrosoarchaeum 4.2.1.11
I3DONO enolase XII Candidatus Nitrosopumilus 4.2.1.11
KOB7H8 enolase XII Candidatus Nitrosopumilus 4.2.1.11
U3U5MO enolase XII Candidatus Pantoea 4.2.1.11
AOAQO77AVM8 enolase XII Candidatus Paracaedibacter 4.2.1.11
X5MEN1 enolase XII Candidatus Phaeomarinobacter 4.2.1.11
AOAOB4CNU9 enolase XII Candidatus Photodesmus 4.2.1.11
S3DZ14 enolase XII Candidatus Photodesmus 4.2.1.11
U6EOB2 enolase XII Candidatus Phytoplasma
G2GXN7 enolase XII Candidatus Regiella 4.2.1.11
AOAOC1V7Q8 enolase XII Candidatus Riesia 4.2.1.11
AOAOA7PB42 enolase XII Candidatus Saccharibacteria 4.2.1.11
AOAOBOEJN5 enolase XII Candidatus Scalindua 4.2.1.11
U5N4K5 enolase XII Candidatus Symbiobacter 4.2.1.11
AOAO90AQCO enolase XII Candidatus Tachikawaea, 4.2.1.11
AOAOABP389 enolase XII Candidatus Thiomargarita 4.2.1.11
L7VNO6 enolase XII Candidatus Uzinura 4.2.1.11
R7VFP9 enolase XII Capitella teleta
R7VKI5 enolase XII Capitella teleta
S2VKL4 enolase XII Capnocytophaga granulosa 4.2.1.11
J1GSM3 enolase XII Capnocytophaga sp. 4.2.1.11
Q3AFC8 enolase XII Carboxydothermus hydrog. 4.2.1.11
X5J8W8 enolase XII Cardinium endosymbiont 4.2.1.11
G9ZHP1 enolase XII Cardiobacterium valvarum 4.2.1.11
U58754 enolase XII Carnobacterium inhibens 4.2.1.11
K8E5Q7 enolase XII Carnobacterium maltaromaticum 4.2.1.11
W8X369 enolase XII Castellaniella defragrans 4.2.1.11
K8ZC71 enolase XII Catellicoccus marimammalium 4.2.1.11
R7GLE2 enolase XII Catenibacterium sp. 4.2.1.11
W7QKR7 enolase XII Catenovulum agarivorans 4.2.1.11
C7Q4T1 enolase XII Catenulispora acidiphila 4.2.1.11
C7QJ14 enolase XII Catenulispora acidiphila 4.2.1.11
V2Z4X0 enolase XII Catonella morbi 4.2.1.11
B8GW68 enolase XII Caulobacter crescentus 4.2.1.11
AOAOB5DSB8  enolase XII Celeribacter indicus 4.2.1.11
AOAOAOB6KS5  enolase XII Cellulomonas cellasea 4.2.1.11
F4GYM5 enolase XII Cellulomonas fimi 4.2.1.11

E6XEG1 enolase XII Cellulophaga algicola 4.2.1.11
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F2JKY7 enolase XII Cellulosilyticum lentocellum 4.2.1.11
B3PJB3 enolase XII Cellvibrio japonicus 4.2.1.11

A0A026W628 enolase XII Cerapachys biroi
M2R5Y1 enolase XII Ceriporiopsis subvermispora
M7N9S4 enolase XII Cesiribacter andamanensis 4.2.1.11
U7v8T5 enolase XII Cetobacterium somerae 4.2.1.11
K9UM30 enolase XII Chamaesiphon minutus 4.2.1.11
Q11HU8 enolase XII Chelativorans sp. 4.2.1.11
M7AU4AT enolase XII Chelonia mydas
U7DBAS enolase XII Chitinivibrio alkaliphilus 4.2.1.11
Q9PJF3 enolase XII Chlamydia muridarum 4.2.1.11
V8TSC2 enolase XII Chlamydia pecorum 4.2.1.11
Q9Z7A6 enolase XII Chlamydia pneumoniae 4.2.1.11
S7J3E1 enolase XII Chlamydia psittaci 4.2.1.11
S7J7B3 enolase XII Chlamydia psittaci 4.2.1.11
Q821H7 enolase XII Chlamydophila caviae 4.2.1.11
G2LGQ2 enolase XII Chloracidobacterium thermophilum 4.2.1.11
B3EL51 enolase XII Chlorobium phaeobacteroides 4.2.1.11
A4SGL6 enolase XII Chlorobium phaeovibrioides 4.2.1.11
Q8KG25 enolase XII Chlorobium tepidum 4.2.1.11
B3QXY4 enolase XII Chloroherpeton thalassium 4.2.1.11

AOAO17T7X0  enolase XII Chondromyces apiculatus 4.2.1.11
R7QG79 enolase XII Chondrus crispus

AOAOC1CMO3 enolase XII Chromobacterium piscinae 4.2.1.11
Q1QZX7 enolase XII Chromohalobacter salexigens 4.2.1.11
D7WOW2 enolase XII Chryseobacterium gleum 4.2.1.11

AOAOC1FD52 enolase XII Chryseobacterium jeonii 4.2.1.11
B4D3Y9 enolase XII Chthoniobacter flavus 4.2.1.11
B4D7J4 enolase XII Chthoniobacter flavus 4.2.1.11
SOEX45 enolase XII Chthonomonas calidirosea 4.2.1.11
F6XZ93 enolase XII Ciona intestinalis
R8WMY5 enolase XII Citrobacter sp. 4.2.1.11

AOAOD2G558  enolase XII Cladophialophora bantiana

AOAOD2DE61  enolase XII Cladophialophora immunda
BORH60 enolase XII Clavibacter michiganensis 4.2.1.11
BOVFQO enolase XII Cloacimonas acidaminovorans 4.2.1.11
G7YF68 enolase XII Clonorchis sinensis

AOAOF2PY17 enolase XII Clostridiaceae bacterium 4.2.1.11
CBEGE1 enolase XII Clostridiales bacterium 4.2.1.11
U2CZA6 enolase XII Clostridiales bacterium 4.2.1.11
KOBOD4 enolase XII Clostridium acidurici 4.2.1.11

AOAOC1R7E7 enolase XII Clostridium argentinense 4.2.1.11

AOAOA7TFSA5  enolase XII Clostridium baratii 4.2.1.11
A8RRX2 enolase XII Clostridium bolteae 4.2.1.11
WBRWZ7 enolase XII Clostridium bornimense 4.2.1.11
W6RZM7 enolase XII Clostridium bornimense 4.2.1.11
B8I4U1 enolase XII Clostridium cellulolyticum 4.2.1.11
D9SRY4 enolase XII Clostridium cellulovorans 4.2.1.11
S6ET97 enolase XII Clostridium chauvoei 4.2.1.11
R7PLU1 enolase XII Clostridium clostridioforme 4.2.1.11
NOWAS7 enolase XII Clostridium colicanis 4.2.1.11
U2NLK5 enolase XII Clostridium intestinale 4.2.1.11
BOE6B1 enolase XII Clostridium kluyveri 4.2.1.11
D8GUQ9 enolase XII Clostridium ljungdahlii 4.2.1.11
R6PCS5 enolase XII Clostridium nexile 4.2.1.11

R4KCY6 enolase XII Clostridium pasteurianum 4.2.1.11
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QOTQZ2 enolase XII Clostridium perfringens 4.2.1.11
A9KQ46 enolase XII Clostridium phytofermentans 4.2.1.11

AOAOE3K339 enolase XII Clostridium scatologenes 4.2.1.11

AOA099SCX5  enolase XII Clostridium sp. 4.2.1.11
D4CEB5 enolase XII Clostridium sp. 4.2.1.11
FOYV98 enolase XII Clostridium sp. 4.2.1.11
F0Z038 enolase XII Clostridium sp. 4.2.1.11
F7V8H4 enolase XII Clostridium sp. 4.2.1.11
JOMXT4 enolase XII Clostridium sp. 4.2.1.11
J1HAK4 enolase XII Clostridium sp. 4.2.1.11
K6U295 enolase XII Clostridium sp. 4.2.1.11
N2AUK7 enolase XII Clostridium sp. 4.2.1.11
RBA8T9 enolase XII Clostridium sp. 4.2.1.11
R5J3B2 enolase XII Clostridium sp. 4.2.1.11
R5JWRO enolase XII Clostridium sp. 4.2.1.11
R5KKF9 enolase XII Clostridium sp. 4.2.1.11
RBKZCO enolase XII Clostridium sp. 4.2.1.11
R5P359 enolase XII Clostridium sp. 4.2.1.11
R5QCC7 enolase XII Clostridium sp. 4.2.1.11
R5SXG5 enolase XII Clostridium sp. 4.2.1.11
R5TINS enolase XII Clostridium sp. 4.2.1.11
REYTNG enolase XII Clostridium sp. 4.2.1.11
R6BE23 enolase XII Clostridium sp. 4.2.1.11
R6C434 enolase XII Clostridium sp. 4.2.1.11
RE6CARB enolase XII Clostridium sp. 4.2.1.11
R6CWK7 enolase XII Clostridium sp. 4.2.1.11
R6DDR6 enolase XII Clostridium sp. 4.2.1.11
R6GR49 enolase XII Clostridium sp. 4.2.1.11
REMOW9 enolase XII Clostridium sp. 4.2.1.11
RENC83 enolase XII Clostridium sp. 4.2.1.11
R6TUUS enolase XII Clostridium sp. 4.2.1.11
R6X8W2 enolase XII Clostridium sp. 4.2.1.11
R6Y2J9 enolase XII Clostridium sp. 4.2.1.11
REYOW2 enolase XII Clostridium sp. 4.2.1.11
R7A1X2 enolase XII Clostridium sp. 4.2.1.11
R7ARZ3 enolase XII Clostridium sp. 4.2.1.11
R7C9K1 enolase XII Clostridium sp. 4.2.1.11
R7FM99 enolase XII Clostridium sp. 4.2.1.11
R7GFJ1 enolase XII Clostridium sp. 4.2.1.11
R7GKB7 enolase XII Clostridium sp. 4.2.1.11
R7JZY1 enolase XII Clostridium sp. 4.2.1.11
R7KAIG enolase XII Clostridium sp. 4.2.1.11
R7LMHO enolase XII Clostridium sp. 4.2.1.11
R7LT33 enolase XII Clostridium sp. 4.2.1.11
R7MIY7 enolase XII Clostridium sp. 4.2.1.11
R7P9U4 enolase XII Clostridium sp. 4.2.1.11
U2BJ93 enolase XII Clostridium sp. 4.2.1.11
U2DVZ7 enolase XII Clostridium sp. 4.2.1.11
L7VLP4 enolase XII Clostridium stercorarium 4.2.1.11

AOA084JC85 enolase XII Clostridium sulfidigenes 4.2.1.11
Q898R0O enolase XII Clostridium tetani 4.2.1.11
A3DBQR5 enolase XII Clostridium thermocellum 4.2.1.11
W6N463 enolase XII Clostridium tyrobutyricum 4.2.1.11
M2S4T4 enolase XII Cochliobolus sativus

AOAOC2QHS7  enolase XII Cohnella sp. 4.2.1.11
B4Ww4X0 enolase XII Coleofasciculus chthonoplastes 4.2.1.11
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R6ZBN4 enolase XII Collinsella sp. 4.2.1.11
G1WI20 enolase XII Collinsella tanakaei 4.2.1.11

AOAO99L184 enolase XII Colwellia psychrerythraea 4.2.1.11
Q47WR1 enolase XII Colwellia psychrerythraea 4.2.1.11
AOAOE3B9K5 enolase XII Comamonas testosteroni 4.2.1.11
GBEZF6 enolase XII Commensalibacter intestini 4.2.1.11
D3F4F0 enolase XII Conexibacter woesei 4.2.1.11
D3F9w2 enolase XII Conexibacter woesei 4.2.1.11
D3FEF2 enolase XII Conexibacter woesei 4.2.1.11
E7GDZ0 enolase XII Coprobacillus sp. 4.2.1.11
H1AJHS8 enolase XII Coprobacillus sp. 4.2.1.11
R5G4X5 enolase XII Coprobacillus sp. 4.2.1.11
R7DT71 enolase XII Coprobacillus sp. 4.2.1.11
D4JC66 enolase XII Coprococcus catus 4.2.1.11
R5JG55 enolase XII Coprococcus sp. 4.2.1.11
R7L502 enolase XII Coraliomargarita sp. 4.2.1.11
H8MHWO enolase XII Corallococcus coralloides 4.2.1.11
AOAOA8B4X1 enolase XII Coriobacteriaceae bacterium 4.2.1.11
D5NVUO enolase XII Corynebacterium ammoniagenes 4.2.1.11
U3GWH2 enolase XII Corynebacterium argentoratense 4.2.1.11
AOAQ75TUK9  enolase XII Corynebacterium atypicum 4.2.1.11
C3PFA7 enolase XII Corynebacterium aurimucosum 4.2.1.11
AOAO97IET2 enolase XII Corynebacterium doosanense 4.2.1.11
L1MN98 enolase XII Corynebacterium durum 4.2.1.11
AOAO95Y0T2 enolase XII Corynebacterium freneyi 4.2.1.11
C2GIP5 enolase XII Corynebacterium glucuronolyticum 4.2.1.11
X5DS44 enolase XII Corynebacterium glyciniphilum 4.2.1.11
AOAO76NQL1 enolase XII Corynebacterium imitans 4.2.1.11
EODIN6 enolase XII Corynebacterium matruchotii 4.2.1.11
F8EOIO enolase XII Corynebacterium resistens 4.2.1.11
S2Y239 enolase XII Corynebacterium sp. 4.2.1.11
U7MKX9 enolase XII Corynebacterium sp. 4.2.1.11
S4XFAO enolase XII Corynebacterium terpenotabidum 4.2.1.11
AOAO95YGV8  enolase XII Corynebacterium tuscaniense 4.2.1.11
B1VFLO enolase XII Corynebacterium urealyticum 4.2.1.11
AOAO77HM10 enolase XII Corynebacterium ureicelerivorans 4.2.1.11
AOAOABES8C8 enolase XII Coxiella endosymbiont 4.2.1.11
AOA090CZI2 enolase XII Criblamydia sequanensis 4.2.1.11
K9VY78 enolase XII Crinalium epipsammum 4.2.1.11
A3U7P5 enolase XII Croceibacter atlanticus 4.2.1.11
AOAOBBE107 enolase XII Cryobacterium sp. 4.2.1.11
Q6RGO4 enolase XII Cryphonectria parasitica 4.2.1.11
C7MP99 enolase XII Cryptobacterium curtum 4.2.1.11
Q5KG11 enolase XII Cryptococcus neoformans
Q5KLA7 enolase XII Cryptococcus neoformans
AOA010ZMQ2 enolase XII Cryptosporangium arvum 4.2.1.11
FOX3K6 enolase XII Cryptosporidium parvum
AOAOC4AYUL7 enolase XII Cupriavidus basilensis 4.2.1.11
GOEYL2 enolase XII Cupriavidus necator 4.2.1.11
AOAO69IDF6 enolase XII Cupriavidus sp. 4.2.1.11
A0A022L8J1 enolase X1II Curtobacterium flaccumfaciens 4.2.1.11
AOA022LJX3 enolase XII Curtobacterium flaccumfaciens 4.2.1.11
M1V8C2 enolase XII Cyanidioschyzon merolae
K9Z2Q2 enolase XII Cyanobacterium aponinum 4.2.1.11
K9YPY5 enolase XII Cyanobacterium stanieri 4.2.1.11

K9P9R2 enolase XII Cyanobium gracile 4.2.1.11
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B1WNS7 enolase XII Cyanothece sp. 4.2.1.11
B7Jw48 enolase XII Cyanothece sp. 4.2.1.11
B7KL24 enolase XII Cyanothece sp. 4.2.1.11
B8HQY9 enolase XII Cyanothece sp. 4.2.1.11

AOAO61B1C1  enolase XII Cyberlindnera fabianii
STVFJ1 enolase XII Cyclobacterium qasimii 4.2.1.11
KOC3E4 enolase XII Cycloclasticus sp. 4.2.1.11
S9P1Z2 enolase XII Cystobacter fuscus 4.2.1.11
M5G9J7 enolase XII Dacryopinax sp.
STZZF7 enolase XII Dactylellina haptotyla
K9YU61 enolase XII Dactylococcopsis salina 4.2.1.11
P42040 enolase XII Davidiella tassiana 4.2.1.11
Q6BI20 enolase XII Debaryomyces hansenii 4.2.1.11
Q6BTB1 enolase XII Debaryomyces hansenii 4.2.1.11
D3PAT9 enolase XII Deferribacter desulfuricans 4.2.1.11
AOAO59ITG3 enolase XII Defluviimonas sp. 4.2.1.11
AOAOC7P350 enolase XII Defluviitoga tunisiensis 4.2.1.11
WOEJI7 enolase XII Dehalobacter restrictus 4.2.1.11
Q3ZX11 enolase XII Dehalococcoides mccartyi 4.2.1.11
C1CXJ3 enolase XII Deinococcus deserti 4.2.1.11
H8GS35 enolase XII Deinococcus gobiensis 4.2.1.11
E8U3X3 enolase XII Deinococcus maricopensis 4.2.1.11
LOA356 enolase XII Deinococcus peraridilitoris 4.2.1.11
FORIS3 enolase XII Deinococcus proteolyticus 4.2.1.11
A9BZT6 enolase XII Delftia acidovorans 4.2.1.11
D8F8Y9 enolase XII delta proteobacterium 4.2.1.11
QININ6 enolase XII delta proteobacterium 4.2.1.11
J3IWT4 enolase XII Dendroctonus ponderosae
J3JXBT7 enolase XII Dendroctonus ponderosae
D4H5B2 enolase XII Denitrovibrio acetiphilus 4.2.1.11
837237 enolase XII Dermabacter sp. 4.2.1.11
X4ZE83 enolase XII Dermatophagoides farinae
F5SGJO enolase XII Desmospora sp. 4.2.1.11
E1QL98 enolase XII Desulfarculus baarsii 4.2.1.11
B8FKT4 enolase XII Desulfatibacillum alkenivorans 4.2.1.11
AOAOF2R1S2 enolase XII Desulfatitalea sp. 4.2.1.11
Q24MW5 enolase XII Desulfitobacterium hafniense 4.2.1.11
Q24YW4 enolase XII Desulfitobacterium hafniense 4.2.1.11
WOEGN3 enolase XII Desulfitobacterium metallireducens 4.2.1.11
F2NDZ5 enolase XII Desulfobacca acetoxidans 4.2.1.11
I5B556 enolase XII Desulfobacter postgatei 4.2.1.11
COoQI43 enolase XII Desulfobacterium autotrophicum 4.2.1.11
KON7RO enolase XII Desulfobacula toluolica 4.2.1.11
AOAOF2NR66 enolase XII Desulfobulbaceae bacterium 4.2.1.11
E8RGZ7 enolase XII Desulfobulbus propionicus 4.2.1.11
AOAOA2HYU8 enolase XII Desulfobulbus sp. 4.2.1.11
M1P787 enolase XII Desulfocapsa sulfexigens 4.2.1.11
ABZSY5 enolase XII Desulfococcus oleovorans 4.2.1.11
C8X0C3 enolase XII Desulfohalobium retbaense 4.2.1.11
C7LXR1 enolase XII Desulfomicrobium baculatum 4.2.1.11
I4C776 enolase XII Desulfomonile tiedjei 4.2.1.11
AOAO68JQN2 enolase XII Desulfonatronum thiodismutans 4.2.1.11
B1I0YO enolase XII Desulforudis audaxviator 4.2.1.11
14DC84 enolase XII Desulfosporosinus acidiphilus 4.2.1.11
G2FZ17 enolase XII Desulfosporosinus sp. 4.2.1.11
Q6AMIT7 enolase XII Desulfotalea psychrophila 4.2.1.11
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SOFWX2 enolase XII Desulfotignum phosphitoxidans 4.2.1.11
C8VXZ7 enolase XII Desulfotomaculum acetoxidans 4.2.1.11
C8VZN6 enolase XII Desulfotomaculum acetoxidans 4.2.1.11
R4KLK7 enolase XII Desulfotomaculum gibsoniae 4.2.1.11
F6CN81 enolase XII Desulfotomaculum kuznetsovii 4.2.1.11
F6B4LO enolase XII Desulfotomaculum nigrificans 4.2.1.11
F6DNA6 enolase XII Desulfotomaculum ruminis 4.2.1.11
E6VXR4 enolase XII Desulfovibrio aespoeensis 4.2.1.11
F3YUE2 enolase XII Desulfovibrio africanus 4.2.1.11
F3YYQ2 enolase XII Desulfovibrio africanus 4.2.1.11
Q316Q0 enolase XII Desulfovibrio alaskensis 4.2.1.11
S7UMG9 enolase XII Desulfovibrio alkalitolerans 4.2.1.11
B8J467 enolase XII Desulfovibrio desulfuricans 4.2.1.11
F0JC83 enolase XII Desulfovibrio desulfuricans 4.2.1.11
E1K175 enolase XII Desulfovibrio fructosivorans 4.2.1.11
T2G9P3 enolase XII Desulfovibrio gigas 4.2.1.11
C4XLR9 enolase XII Desulfovibrio magneticus 4.2.1.11
M1wWQM5 enolase XII Desulfovibrio piezophilus 4.2.1.11
B6WVI9 enolase XII Desulfovibrio piger 4.2.1.11
C6BSL8 enolase XII Desulfovibrio salexigens 4.2.1.11
G1UU17 enolase XII Desulfovibrio sp. 4.2.1.11
S7VHH5 enolase XII Desulfovibrio sp. 4.2.1.11
032513 enolase XII Desulfovibrio vulgaris 4.2.1.11
WOJF24 enolase XII Desulfurella acetivorans 4.2.1.11
E6W384 enolase XII Desulfurispirillum indicum 4.2.1.11
D6Z1Z2 enolase XII Desulfurivibrio alkaliphilus 4.2.1.11
FOS3I7 enolase XII Desulfurobacterium thermolithotrophum 4.2.1.11
I3XPV2 enolase XII Desulfurococcus fermentans 4.2.1.11
Q1K122 enolase XII Desulfuromonas acetoxidans 4.2.1.11

AOAOD2JA49 enolase XII Dethiosulfatarculus sandiegensis 4.2.1.11

AOAOF5QA03 enolase XII Devosia epidermidihirudinis 4.2.1.11

AOAOF5FRC7  enolase XII Devosia geojensis 4.2.1.11

AOAOF5LMSO  enolase XII Devosia limi 4.2.1.11

AOAO87LNO6 enolase XII Devosia sp. 4.2.1.11
CILLT5 enolase XII Dialister invisus 4.2.1.11
E4L7U8 enolase XII Dialister microaerophilus 4.2.1.11
R6AQE1 enolase XII Dialister sp. 4.2.1.11
R7CKE7 enolase XII Dialister sp. 4.2.1.11
ABEW24 enolase XII Dichelobacter nodosus 4.2.1.11
B5YF30 enolase XII Dictyoglomus thermophilum 4.2.1.11
F0ZJC2 enolase XII Dictyostelium purpureum

A0A022L2L3  enolase XII Dietzia sp. 4.2.1.11
ASLQL4 enolase XII Dinoroseobacter shibae 4.2.1.11

AOAOB6VRV3  enolase XII Diplonema papillatum

AOAOA2GY83 enolase XII Dokdonia donghaensis 4.2.1.11
H3NBS1 enolase XII Dolosigranulum pigrum 4.2.1.11
R6S333 enolase XII Dorea formicigenerans 4.2.1.11
A6BJ74 enolase XII Dorea longicatena 4.2.1.11
R7FQ69 enolase XII Dorea longicatena 4.2.1.11
R6WUT3 enolase XII Dorea sp. 4.2.1.11
002654 enolase XII Doryteuthis pealeii 4.2.1.11
X5DIB1 enolase XII Draconibacterium orientale 4.2.1.11
W7HVG5S enolase XII Drechslerella stenobrocha
P15007 enolase XII Drosophila melanogaster 4.2.1.11

AOAO23NSI6 enolase XII Dyella jiangningensis 4.2.1.11
F5IZU2 enolase XII Dysgonomonas gadei 4.2.1.11
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F8WXH5 enolase XII Dysgonomonas mossii 4.2.1.11
F8X0M1 enolase XII Dysgonomonas mossii 4.2.1.11
U6JBE4 enolase XII Echinococcus granulosus

AOAOB8Y4F6  enolase XII Echinococcus multilocularis
H1G6M6 enolase XII Ectothiorhodospira sp. 4.2.1.11
DOZAE2 enolase XII Edwardsiella tarda 4.2.1.11
D4F7J4 enolase XII Edwardsiella tarda 4.2.1.11
MOQ9U2 enolase XII Edwardsiella tarda 4.2.1.11
F7UWQO0 enolase XII Eggerthella sp. 4.2.1.11
R5FKV2 enolase XII Eggerthella sp. 4.2.1.11
M2NG10 enolase XII Eggerthia catenaformis 4.2.1.11
Q3YRX9 enolase XII Ehrlichia canis 4.2.1.11
Q5HB46 enolase XII Ehrlichia ruminantium 4.2.1.11
RICPP3 enolase XII Elizabethkingia meningoseptica 4.2.1.11
B2KBAS enolase XII Elusimicrobium minutum 4.2.1.11
R1DQ51 enolase XII Emiliania huxleyi
I2EY78 enolase XII Emticicia oligotrophica 4.2.1.11
E0S9V5 enolase XII Encephalitozoon intestinalis

AOAOC1QK29 enolase XII endosymbiont of 4.2.1.11
G2DDK8 enolase XII endosymbiont of 4.2.1.11
S6BJC3 enolase XII endosymbiont of 4.2.1.11

AOA081KD28 enolase XII Endozoicomonas elysicola 4.2.1.11

AOAO81N5B6  enolase XII Endozoicomonas montiporae 4.2.1.11

AOAO81NBP6 enolase XII Endozoicomonas montiporae 4.2.1.11

AOAO81NK39 enolase XII Endozoicomonas numazuensis 4.2.1.11
W8IFY6 enolase XII Ensifer adhaerens 4.2.1.11
P51555 enolase XII Entamoeba histolytica 4.2.1.11
SOB1X8 enolase XII Entamoeba invadens
R25454 enolase XII Enterococcus asini 4.2.1.11
PODM31 enolase XII Enterococcus faecalis 4.2.1.11
S0JCKO enolase XII Enterococcus saccharolyticus 4.2.1.11
W8GMW5 enolase XII Epicauta chinensis

AOAO85BNE5S  enolase XII Epilithonimonas sp. 4.2.1.11
E4KPA7 enolase XII Eremococcus coleocola 4.2.1.11
I1VYS7 enolase XII Erwinia amylovora 4.2.1.11
E2SP01 enolase XII Erysipelotrichaceae bacterium 4.2.1.11

AOAQ74N3X7 enolase XII Erythrobacter litoralis 4.2.1.11

AOAO74M4W7  enolase XII Erythrobacter sp. 4.2.1.11
A5P7B1 enolase XII Erythrobacter sp. 4.2.1.11
A7ZQM2 enolase XII Escherichia coli 4.2.1.11
EBU7TN2 enolase XII Ethanoligenens harbinense 4.2.1.11
W8T533 enolase XII Eubacterium acidaminophilum 4.2.1.11
C4Z1M9 enolase XII Eubacterium eligens 4.2.1.11
R6G8L4 enolase XII Eubacterium hallii 4.2.1.11
E3GQN7 enolase XII Eubacterium limosum 4.2.1.11
CTHOM7 enolase XII Eubacterium saphenum 4.2.1.11
REDWY2 enolase XII Eubacterium sp. 4.2.1.11
R5L8K6 enolase XII Eubacterium sp. 4.2.1.11
R5LBKO enolase XII Eubacterium sp. 4.2.1.11
R5ZM53 enolase XII Eubacterium sp. 4.2.1.11
R6FX37 enolase XII Eubacterium sp. 4.2.1.11
R6N256 enolase X1II Eubacterium sp. 4.2.1.11
R6Q9G2 enolase XII Eubacterium sp. 4.2.1.11
X8K3z7 enolase XII Eubacterium sulci 4.2.1.11
A5Z9K9 enolase XII Eubacterium ventriosum 4.2.1.11
M7SUV3 enolase XII Eutypa lata
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CAL5H4 enolase XII Exiguobacterium sp. 4.2.1.11
H6C452 enolase XII Exophiala dermatitidis

AOAOD1ZP97 enolase XII Exophiala mesophila

AOAOD2DTF2 enolase XII Exophiala oligosperma

AOAOD1X1A0 enolase XII Exophiala sideris

AOAOD2EVD2 enolase XII Exophiala xenobiotica
K1LIT8 enolase XII Facklamia hominis 4.2.1.11
K1LNU3 enolase XII Facklamia ignava 4.2.1.11
H3NHW3 enolase XII Facklamia languida 4.2.1.11
D4K9R5 enolase XII Faecalibacterium prausnitzii 4.2.1.11
U2PDES enolase XII Faecalitalea cylindroides 4.2.1.11
Q27655 enolase XII Fasciola hepatica 4.2.1.11

AOA098C263 enolase XII Fermentimonas caenicola 4.2.1.11
E1SSZ8 enolase XII Ferrimonas balearica 4.2.1.11
D3S034 enolase XII Ferroglobus placidus 4.2.1.11
SOAQW2 enolase XII Ferroplasma acidarmanus 4.2.1.11

AOAO17RWF6 enolase XII Fervidicella metallireducens 4.2.1.11
ATHNSS enolase XII Fervidobacterium nodosum 4.2.1.11
I0K517 enolase XII Fibrella aestuarina 4.2.1.11
I2GTI7 enolase XII Fibrisoma limi 4.2.1.11

AOAOB8NUK1 enolase XII Fimbriimonas ginsengisoli 4.2.1.11
R5ATB4 enolase XII Firmicutes bacterium 4.2.1.11
R5HC41 enolase XII Firmicutes bacterium 4.2.1.11
R5JC54 enolase XII Firmicutes bacterium 4.2.1.11
REMWK4 enolase XII Firmicutes bacterium 4.2.1.11
R5QVHS5 enolase XII Firmicutes bacterium 4.2.1.11
R5VDN6 enolase XII Firmicutes bacterium 4.2.1.11
R5XFF4 enolase XII Firmicutes bacterium 4.2.1.11
R6BTCH5 enolase XII Firmicutes bacterium 4.2.1.11
RE6ECB8 enolase XII Firmicutes bacterium 4.2.1.11
REBEU80 enolase XII Firmicutes bacterium 4.2.1.11
R6FJY7 enolase XII Firmicutes bacterium 4.2.1.11
R6I2H5 enolase XII Firmicutes bacterium 4.2.1.11
R6MHC3 enolase XII Firmicutes bacterium 4.2.1.11
R6QBMO enolase XII Firmicutes bacterium 4.2.1.11
R6RE25 enolase XII Firmicutes bacterium 4.2.1.11
R6RTY5 enolase XII Firmicutes bacterium 4.2.1.11
R6V2Z8 enolase XII Firmicutes bacterium 4.2.1.11
R6XCB5 enolase XII Firmicutes bacterium 4.2.1.11
R6XJS3 enolase XII Firmicutes bacterium 4.2.1.11
R6ZM70 enolase XII Firmicutes bacterium 4.2.1.11
R6ZNA6 enolase XII Firmicutes bacterium 4.2.1.11
R7BVJ3 enolase XII Firmicutes bacterium 4.2.1.11
R7HIPS enolase XII Firmicutes bacterium 4.2.1.11
R7IFC1 enolase XII Firmicutes bacterium 4.2.1.11
R7MZG8 enolase XII Firmicutes bacterium 4.2.1.11
ROLST9 enolase XII Firmicutes bacterium 4.2.1.11
G6FMZ6 enolase XII Fischerella sp. 4.2.1.11

AOAOC1IP37 enolase XII Flavihumibacter sp. 4.2.1.11
COBMC4 enolase XII Flavobacteria bacterium 4.2.1.11

AOAOF2NWJO enolase XII Flavobacteriales bacterium 4.2.1.11
G8X6E9 enolase XII Flavobacterium columnare 4.2.1.11
ABFN12 enolase XII Flavobacterium johnsoniae 4.2.1.11
A6GZ69 enolase XII Flavobacterium psychrophilum 4.2.1.11

AOAOA2M026 enolase XII Flavobacterium rivuli 4.2.1.11

TI4AMT3 enolase XII Flexibacter litoralis 4.2.1.11
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F8E6J0 enolase XII Flexistipes sinusarabici 4.2.1.11
F2I154 enolase XII Fluviicola taffensis 4.2.1.11
S8F7G9 enolase XII Fomitopsis pinicola

AOAOD2IUS4 enolase XII Fonsecaea multimorphosa
AOAOD2F1F6 enolase XII Fonsecaea pedrosoi
AOAO58ZFZ4  enolase XII Fonticula alba
AOAOC9Q7U7 enolase XII Fopius arisanus
T2KHI7 enolase XII Formosa agariphila 4.2.1.11
AOAOB6D2B9  enolase XII Francisella philomiragia 4.2.1.11
BOU1A7 enolase XII Francisella philomiragia 4.2.1.11
A0Q5J9 enolase XII Francisella tularensis 4.2.1.11
QORCGS8 enolase XII Frankia alni 4.2.1.11
E3JCN4 enolase XII Frankia sp. 4.2.1.11
Q2J619 enolase XII Frankia sp. 4.2.1.11
F8AVT3 enolase XII Frankia symbiont 4.2.1.11
H8L060 enolase XII Frateuria aurantia 4.2.1.11
D4M8A9 enolase XII Fretibacterium fastidiosum 4.2.1.11
QOFZ58 enolase XII Fulvimarina pelagi 4.2.1.11
L8JZQ8 enolase XII Fulvivirga imtechensis 4.2.1.11
AOAOC9MB86  enolase XII fungal sp.
E5BDT5S enolase XII Fusobacterium gonidiaformans 4.2.1.11
C3WGAS8 enolase XII Fusobacterium mortiferum 4.2.1.11
R7LVR3 enolase XII Fusobacterium sp. 4.2.1.11
M2X275 enolase XII Galdieria sulphuraria 4.2.1.11
P07322 enolase XII Gallus gallus 4.2.1.11
P51913 enolase XII Gallus gallus 4.2.1.11
B5JV92 enolase XII gamma proteobacterium 4.2.1.11
E1VNQO enolase XII gamma proteobacterium 4.2.1.11
F3L387 enolase XII gamma proteobacterium 4.2.1.11
F3LF82 enolase XII gamma proteobacterium 4.2.1.11
H3NSK4 enolase XII gamma proteobacterium 4.2.1.11
I2JN34 enolase XII gamma proteobacterium 4.2.1.11
A0A086D121 enolase XII Gammaproteobacteria bacterium 4.2.1.11
AOAOF2P456 enolase XII Gammaproteobacteria bacterium 4.2.1.11
W2UIO02 enolase XII Gammaproteobacteria bacterium 4.2.1.11
K9SBS7 enolase XII Geitlerinema sp. 4.2.1.11
E5V354 enolase XII Gemella morbillorum 4.2.1.11
C1A7Y3 enolase XII Gemmatimonas aurantiaca 4.2.1.11
WORM83 enolase XII Gemmatirosa kalamazoonesis 4.2.1.11
AOAOB5SFRX3  enolase XII Geoalkalibacter subterraneus 4.2.1.11
C5D7M1 enolase XII Geobacillus sp. 4.2.1.11
B5EGF2 enolase XII Geobacter bemidjiensis 4.2.1.11
B3E2S8 enolase XII Geobacter lovleyi 4.2.1.11
Q39T27 enolase XII Geobacter metallireducens 4.2.1.11
Q74AR6 enolase XII Geobacter sulfurreducens 4.2.1.11
D25939 enolase XII Geodermatophilus obscurus 4.2.1.11
AOAOA7GI52 enolase XII Geoglobus acetivorans 4.2.1.11
AOAO61N4W6  enolase XII Geomicrobium sp. 4.2.1.11
AOAO74Q3Q4 enolase XII Georgenia sp. 4.2.1.11
AOAO66T8T3  enolase XII Gilliamella apicola 4.2.1.11
C1J0I5 enolase X1II Gillichthys mirabilis
H2BYB5 enolase XII Gillisia limnaea 4.2.1.11
A6C446 enolase XII Gimesia maris 4.2.1.11
G4QM37 enolase XII Glaciecola nitratireducens 4.2.1.11
H5TB25 enolase XII Glaciecola punicea 4.2.1.11
U5QN03 enolase XII Gloeobacter kilaueensis 4.2.1.11
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K9XFG9 enolase XII Gloeocapsa sp. 4.2.1.11
LBLHN6 enolase XII Gloeocapsa sp. 4.2.1.11
L8LQQ3 enolase XII Gloeocapsa sp. 4.2.1.11
S73302 enolase XII Gloeophyllum trabeum
D3TNV2 enolase XII Glossina morsitans
A9HJT5 enolase XII Gluconacetobacter diazotrophicus 4.2.1.11
K75J92 enolase XII Gluconobacter oxydans 4.2.1.11
Q5FNN5 enolase XII Gluconobacter oxydans 4.2.1.11
G7GNZ4 enolase XII Gordonia amarae 4.2.1.11
GTH610 enolase XII Gordonia araii 4.2.1.11
L7LEA2 enolase XII Gordonia hirsuta 4.2.1.11
H5TJVO enolase XII Gordonia otitidis 4.2.1.11
K6W8F1 enolase XII Gordonia rhizosphera 4.2.1.11
MOQJCS8 enolase XII Gordonia soli 4.2.1.11

AOAOF2GDW3  enolase XII Gordonia sp. 4.2.1.11
W4VHZ2 enolase XII Gracilibacillus boraciitolerans 4.2.1.11
AOM568 enolase XII Gramella forsetii 4.2.1.11

AOA023B3P4 enolase XII Gregarina niphandrodes 4.2.1.11

AOAOC5VMY8 enolase XII Gynuella sunshinyii 4.2.1.11

AOAO97CK68 enolase XII Haemaphysalis flava

AOAO8B6YH16 enolase XII Haematobacter missouriensis 4.2.1.11
E7QSEO enolase XII Haladaptatus paucihalophilus 4.2.1.11
M5E3S6 enolase XII Halanaerobium sacc. 4.2.1.11
DOLHW3 enolase XII Haliangium ochraceum 4.2.1.11
F4KXV2 enolase XII Haliscomenobacter hydrossis 4.2.1.11
MOKMY1 enolase XII Haloarcula amylolytica 4.2.1.11
L5ND55 enolase XII Halobacillus sp. 4.2.1.11
E1X196 enolase XII Halobacteriovorax marinus 4.2.1.11
W0JZU1 enolase XII Halobacterium sp. 4.2.1.11
LOKBR5 enolase XII Halobacteroides halobius 4.2.1.11
MOLWX8 enolase XII Halococcus hamelinensis 4.2.1.11
MOMZC4 enolase XII Halococcus thailandensis 4.2.1.11
I3R8A0 enolase XII Haloferax mediterranei 4.2.1.11
MOG3Q0 enolase XII Haloferax prahovense 4.2.1.11
E4NRP9 enolase XII Halogeometricum borinquense 4.2.1.11
J2ZEH9 enolase XII Halogranum salarium 4.2.1.11
S2LDH8 enolase XII Halomonas anticariensis 4.2.1.11
WiN2Y2 enolase XII Halomonas huangheensis 4.2.1.11

AOAOB1PU71 enolase XII Halomonas hydrothermalis 4.2.1.11
HO0J4Q7 enolase XII Halomonas sp. 4.2.1.11
U7NEP9 enolase XII Halomonas sp. 4.2.1.11
U1QJvr enolase XII Halonotius sp. 4.2.1.11
G2MJ49 enolase XII halophilic archaeon 4.2.1.11
U1MYP6 enolase XII halophilic archaeon 4.2.1.11
U1PHLO enolase XII halophilic archaeon 4.2.1.11
U1R597 enolase XII halophilic archaeon 4.2.1.11
U2EF66 enolase XII Haloplasma contractile 4.2.1.11
U1PWP7 enolase XII Haloquadratum sp. 4.2.1.11
F7PFF2 enolase XII Halorhabdus tiamatea 4.2.1.11
W8KT39 enolase XII Halorhodospira halochloris 4.2.1.11
A1WWZ2 enolase XII Halorhodospira halophila 4.2.1.11
MOPFH9 enolase X1II Halorubrum aidingense 4.2.1.11
MOP402 enolase XII Halorubrum kocurii 4.2.1.11
BILPW6 enolase XII Halorubrum lacusprofundi 4.2.1.11
MONHD3 enolase XII Halorubrum lipolyticum 4.2.1.11
MOCQR5 enolase XII Halosimplex carlsbadense 4.2.1.11
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AOAO63ZRU7  enolase XII Halostagnicola sp. 4.2.1.11
MOC3K2 enolase XII Haloterrigena salina 4.2.1.11
K9YDQ3 enolase XII Halothece sp. 4.2.1.11
B8CYF9 enolase XII Halothermothrix orenii 4.2.1.11
MOB9V9 enolase XII Halovivax asiaticus 4.2.1.11
AOAOF4XBK8 enolase XII Hanseniaspora uvarum
AOAOC1XL44 enolase XII Hassallia byssoidea 4.2.1.11
H3NMX9 enolase XII Helcococcus kunzii 4.2.1.11
AOAO99UKW9  enolase XII Helicobacter apodemus 4.2.1.11
C3XDL4 enolase XII Helicobacter bilis 4.2.1.11
F8KP10 enolase XII Helicobacter bizzozeronii 4.2.1.11
V8CLP3 enolase XII Helicobacter canis 4.2.1.11
IOELQO enolase XII Helicobacter cetorum 4.2.1.11
E7TACM7 enolase XII Helicobacter felis 4.2.1.11
T1D3B9 enolase XII Helicobacter fennelliae 4.2.1.11
Q7VIH4 enolase XII Helicobacter hepaticus 4.2.1.11
V8C574 enolase XII Helicobacter macacae 4.2.1.11
AOAO99TYB5 enolase XII Helicobacter muridarum 4.2.1.11
D3UG27 enolase XII Helicobacter mustelae 4.2.1.11
C5F0S2 enolase XII Helicobacter pullorum 4.2.1.11
Q9ZMS6 enolase XII Helicobacter pylori 4.2.1.11
AOA099B4X4 enolase XII Helicobacter sanguini 4.2.1.11
AOA099TJ78 enolase XII Helicobacter sp. 4.2.1.11
E7G345 enolase XII Helicobacter suis 4.2.1.11
C3XKI2 enolase XII Helicobacter winghamensis 4.2.1.11
AOAO59LFH8 enolase XII Helicosporidium sp.
BOTDD4 enolase XII Heliobacterium modesticaldum 4.2.1.11
BOTGKO enolase XII Heliobacterium modesticaldum 4.2.1.11
T1FM52 enolase XII Helobdella robusta
A9B5H3 enolase XII Herpetosiphon aurantiacus 4.2.1.11
Q5UU97 enolase XII Heterocapsa triquetra
Q5WQL5 enolase XII Heterocapsa triquetra
Q5WQM2 enolase XII Heterosigma akashiwo
C6XJT3 enolase XII Hirschia baltica 4.2.1.11
AOAOF2Q4K2 enolase XII Hoeflea sp. 4.2.1.11
B7CCY3 enolase XII Holdemanella biformis 4.2.1.11
A3KBG7 enolase XII Holomastigotoides mirabile
P56252 enolase XII Homarus gammarus 4.2.1.11
P09104 enolase XII Homo sapiens 4.2.1.11
P13929 enolase XII Homo sapiens 4.2.1.11
D3AIZ7 enolase XII Hungatella hathewayi 4.2.1.11
G5II31 enolase XII Hungatella hathewayi 4.2.1.11
AOAO85WNR8  enolase XII Hyalangium minutum 4.2.1.11
172928 enolase XII Hydrocarboniphaga effusa 4.2.1.11
B4U9X7 enolase XII Hydrogenobaculum sp. 4.2.1.11
AOAO76HSP7 enolase XII Hymenobacter sp. 4.2.1.11
AOAOA7TLNC9 enolase XII Hymenobacter sp. 4.2.1.11
V5SE62 enolase XII Hyphomicrobium nitrativorans 4.2.1.11
F8JCK9 enolase XII Hyphomicrobium sp. 4.2.1.11
AOAO59DPK6  enolase XII Hyphomonas sp. 4.2.1.11
GI9MUI4 enolase XII Hypocrea virens
Q5R143 enolase XII Idiomarina loihiensis 4.2.1.11
A0A094J118 enolase XII Idiomarina salinarum 4.2.1.11
AOA094JAM1  enolase XII Idiomarina sp. 4.2.1.11
F7RWL2 enolase XII Idiomarina sp. 4.2.1.11
K2KDJ9 enolase XII Idiomarina xiamenensis 4.2.1.11



Table S2.6. (continuation)

UniProt  Family [3] Cluster Species EC Number
TOANE7 enolase XII Ignavibacterium album 4.2.1.11
EOSP60 enolase XII Ignisphaera aggregans 4.2.1.11
E3H8X7 enolase XII Ilyobacter polytropus 4.2.1.11
IO0WDU7 enolase XII Imtechella halotolerans 4.2.1.11

AOAOAODIL3  enolase XII Inquilinus limosus 4.2.1.11
AOAOAODAM3  enolase XII Inquilinus limosus 4.2.1.11
E6SCQ2 enolase XII Intrasporangium calvum 4.2.1.11
WIGKF2 enolase XII Intrasporangium chromatireducens 4.2.1.11
WIoG6H4 enolase XII Intrasporangium oryzae 4.2.1.11
F6FSP5 enolase XII Isoptericola variabilis 4.2.1.11
ESROWO enolase XII Isosphaera pallida 4.2.1.11
AOAOB7QT7E3  enolase XII Jaapia argillacea
AOAO67QHI3 enolase XII Jaapia argillacea
AOAOD1EJA3 enolase XII Jannaschia aquimarina 4.2.1.11
Q28RES8 enolase XII Jannaschia sp. 4.2.1.11
WOV3S9 enolase XII Janthinobacterium agaricidamnosum 4.2.1.11
ABSXG3 enolase XII Janthinobacterium sp. 4.2.1.11
AOAOC2W1M4 enolase XII Jeotgalibacillus soli 4.2.1.11
AOAO78M125 enolase XII Jeotgalicoccus sp. 4.2.1.11
G5GGWS8 enolase XII Johnsonella ignava 4.2.1.11
C7R0O08 enolase XII Jonesia denitrificans 4.2.1.11
C9MA33 enolase XII Jonquetella anthropi 4.2.1.11
I3C6R3 enolase XII Joostella marina 4.2.1.11
Q4H4A4 enolase XII Karenia mikimotoi
FOYAG3 enolase XII Ketogulonicigenium vulgare 4.2.1.11
ABWEX2 enolase XII Kineococcus radiotolerans 4.2.1.11
K6VCX4 enolase XII Kineosphaera limosa 4.2.1.11
AOAOD5SWV27  enolase XII Klebsiella michiganensis 4.2.1.11
Q70CP7 enolase XII Kluyveromyces lactis 4.2.1.11
AOAOAO0JIO91 enolase XII Knoellia subterranea 4.2.1.11
M2XSTO enolase XII Kocuria palustris 4.2.1.11
AOAOABVU11 enolase XII Kocuria polaris 4.2.1.11
B2GM13 enolase XII Kocuria rhizophila 4.2.1.11
B1L7C2 enolase XII Korarchaeum cryptofilum 4.2.1.11
Q1ISS7 enolase XII Koribacter versatilis 4.2.1.11
D2PRA8 enolase XII Kribbella flavida 4.2.1.11
D6TQRI9 enolase XII Ktedonobacter racemifer 4.2.1.11
WEMN56 enolase XII Kuraishia capsulata
W5VZ51 enolase XII Kutzneria albida 4.2.1.11
D5WR87 enolase XII Kyrpidia tusciae 4.2.1.11
C7NEUO enolase XII Kytococcus sedentarius 4.2.1.11
C5DD59 enolase XII Lachancea thermotolerans
W2VKI8 enolase XII Lachnoanaerobaculum sp. 4.2.1.11
E5XJ88 enolase XII Lachnospiraceae bacterium 4.2.1.11
F3AB78 enolase XII Lachnospiraceae bacterium 4.2.1.11
F3APT5 enolase XII Lachnospiraceae bacterium 4.2.1.11
F3BB65 enolase XII Lachnospiraceae bacterium 4.2.1.11
F7JP28 enolase XII Lachnospiraceae bacterium 4.2.1.11
F7K5N9 enolase XII Lachnospiraceae bacterium 4.2.1.11
FTKAW7 enolase XII Lachnospiraceae bacterium 4.2.1.11
R9JEQ9 enolase XII Lachnospiraceae bacterium 4.2.1.11
ROK6G9 enolase X1II Lachnospiraceae bacterium 4.2.1.11
RIOMLO2 enolase XII Lachnospiraceae bacterium 4.2.1.11
W3ASK4 enolase XII Lachnospiraceae bacterium 4.2.1.11
F6GJX5 enolase XII Lacinutrix sp. 4.2.1.11
U2PBL5 enolase XII Lactobacillus brevis 4.2.1.11
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K6PNJ9 enolase XII Lactobacillus casei 4.2.1.11
K6S2Q1 enolase XII Lactobacillus casei 4.2.1.11
X0PQX3 enolase XII Lactobacillus composti
XO0QPT2 enolase XII Lactobacillus composti
J3JBY7 enolase XII Lactobacillus coryniformis 4.2.1.11
V7HZN1 enolase XII Lactobacillus equi 4.2.1.11
W6T9X1 enolase XII Lactobacillus fabifermentans 4.2.1.11
B2GAMO enolase XII Lactobacillus fermentum 4.2.1.11
WOEE11 enolase XII Lactobacillus florum 4.2.1.11

AOAOC1M5Z4  enolase XII Lactobacillus fructivorans 4.2.1.11
AOAO87QBO7 enolase XII Lactobacillus gasseri 4.2.1.11
QO42F4 enolase XII Lactobacillus gasseri 4.2.1.11
U4QN65 enolase XII Lactobacillus helveticus 4.2.1.11
AOAOA1GUM6 enolase XII Lactobacillus hokkaidonensis 4.2.1.11
AOAOA1GYU6 enolase XII Lactobacillus hokkaidonensis 4.2.1.11
Q74J64 enolase XII Lactobacillus johnsonii 4.2.1.11
AOAOF4LUJ6 enolase XII Lactobacillus mellifer 4.2.1.11
Q88VW2 enolase XII Lactobacillus plantarum 4.2.1.11
U2w411 enolase XII Lactobacillus plantarum 4.2.1.11
Q1WSYO enolase XII Lactobacillus salivarius 4.2.1.11
G2KVF4 enolase XII Lactobacillus sanfranciscensis 4.2.1.11
U4TUU8 enolase XII Lactobacillus shenzhenensis 4.2.1.11
AOA023CVTO enolase XII Lactobacillus sucicola
V8AMT72 enolase XII Lactococcus garvieae
I7LQU9 enolase XII Lactococcus raffinolactis 4.2.1.11
C1DCC3 enolase XII Laribacter hongkongensis 4.2.1.11
H3B528 enolase XII Latimeria chalumnae
E7RWL4 enolase XII Lautropia mirabilis 4.2.1.11
Q1MS78 enolase XII Lawsonia intracellularis 4.2.1.11
E4RY47 enolase XII Leadbetterella byssophila 4.2.1.11
A0A098G560 enolase XII Legionella fallonii 4.2.1.11
AOAOABUS63  enolase XII Legionella hackeliae 4.2.1.11
D3HKH5 enolase XII Legionella longbeachae 4.2.1.11
AOAO78L1C8 enolase XII Legionella massiliensis
AOAOA2SQN8 enolase XII Legionella norrlandica 4.2.1.11
w2v1z2 enolase XII Legionella oakridgensis 4.2.1.11
Q5wWv02 enolase XII Legionella pneumophila 4.2.1.11
Q6ADR6 enolase XII Leifsonia xyli 4.2.1.11
E9BCO06 enolase XII Leishmania donovani
U9VHX8 enolase XII Leptolyngbya sp. 4.2.1.11
H2CCC1 enolase XII Leptonema illini 4.2.1.11
B0S8S8 enolase XII Leptospira biflexa 4.2.1.11
Q72QZ8 enolase XII Leptospira interrogans 4.2.1.11
S3UKW8 enolase XII Leptospira wolffii 4.2.1.11
C6HUW6 enolase XII Leptospirillum ferrodiazotrophum 4.2.1.11
I0IQK8 enolase XII Leptospirillum ferrooxidans 4.2.1.11
TOZ6W3 enolase XII Leptospirillum sp. 4.2.1.11
AOAODOILK4 enolase XII Leucobacter komagatae 4.2.1.11
AOAO61LV15 enolase XII Leucobacter sp. 4.2.1.11
B1MVW3 enolase XII Leuconostoc citreum 4.2.1.11
LOEXJ6 enolase XII Liberibacter crescens 4.2.1.11
E4UCYO enolase XII Liberibacter solanacearum 4.2.1.11
AOAQ77WIU9 enolase XII Lichtheimia ramosa
AOAQ77X407 enolase XII Lichtheimia ramosa
A6GUX2 enolase XII Limnobacter sp. 4.2.1.11
C1KY94 enolase XII Listeria monocytogenes 4.2.1.11
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S9QHU9 enolase XII Litoreibacter arenae 4.2.1.11
E1FJ38 enolase XII Loa loa
U2Z533 enolase XII Loktanella cinnabarina 4.2.1.11
A3V4E1 enolase XII Loktanella vestfoldensis 4.2.1.11
B8KSZ0 enolase XII Luminiphilus syltensis 4.2.1.11

AOAOF3LO0S1 enolase XII Luteibacter yeojuensis 4.2.1.11
V4QUT5 enolase XII Lutibaculum baratangense 4.2.1.11
ABCWB5 enolase XII Lutzomyia longipalpis
U7QCP1 enolase XII Lyngbya aestuarii 4.2.1.11

AOAOC1UVE5  enolase XII Lyngbya confervoides 4.2.1.11

AOAOC1Y4Y6 enolase XII Lyngbya confervoides 4.2.1.11

AOAO87NOEO enolase XII Lysinibacillus sp. 4.2.1.11

AOA021VXSO enolase XII Lysobacter capsici 4.2.1.11

AOAOAOETP2 enolase XII Lysobacter concretionis 4.2.1.11

AOAOAOEYR2 enolase XII Lysobacter daejeonensis 4.2.1.11

AOAOAOM6T4 enolase XII Lysobacter defluvii 4.2.1.11

AOAOA2WHH3 enolase XII Lysobacter dokdonensis 4.2.1.11
B9EAH1 enolase XII Macrococcus caseolyticus 4.2.1.11
D3QZG1 enolase XII Mageeibacillus indolicus 4.2.1.11
AOL7X8 enolase XII Magnetococcus marinus 4.2.1.11
WE6KAM2 enolase XII Magnetospira sp. 4.2.1.11
A4TXZ6 enolase XII Magnetospirillum gryph. 4.2.1.11
Q2w698 enolase XII Magnetospirillum magneticum 4.2.1.11
F3ZXZ8 enolase XII Mabhella australiensis 4.2.1.11
MBEJ19 enolase XII Malassezia sympodialis

AOAO93RU6B9  enolase XII Manacus vitellinus

AOAO71LNL4 enolase XII Mangrovibacter sp. 4.2.1.11

AOAOB4TIF9 enolase XII Mangrovimonas yunxiaonensis 4.2.1.11
A4AMT70 enolase XII Maribacter sp. 4.2.1.11
QOAPT2 enolase XII Maricaulis maris 4.2.1.11
WOE1A3 enolase XII Marichromatium purpuratum 4.2.1.11

AOAOC1RDX7 enolase XII marine actinobacterium 4.2.1.11

AOAOC1RHC1 enolase XII marine actinobacterium 4.2.1.11

AOAOC1UAZ3 enolase XII marine actinobacterium 4.2.1.11
AOYEPO enolase XII marine gamma 4.2.1.11
A0Z619 enolase XII marine gamma 4.2.1.11
B7RY52 enolase XII marine gamma 4.2.1.11

AOAO87S4E8 enolase XII Marine Group 4.2.1.11
F2NNF8 enolase XII Marinithermus hydrothermalis 4.2.1.11
H2J683 enolase XII Marinitoga piezophila 4.2.1.11
ABF5H3 enolase XII Marinobacter algicola 4.2.1.11
N6W2Z6 enolase XII Marinobacter nanhaiticus 4.2.1.11

AOA081G0Q4 enolase XII Marinobacterium sp. 4.2.1.11
A6VUU9 enolase XII Marinomonas sp. 4.2.1.11
QOF060 enolase XII Mariprofundus ferrooxydans 4.2.1.11
A3VDS5 enolase XII Maritimibacter alkaliphilus 4.2.1.11
E4TU15 enolase XII Marivirga tractuosa 4.2.1.11

AOAODSLT59  enolase XII Martelella endophytica 4.2.1.11

AOA098U1T5 enolase XII Massilia sp. 4.2.1.11
V5SHY9 enolase XII Mayetiola destructor
H3K631 enolase XII Megamonas funiformis 4.2.1.11
R7NOU2 enolase X1II Megasphaera elsdenii 4.2.1.11
E2Z9F0 enolase XII Megasphaera micronuciformis 4.2.1.11
FO9MME4 enolase XII Megasphaera sp. 4.2.1.11
D3PKA4 enolase XII Meiothermus ruber 4.2.1.11
F4S6B5 enolase XII Melampsora larici-populina
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AOAO77R5F2 enolase XII Melanopsichium pennsylvanicum
I16ZX08 enolase XII Melioribacter roseus 4.2.1.11
AOAOD1PWHO enolase XII Mesorhizobium sp. 4.2.1.11
N1JQX1 enolase XII Mesotoga infera 4.2.1.11
F4GOP8 enolase XII Metallosphaera cuprina 4.2.1.11
A4YHC1 enolase XII Metallosphaera sedula 4.2.1.11
H2C8A7 enolase XII Metallosphaera yellowstonensis 4.2.1.11
AOA089ZG82 enolase XII Methanobacterium formicicum 4.2.1.11
K2RT51 enolase XII Methanobacterium formicicum 4.2.1.11
D3E2K4 enolase XII Methanobrevibacter ruminantium 4.2.1.11
R7PWD5 enolase XII Methanobrevibacter smithii 4.2.1.11
RISK87 enolase XII Methanobrevibacter sp. 4.2.1.11
Q60173 enolase XII Methanocaldococcus jannaschii 4.2.1.11
H8I5H5 enolase XII Methanocella conradii 4.2.1.11
H8IBO5 enolase XII Methanocella conradii 4.2.1.11
AOAOE3SSN9  enolase XII Methanococcoides methylutens 4.2.1.11
A6UUM2 enolase XII Methanococcus aeolicus 4.2.1.11
Q6MO75 enolase XII Methanococcus maripaludis 4.2.1.11
A6US08 enolase XII Methanococcus vannielii 4.2.1.11
D7DR37 enolase XII Methanococcus voltae 4.2.1.11
A258SV1 enolase XII Methanocorpusculum labreanum 4.2.1.11
I7LJ04 enolase XII Methanoculleus bourgensis 4.2.1.11
AOAO63Z9M4  enolase XII Methanoculleus sp. 4.2.1.11
AOAOB3ZCG2 enolase XII Methanoculleus sp. 4.2.1.11
R7Q107 enolase XII Methanoculleus sp. 4.2.1.11
J1L1N3 enolase XII Methanofollis liminatans 4.2.1.11
D7E7F1 enolase XII Methanohalobium evestigatum 4.2.1.11
D5E8J9 enolase XII Methanohalophilus mahii 4.2.1.11
K4MDI4 enolase XII Methanolobus psychrophilus 4.2.1.11
woDQ37 enolase XII Methanolobus tindarius 4.2.1.11
LOKT74 enolase XII Methanomethylovorans hollandica 4.2.1.11
H1YWY1 enolase XII Methanoplanus limicola 4.2.1.11
Q8TUV6 enolase XII Methanopyrus kandleri 4.2.1.11
ATIAGY enolase XII Methanoregula boonei 4.2.1.11
LOHI9Y6 enolase XII Methanoregula formicica 4.2.1.11
F4BUI5 enolase XII Methanosaeta concilii 4.2.1.11
F7XPE7 enolase XII Methanosalsum zhilinae 4.2.1.11
B8GEF9 enolase XII Methanosphaerula palustris 4.2.1.11
Q2FLB5 enolase XII Methanospirillum hungatei 4.2.1.11
Q2FQL9 enolase XII Methanospirillum hungatei 4.2.1.11
Q2FTN3 enolase XII Methanospirillum hungatei 4.2.1.11
E3GZF8 enolase XII Methanothermus fervidus 4.2.1.11
F6BD08 enolase XII Methanotorris igneus 4.2.1.11
AOAOC1URV1 enolase XII Methylacidiphilum kamchatkense 4.2.1.11
G3J1L7 enolase XII Methylobacter tundripaludum 4.2.1.11
A9W6G9 enolase XII Methylobacterium extorquens 4.2.1.11
M7YB91 enolase XII Methylobacterium mesophilicum 4.2.1.11
BBIXIS8 enolase XII Methylobacterium nodulans 4.2.1.11
B1LZU6 enolase XII Methylobacterium radiotolerans 4.2.1.11
BOUHJ8 enolase XII Methylobacterium sp. 4.2.1.11
BOUPU6 enolase XII Methylobacterium sp. 4.2.1.11
AOAOABK3P2 enolase X1II Methyloceanibacter caenitepidi 4.2.1.11
BSEJT3 enolase XII Methylocella silvestris 4.2.1.11
Q604M4 enolase XII Methylococcus capsulatus 4.2.1.11
Q606T2 enolase XII Methylococcus capsulatus 4.2.1.11
J7Q535 enolase XII Methylocystis sp. 4.2.1.11
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V5BSB2 enolase XII Methyloglobulus morosus 4.2.1.11
H8GK88 enolase XII Methylomicrobium album 4.2.1.11
G4SXV6 enolase XII Methylomicrobium alcaliphilum 4.2.1.11
GOABY6 enolase XII Methylomonas methanica 4.2.1.11
F5SVN4 enolase XII Methylophaga aminisulfidivorans 4.2.1.11
I1YEX5 enolase XII Methylophaga frappieri 4.2.1.11
M7PPS2 enolase XII Methylophaga lonarensis 4.2.1.11
T1XIX9 enolase XII Methylophaga nitratireducenticrescens 4.2.1.11
AOP7D6 enolase XII Methylophilales bacterium 4.2.1.11
C6WX05 enolase XII Methylotenera mobilis 4.2.1.11
A5DM90 enolase XII Meyerozyma guilliermondii
G2KSNO enolase XII Micavibrio aeruginosavorus 4.2.1.11

AOAOB2AA15  enolase XII Microbacterium mangrovi 4.2.1.11
AOAO31FQS7 enolase XII Microbacterium oleivorans 4.2.1.11
AOA062VQ89 enolase XII Microbacterium sp. 4.2.1.11
WOZCH2 enolase XII Microbacterium sp. 4.2.1.11
E8NAU3 enolase XII Microbacterium testaceum 4.2.1.11
W2EJ86 enolase XII Microbispora sp. 4.2.1.11
USHBY9 enolase XII Microbotryum lychnidis-dioicae
C5C987 enolase XII Micrococcus luteus 4.2.1.11
D3LL73 enolase XII Micrococcus luteus 4.2.1.11
KOWE79 enolase XII Microcoleus sp. 4.2.1.11
BOJMP6 enolase XII Microcystis aeruginosa 4.2.1.11
T4GOA3 enolase XII Microcystis aeruginosa 4.2.1.11
IOLD61 enolase XII Micromonospora lupini 4.2.1.11
I4Z0G7 enolase XII Microvirga lotononidis 4.2.1.11
F7XUS2 enolase XII Midichloria mitochondrii 4.2.1.11
U2TB12 enolase XII Mitsuokella sp. 4.2.1.11
H5USC7 enolase XII Mobilicoccus pelagius 4.2.1.11
AOA098Y1Y9 enolase XII Modestobacter sp. 4.2.1.11
X8IR53 enolase XII Mogibacterium timidum 4.2.1.11
AOAO88T1KO enolase XII Mollicutes bacterium 4.2.1.11
AOAO094ILP7 enolase XII Mollicutes bacterium 4.2.1.11
F8UGT4 enolase XII Moniezia expansa 4.2.1.11
AOAOD2MAXO enolase XII Monoraphidium neglectum 4.2.1.11
F4XZP8 enolase XII Moorea producens 4.2.1.11
Q2RLTS8 enolase XII Moorella thermoacetica 4.2.1.11
F7XXM6 enolase XII Moranella endobia 4.2.1.11
AOAO66UKL8  enolase XII Moraxella bovoculi 4.2.1.11
AOAO76UOT1 enolase XII Moraxella catarrhalis 4.2.1.11
L2FBF4 enolase XII Moraxella macacae 4.2.1.11
WOR689 enolase XII Morus notabilis
AOAOBOR640  enolase XII Mucinivorans hirudinis 4.2.1.11
V2RHN6 enolase XII Mucispirillum schaedleri 4.2.1.11
S2K9S5 enolase XII Mucor circinelloides
AOAOB2AWS9  enolase XII Mumia flava 4.2.1.11
AOAOB2BGD2 enolase XII Mumia flava 4.2.1.11
AOAO89T2FO  enolase XII Mycobacterium abscessus 4.2.1.11
AOAOB4CI9NO  enolase XII Mycobacterium aromaticivorans 4.2.1.11
AOAOE3XMK3 enolase XII Mycobacterium chelonae 4.2.1.11
X7YWJ8 enolase XII Mycobacterium kansasii 4.2.1.11
QoCD42 enolase X1II Mycobacterium leprae 4.2.1.11
L0J537 enolase XII Mycobacterium smegmatis 4.2.1.11
AOA081I4Y0 enolase XII Mycobacterium sp. 4.2.1.11
A3Q5F7 enolase XII Mycobacterium sp. 4.2.1.11

A1TEE4 enolase XII Mycobacterium vanbaalenii 4.2.1.11
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105024 enolase XII Mycobacterium xenopi 4.2.1.11
E4QSS3 enolase XII Mycoplasma hyopneumoniae 4.2.1.11

A0A014M301 enolase XII Mycoplasma ovipneumoniae 4.2.1.11
REM356 enolase XII Mycoplasma sp. 4.2.1.11
REYE77 enolase XII Mycoplasma sp. 4.2.1.11
R7NGO6 enolase XII Mycoplasma sp. 4.2.1.11
S7NI64 enolase XII Myotis brandtii
H1ZB37 enolase XII Myroides odoratus 4.2.1.11
Q1D401 enolase XII Myxococcus xanthus 4.2.1.11
C8XKRO enolase XII Nakamurella multipartita 4.2.1.11
W7TR29 enolase XII Nannochloropsis gaditana
B2A6Z1 enolase XII Natranaerobius thermophilus 4.2.1.11
MOAUF8 enolase XII Natrialba asiatica 4.2.1.11
MOAAF6 enolase XII Natrialba taiwanensis 4.2.1.11
M1XRK5 enolase XII Natronomonas moolapensis 4.2.1.11
LOWT60 enolase XII Natronorubrum bangense 4.2.1.11
GOW891 enolase XII Naumovozyma dairenensis
BI9L7U3 enolase XII Nautilia profundicola 4.2.1.11
A1KUB6 enolase XII Neisseria meningitidis 4.2.1.11
G4CJW3 enolase XII Neisseria shayeganii 4.2.1.11
L1NT61 enolase XII Neisseria sp. 4.2.1.11

AOAOC1KAS2  enolase XII Neochlamydia sp. 4.2.1.11
X5GX54 enolase XII Neorickettsia helminthoeca 4.2.1.11

AOAOBODPS1 enolase XII Neurospora crassa
Q7RV85 enolase XII Neurospora crassa 4.2.1.11
WOF2Q2 enolase XII Niabella soli 4.2.1.11
G8TIM5 enolase XII Niastella koreensis 4.2.1.11
V5RDY5 enolase XII Nilaparvata lugens 4.2.1.11
E6WZ20 enolase XII Nitratifractor salsuginis 4.2.1.11
E6X3F5 enolase XII Nitratifractor salsuginis 4.2.1.11

AOAO84UAJO enolase XII Nitratireductor basaltis 4.2.1.11
K2MC11 enolase XII Nitratireductor pacificus 4.2.1.11
A6Q5K4 enolase XII Nitratiruptor sp. 4.2.1.11

AOAO63Y7Z5 enolase XII Nitrincola lacisaponensis 4.2.1.11
I5CA02 enolase XII Nitritalea halalkaliphila 4.2.1.11
Q1QMI9 enolase XII Nitrobacter hamburgensis 4.2.1.11
QOAD93 enolase XII Nitrosomonas eutropha 4.2.1.11
F8GLQ9 enolase XII Nitrosomonas sp. 4.2.1.11
KOIE56 enolase XII Nitrososphaera gargensis 4.2.1.11

AOAOBOHIS3 enolase XII Nitrososphaera viennensis 4.2.1.11
Q2Y9PO enolase XII Nitrosospira multiformis 4.2.1.11
D8PH76 enolase XII Nitrospira defluvii 4.2.1.11
Q5YQ30 enolase XII Nocardia farcinica 4.2.1.11
W5TJA6 enolase XII Nocardia nova 4.2.1.11
W5TK55 enolase XII Nocardia nova 4.2.1.11

AOAOF2GCC7  enolase XII Nocardioides luteus 4.2.1.11

AOAOAIDJT2 enolase XII Nocardioides simplex 4.2.1.11
A1SF66 enolase XII Nocardioides sp. 4.2.1.11
D7B6W7 enolase XII Nocardiopsis dassonvillei 4.2.1.11
W8VVW2 enolase XII Nonlabens marinus 4.2.1.11

AOA090Q573 enolase XII Nonlabens sediminis 4.2.1.11

AOAO81DCG1 enolase XII Nonlabens ulvanivorans 4.2.1.11
TOL7Z5 enolase XII Nosema apis
B2J1R2 enolase XII Nostoc punctiforme 4.2.1.11
Q2G662 enolase XII Novosphingobium aromat. 4.2.1.11

GBEFB7 enolase XII Novosphingobium pentarom. 4.2.1.11
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K2KK29 enolase XII Oceanibaculum indicum 4.2.1.11
A3UCP8 enolase XII Oceanicaulis sp. 4.2.1.11
H2FUW2 enolase XII Oceanimonas sp. 4.2.1.11
K2HMW8 enolase XII Oceaniovalibus guishaninsula 4.2.1.11
E4U5G6 enolase XII Oceanithermus profundus 4.2.1.11
Q8ENP5 enolase XII Oceanobacillus iheyensis 4.2.1.11
ABXT7S5 enolase XII Ochrobactrum anthropi 4.2.1.11
MOR5EB enolase XII Octadecabacter antarcticus 4.2.1.11
REP1E2 enolase XII Odoribacter sp. 4.2.1.11
R6FFC2 enolase XII Odoribacter splanchnicus 4.2.1.11

AOAOAOM417  enolase XII Oenococcus alcoholitolerans 4.2.1.11
QO04DH2 enolase XII Oenococcus oeni 4.2.1.11
W1QIU6 enolase XII Ogataea parapolymorpha 4.2.1.11
E4XB96 enolase XII Oikopleura dioica

AOA099CUD4 enolase XII Oleiagrimonas soli 4.2.1.11
R4YQ33 enolase XII Oleispira antarctica 4.2.1.11

AOAO95ZDE3  enolase XII Oligella urethralis 4.2.1.11
B6JFY2 enolase XII Oligotropha carboxidovorans 4.2.1.11
U2V4P1 enolase XII Olsenella profusa 4.2.1.11
G5F186 enolase XII Olsenella sp. 4.2.1.11
E1QYM1 enolase XII Olsenella uli 4.2.1.11
Q5XXS5 enolase XII Oncometopia nigricans

AOAOT4ZWN8 enolase XII Opisthorchis viverrini
WOIZK2 enolase XII Opitutaceae bacterium 4.2.1.11
B1ZV17 enolase XII Opitutus terrae 4.2.1.11

AOAOB2UFE8 enolase XII Ordospora colligata
I3JIW3 enolase XII Oreochromis niloticus
I3K5B6 enolase XII Oreochromis niloticus
F5T6L3 enolase XII Oribacterium sp. 4.2.1.11
I3ZY69 enolase XII Ornithobacterium rhinotracheale 4.2.1.11
BOF777 enolase XII Oryza sativa
B9G3A0 enolase XII Oryza sativa
K9VLP7 enolase XII Oscillatoria nigro-viridis 4.2.1.11
K8GDL8 enolase XII Oscillatoriales cyanobacterium 4.2.1.11
E1THR1 enolase XII Oscillochloris trichoides 4.2.1.11
S6H7L9 enolase XII Osedax symbiont 4.2.1.11
G8R2N1 enolase XII Owenweeksia hongkongensis 4.2.1.11
C3X9M3 enolase XII Oxalobacter formigenes 4.2.1.11
W2EEN7 enolase XII Paenibacillus larvae 4.2.1.11

AOA090Y4U5 enolase XII Paenibacillus macerans 4.2.1.11
c6J3Q6 enolase XII Paenibacillus sp. 4.2.1.11

AOAO8B6XZW6 enolase XII Paenirhodobacter enshiensis 4.2.1.11
S2XEK7 enolase XII Paenisporosarcina sp. 4.2.1.11

AOAO75LXL2 enolase XII Palaeococcus pacificus 4.2.1.11
E4T3A2 enolase XII Paludibacter propionicigenes 4.2.1.11
I4DJA8 enolase XII Papilio xuthus

AOAOF5IJZ5 enolase XII Parabacteroides sp. 4.2.1.11
F8L277 enolase XII Parachlamydia acanthamoebae 4.2.1.11
A1B9D2 enolase XII Paracoccus denitrificans 4.2.1.11
K7AKDO enolase XII Paraglaciecola psychrophila 4.2.1.11
AOBCX6 enolase X1II Paramecium tetraurelia
HE6SPX4 enolase X1II Pararhodospirillum photometricum 4.2.1.11
V7PX37 enolase XII Parcubacteria bacterium 4.2.1.11
F5TAP9 enolase XII Parvimonas sp. 4.2.1.11
EOTEH6 enolase XII Parvularcula bermudensis 4.2.1.11
HOEAP6 enolase XII Patulibacter medicamentivorans 4.2.1.11
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G8PAES enolase XII Pediococcus claussenii 4.2.1.11
AOAOF3GOKO enolase XII Pediococcus damnosus 4.2.1.11
QO3GW5 enolase XII Pediococcus pentosaceus 4.2.1.11
AOAO81PH15 enolase XII Pedobacter antarcticus 4.2.1.11
AOAOBBXTS5  enolase XII Pedobacter glucosidilyticus 4.2.1.11
AOAOC1D6Y7  enolase XII Pedobacter kyungheensis 4.2.1.11
AOAODOFXK1 enolase XII Pedobacter sp. 4.2.1.11
AGEJO8 enolase XII Pedobacter sp. 4.2.1.11
W6TLGY enolase XII Pedobacter sp. 4.2.1.11
B9XJE7 enolase XII Pedosphaera parvula 4.2.1.11
QOFHW9 enolase XII Pelagibaca bermudensis 4.2.1.11
F2I123 enolase XII Pelagibacter sp. 4.2.1.11
G4R8Y6 enolase XII Pelagibacterium halotolerans 4.2.1.11
V8G3B6 enolase XII Pelistega indica 4.2.1.11
Q34578 enolase XII Pelobacter carbinolicus 4.2.1.11
B4SGB2 enolase XII Pelodictyon phaeoclathratiforme 4.2.1.11
AOAO75KIR3 enolase XII Pelosinus sp. 4.2.1.11
Q76KF9 enolase XII Penicillium chrysogenum 4.2.1.11
AOAOA2KMQ1 enolase XII Penicillium italicum
WEPV89 enolase XII Penicillium roqueforti
Q181T5 enolase XII Peptoclostridium difficile 4.2.1.11
AOAO8BYPTO enolase XII Peptococcaceae bacterium 4.2.1.11
AOAOF2NHE9 enolase XII Peptococcaceae bacterium 4.2.1.11
AOAOF2PM27  enolase XII Peptococcaceae bacterium 4.2.1.11
E4KXJ8 enolase XII Peptoniphilus harei 4.2.1.11
G4D131 enolase XII Peptoniphilus indolicus 4.2.1.11
AOA095ZHX1 enolase XII Peptoniphilus lacrimalis 4.2.1.11
AOAO90HYJ5 enolase XII Peptoniphilus sp. 4.2.1.11
D7N5D9 enolase XII Peptoniphilus sp. 4.2.1.11
U7UTH3 enolase XII Peptoniphilus sp. 4.2.1.11
J5H1N5 enolase XII Peptostreptococcaceae bacterium 4.2.1.11
U2J0DO enolase XII Peptostreptococcaceae bacterium 4.2.1.11
VOHNB6 enolase XII Peptostreptococcaceae bacterium 4.2.1.11
C5KJ81 enolase XII Perkinsus marinus
C5LEZ8 enolase XII Perkinsus marinus
A9BIS7 enolase XII Petrotoga mobilis 4.2.1.11
AOA098S5M9  enolase XII Phaeodactylibacter xiamenensis 4.2.1.11
B7S3N7 enolase XII Phaeodactylum tricornutum
Q5WQLY enolase XII Phaeodactylum tricornutum
S938X7 enolase XII Phaeospirillum fulvum 4.2.1.11
RE6HRUS enolase XII Phascolarctobacterium sp. 4.2.1.11
EBLF30 enolase XII Phascolarctobacterium succinatutens 4.2.1.11
AOAOB9G1G9 enolase XII Photobacterium gaetbulicola 4.2.1.11
AOAOBYH1N4 enolase XII Photobacterium gaetbulicola 4.2.1.11
AOAOB7JHUS enolase XII Photobacterium phosphoreum 4.2.1.11
Q6LMT1 enolase XII Photobacterium profundum 4.2.1.11
I0IGSO enolase XII Phycisphaera mikurensis 4.2.1.11
A9RBKO enolase XII Physcomitrella patens
W6KT45 enolase XII Phytomonas sp.
G5AIQ2 enolase XII Phytophthora sojae
B1V8R6 enolase XII Phytoplasma australiense 4.2.1.11
BSLQRO enolase XII Picea sitchensis
AOAO99NYL7  enolase XII Pichia kudriavzevii
A9YTT1 enolase XII Pichia kudriavzevii 4.2.1.11
G8YLG8 enolase XII Pichia sorbitophila

QB6KZN3 enolase XII Picrophilus torridus 4.2.1.11
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D2RBI8 enolase XII Pirellula staleyi 4.2.1.11
AOAO76K4Y8 enolase XII Planktomarina temperata 4.2.1.11
AOAO73CLH7 enolase XII Planktothrix agardhii 4.2.1.11
E7REWS enolase XII Planococcus donghaensis 4.2.1.11
Q8IJN7 enolase XII Plasmodium falciparum 4.2.1.11
I2FKC3 enolase XII Plasmodium gallinaceum
Q7RA60 enolase XII Plasmodium yoelii 4.2.1.11
A6FXX9 enolase XII Plesiocystis pacifica 4.2.1.11
K9SZT4 enolase XII Pleurocapsa sp. 4.2.1.11
M7NNH8 enolase XII Pneumocystis murina
A0A099Y2S4  enolase XII Polaribacter sp. 4.2.1.11
F2IZT1 enolase XII Polymorphum gilvum 4.2.1.11
A4SXE9 enolase XII Polynucleobacter necessarius 4.2.1.11
AOAOASHRG8 enolase XII Pontibacillus litoralis 4.2.1.11
JOLN27 enolase XII Pontibacter sp. 4.2.1.11
AOAOB2BWH6 enolase XII Porphyrobacter mercurialis 4.2.1.11
AOAOA2EJY2 enolase XII Porphyromonadaceae bacterium 4.2.1.11
F4KMN9 enolase XII Porphyromonas asaccharolytica 4.2.1.11
AOAOA2EWC3 enolase XII Porphyromonas cangingivalis 4.2.1.11
T1CQX7 enolase XII Porphyromonas crevioricanis 4.2.1.11
B2RLL7 enolase XII Porphyromonas gingivalis 4.2.1.11
AOAOA2GCMO  enolase XII Porphyromonas gingivicanis 4.2.1.11
AOAOA2G8BL6 enolase XII Porphyromonas macacae 4.2.1.11
AOAOA2DURY enolase XII Porphyromonas sp. 4.2.1.11
AOAOA2FIN7  enolase XII Porphyromonas sp. 4.2.1.11
R5GHJO enolase XII Porphyromonas sp. 4.2.1.11
U21Y81 enolase XII Porphyromonas sp. 4.2.1.11
F8N9A5 enolase XII Prevotella multisaccharivorax 4.2.1.11
Li1MIJ4 enolase XII Prevotella sp. 4.2.1.11
RBAIE4 enolase XII Prevotella sp. 4.2.1.11
R5GH82 enolase XII Prevotella sp. 4.2.1.11
R5EM8U9 enolase XII Prevotella sp. 4.2.1.11
R7F6F1 enolase XII Prevotella sp. 4.2.1.11
AOAOF5C9C9  enolase XII Pristionchus pacificus
A2C038 enolase XII Prochlorococcus marinus 4.2.1.11
A9BDH2 enolase XII Prochlorococcus marinus 4.2.1.11
Q7v377 enolase XII Prochlorococcus marinus 4.2.1.11
Q7v483 enolase XII Prochlorococcus marinus 4.2.1.11
Q7VDYO enolase XII Prochlorococcus marinus 4.2.1.11
AOAOA2BJ39 enolase XII Prochlorococcus sp. 4.2.1.11
AOAOA2BU21 enolase XII Prochlorococcus sp. 4.2.1.11
U2QBNO enolase XII Propionibacterium acidifaciens 4.2.1.11
K7RLP8 enolase XII Propionibacterium acidipropionici 4.2.1.11
K7RNU4 enolase XII Propionibacterium acidipropionici 4.2.1.11
Q6AABS enolase XII Propionibacterium acnes 4.2.1.11
Q3LFH6 enolase XII Propionibacterium freudenreichii 4.2.1.11
I6X6A1 enolase XII Propionibacterium propionicum 4.2.1.11
S3XDK5 enolase XII Propionibacterium sp. 4.2.1.11
U7JLC4 enolase XII Propionibacterium sp. 4.2.1.11
S2W2A4 enolase XII Propionimicrobium lymphophilum 4.2.1.11
B4S5487 enolase X1II Prosthecochloris aestuarii 4.2.1.11
Q6MEY2 enolase X1II Protochlamydia amoebophila 4.2.1.11
K9SGH3 enolase XII Pseudanabaena sp. 4.2.1.11
Q15QR6 enolase XII Pseudoalteromonas atlantica 4.2.1.11
Q3IDM2 enolase XII Pseudoalteromonas haloplanktis 4.2.1.11

AOAOF4Q2W7  enolase XII Pseudoalteromonas piscicida 4.2.1.11
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A4C6KO0 enolase XII Pseudoalteromonas tunicata 4.2.1.11
G2IZ10 enolase XII Pseudogulbenkiania sp. 4.2.1.11

AOA0941I6L2 enolase XII Pseudogymnoascus sp.

AOAO95VUJ7  enolase XII Pseudohaliea rubra 4.2.1.11
A6V1F3 enolase XII Pseudomonas aeruginosa 4.2.1.11
I3V1iB9 enolase XII Pseudomonas putida 4.2.1.11

AOA081YD49 enolase XII Pseudomonas sp. 4.2.1.11
J2X2Y1 enolase XII Pseudomonas sp. 4.2.1.11
J2Y2D8 enolase XII Pseudomonas sp. 4.2.1.11
Q4ZWEO enolase XII Pseudomonas syringae 4.2.1.11

AOAOA1YH48 enolase XII Pseudomonas taeanensis 4.2.1.11
FACTX5 enolase XII Pseudonocardia dioxanivorans 4.2.1.11

AOAOAOEAAO enolase XII Pseudooceanicola atlanticus 4.2.1.11
FOSEU5 enolase XII Pseudopedobacter saltans 4.2.1.11
E6MHG6 enolase XII Pseudoramibacter alactolyticus 4.2.1.11
A8BF5E9 enolase XII Pseudothermotoga lettingae 4.2.1.11
G8PH24 enolase XII Pseudovibrio sp. 4.2.1.11
G7UP87 enolase XII Pseudoxanthomonas spadix 4.2.1.11
ABWG13 enolase XII Psychrobacter sp. 4.2.1.11
N1WT30 enolase XII Psychroflexus gondwanensis 4.2.1.11
D5BPG4 enolase XII Puniceispirillum marinum 4.2.1.11
D1Y6M3 enolase XII Pyramidobacter piscolens 4.2.1.11

AOAOB6WXK7 enolase XII Pyrinomonas methylaliphatogenes 4.2.1.11
Q8ZYET enolase XII Pyrobaculum aerophilum 4.2.1.11
G7VBQS8 enolase XII Pyrobaculum ferrireducens 4.2.1.11
Q9UXZ0 enolase XII Pyrococcus abyssi 4.2.1.11
FBAFK3 enolase XII Pyrococcus yayanosii 4.2.1.11
GOEDB5 enolase XII Pyrolobus fumarii 4.2.1.11
B2U9C3 enolase XII Ralstonia pickettii 4.2.1.11
U3QRYO enolase XII Ralstonia pickettii 4.2.1.11

AOAOC5BGG6  enolase XII Rathayibacter toxicus 4.2.1.11
A4BCH7 enolase XII Reinekea blandensis 4.2.1.11

AOAOD2HDC8 enolase XII Rhinocladiella mackenziei

AOAO60OHWW6 enolase XII Rhizobium etli 4.2.1.11
Q2K8W9 enolase XII Rhizobium etli 4.2.1.11
J3BM75 enolase XII Rhizobium sp. 4.2.1.11
X8J7Y6 enolase XII Rhizoctonia solani

AOAO15JTL5 enolase XII Rhizophagus irregularis
I1BX31 enolase XII Rhizopus delemar
I1CFP8 enolase XII Rhizopus delemar
14vJZ5 enolase XII Rhodanobacter fulvus 4.2.1.11
V7EHR6 enolase XII Rhodobacter sp. 4.2.1.11
A3PIV3 enolase XII Rhodobacter sphaeroides 4.2.1.11
B6AXV1 enolase XII Rhodobacteraceae bacterium 4.2.1.11
U4v089 enolase XII Rhodobacteraceae bacterium 4.2.1.11
X6L1V8 enolase XII Rhodobacteraceae bacterium 4.2.1.11
QOFF02 enolase XII Rhodobacterales bacterium 4.2.1.11
C1A306 enolase XII Rhodococcus erythropolis 4.2.1.11

AOA069J7Z7  enolase XII Rhodococcus gingshengii 4.2.1.11
R7WIF3 enolase XII Rhodococcus rhodnii 4.2.1.11
R7WMMO enolase X1II Rhodococcus rhodnii 4.2.1.11
L8DKU4 enolase X1II Rhodococcus sp. 4.2.1.11
M2W7C9 enolase XII Rhodococcus triatomae 4.2.1.11
L2TL30 enolase XII Rhodococcus wratislaviensis 4.2.1.11

AOA060JGY6  enolase XII Rhodoluna lacicola 4.2.1.11

AOAO37V2F1 enolase XII Rhodomicrobium udaipurense 4.2.1.11
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M5RZ09 enolase XII Rhodopirellula maiorica 4.2.1.11
M5ULG4 enolase XII Rhodopirellula sallentina 4.2.1.11
M5T6PO enolase XII Rhodopirellula sp. 4.2.1.11
M5TMMO enolase XII Rhodopirellula sp. 4.2.1.11
Q136E5 enolase XII Rhodopseudomonas palustris 4.2.1.11
B6IQ30 enolase XII Rhodospirillum centenum 4.2.1.11
M7X749 enolase XII Rhodosporidium toruloides
Q870B9 enolase XII Rhodotorula mucilaginosa 4.2.1.11

AOA095CUT1  enolase XII Rhodovulum sp. 4.2.1.11
J5PP59 enolase XII Rhodovulum sp. 4.2.1.11
AOAQ7T7FJ51  enolase XII Rickettsiales bacterium 4.2.1.11
ABPLE6 enolase XII Rickettsiella grylli 4.2.1.11
E4TBY8 enolase XII Riemerella anatipestifer 4.2.1.11
D4G821 enolase XII Riesia pediculicola 4.2.1.11
A4cJX1 enolase XII Robiginitalea biformata 4.2.1.11
G2SXV1 enolase XII Roseburia hominis 4.2.1.11
G2T3U0 enolase XII Roseburia hominis 4.2.1.11
C7GDs1 enolase XII Roseburia intestinalis 4.2.1.11
R6PRJ9 enolase XII Roseburia sp. 4.2.1.11
R7TECA7 enolase XII Roseburia sp. 4.2.1.11
R7INNO enolase XII Roseburia sp. 4.2.1.11
W8RUJ6 enolase XII Roseibacterium elongatum 4.2.1.11
E2CRB5 enolase XII Roseibium sp. 4.2.1.11
A5V1WO enolase XII Roseiflexus sp. 4.2.1.11
W4HQ93 enolase XII Roseivivax atlanticus 4.2.1.11
X7FAH6 enolase XII Roseivivax isoporae 4.2.1.11
ABFR37 enolase XII Roseobacter sp. 4.2.1.11
B7RQ35 enolase XII Roseobacter sp. 4.2.1.11
D5RIX8 enolase XII Roseomonas cervicalis 4.2.1.11
AOAOAOHGU3  enolase XII Roseovarius mucosus 4.2.1.11
D8USJO enolase XII Rothia dentocariosa 4.2.1.11
AOAO75ATR4  enolase XII Rozella allomycis 4.2.1.11
AOAO17HQZ8 enolase XII Rubellimicrobium mesophilum 4.2.1.11
S9SJB2 enolase XII Rubellimicrobium thermophilum 4.2.1.11
USDN29 enolase XII Rubidibacter lacunae 4.2.1.11
IOHPA3 enolase XII Rubrivivax gelatinosus 4.2.1.11
A0A023X0W3  enolase XII Rubrobacter radiotolerans 4.2.1.11
Q1AXJ9 enolase XII Rubrobacter xylanophilus 4.2.1.11
Q5LQL4 enolase XII Ruegeria pomeroyi 4.2.1.11
F4XCZ6 enolase XII Ruminococcaceae bacterium 4.2.1.11
U2MOH4 enolase XII Ruminococcus callidus 4.2.1.11
D4LDC4 enolase XII Ruminococcus champanellensis 4.2.1.11
R5TXT4 enolase XII Ruminococcus gnavus 4.2.1.11
V8BQX0 enolase XII Ruminococcus gnavus 4.2.1.11
R7DBG2 enolase XII Ruminococcus obeum 4.2.1.11
RBE4I1 enolase XII Ruminococcus sp. 4.2.1.11
R5NQ97 enolase XII Ruminococcus sp. 4.2.1.11
R7GSQ8 enolase XII Ruminococcus sp. 4.2.1.11
R7H1E8 enolase XII Ruminococcus sp. 4.2.1.11
R7KM64 enolase XII Ruminococcus sp. 4.2.1.11
R7MSK6 enolase X1II Ruminococcus sp. 4.2.1.11
F8EKQ7 enolase XII Runella slithyformis 4.2.1.11
AOA0B60Q9D6  enolase XII Saccharibacter sp. 4.2.1.11
I11D680 enolase XII Saccharomonospora glauca 4.2.1.11
POCX10 enolase XII Saccharomyces cerevisiae 4.2.1.11
A3JYS8 enolase XII Sagittula stellata 4.2.1.11
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R4VUT1 enolase XII Salinarchaeum sp. 4.2.1.11
Q2S4F8 enolase XII Salinibacter ruber 4.2.1.11

AOAOC2E8G8 enolase XII Salinicoccus roseus 4.2.1.11
AOAO8B4IJZ7 enolase XII Salinisphaera hydrothermalis 4.2.1.11
U2G0Z6 enolase XII Salinisphaera shabanensis 4.2.1.11
V5WCT9 enolase XII Salinispira pacifica 4.2.1.11
SORWNS enolase XII Salipiger mucosus 4.2.1.11
B5DGQ7 enolase XII Salmo salar 4.2.1.11
V2J5A2 enolase XII Salmonella enterica 4.2.1.11
D1BBH2 enolase XII Sanguibacter keddieii 4.2.1.11
AOAOC3N9U2  enolase XII Sanguibacteroides justesenii 4.2.1.11
TOQUI1 enolase XII Saprolegnia diclina
AOAO67D0S2  enolase XII Saprolegnia parasitica
H6LOD9 enolase XII Saprospira grandis 4.2.1.11
G5ZVY1 enolase XII SAR116 cluster 4.2.1.11
G6AODO enolase XII SAR116 cluster 4.2.1.11
J4UZ59 enolase XII SARSG cluster 4.2.1.11
JBKFF8 enolase XII SARSG6 cluster 4.2.1.11
K6G5P2 enolase XII SARS86 cluster 4.2.1.11
AOAO084G9L1 enolase XII Scedosporium apiospermum
AOA08B4GAU3  enolase XII Scedosporium apiospermum
P33676 enolase XII Schistosoma japonicum 4.2.1.11
S9VTNS enolase XII Schizosaccharomyces cryophilus
B6JZR2 enolase XII Schizosaccharomyces japonicus
S9QN6wW7 enolase XII Schizosaccharomyces octosporus
P40370 enolase XII Schizosaccharomyces pombe 4.2.1.11
Q8NKC2 enolase XII Schizosaccharomyces pombe 4.2.1.11
AOAO85L2Y7 enolase XII Schleiferia thermophila 4.2.1.11
AOAOC3AYFO enolase XII Scleroderma citrinum
AOAOC1WSV2 enolase XII Scytonema millei 4.2.1.11
AOAOC1X897 enolase XII Scytonema millei 4.2.1.11
J3TF02 enolase XII secondary endosymbiont 4.2.1.11
J37585 enolase XII secondary endosymbiont 4.2.1.11
D6Z7N6 enolase XII Segniliparus rotundus 4.2.1.11
D8RNF8 enolase XII Selaginella moellendorffii
D8SMH9 enolase XII Selaginella moellendorffii
I0GVM4 enolase XII Selenomonas ruminantium 4.2.1.11
JawL21 enolase XII Selenomonas sp. 4.2.1.11
J4XG03 enolase XII Selenomonas sp. 4.2.1.11
AOAOC3BI9LO enolase XII Serendipita vermifera
U2M450 enolase XII Serratia fonticola 4.2.1.11
AOAOASLUA8 enolase XII Serratia marcescens 4.2.1.11
V3T1C3 enolase XII Serratia sp. 4.2.1.11
R4I0K6 enolase XII Serratia symbiotica 4.2.1.11
A154D7 enolase XII Shewanella amazonensis 4.2.1.11
Q086B0O enolase XII Shewanella frigidimarina 4.2.1.11
X8GSE3 enolase XII Shuttleworthia sp. 4.2.1.11
K4KJ44 enolase XII Simiduia agarivorans 4.2.1.11
K4KQH1 enolase XII Simiduia agarivorans 4.2.1.11
F8L481 enolase XII Simkania negevensis 4.2.1.11
LODPP1 enolase X1II Singulisphaera acidiphila 4.2.1.11
LODR95 enolase X1II Singulisphaera acidiphila 4.2.1.11
R4TILKS enolase XII Sinorhizobium sp. 4.2.1.11
AOAOD2VWZ4  enolase XII Skermanella aerolata 4.2.1.11
DOWJ88 enolase XII Slackia exigua 4.2.1.11
C7N7U6 enolase XII Slackia heliotrinireducens 4.2.1.11
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KOYMK6 enolase XII Slackia piriformis 4.2.1.11
AOAO91FA27 enolase XII Smithella sp. 4.2.1.11
AOAOE3ZBRO enolase XII Sneathia amnii 4.2.1.11
AOAOBO0JZE9 enolase XII Snodgrassella alvi 4.2.1.11
WOHZT9 enolase XII Sodalis praecaptivus 4.2.1.11
P26300 enolase XII Solanum lycopersicum 4.2.1.11
AOAOBOH746 enolase XII Solemya velum 4.2.1.11
H8KSX9 enolase XII Solitalea canadensis 4.2.1.11
G3ATE4 enolase XII Spathaspora passalidarum
D1C4D4 enolase XII Sphaerobacter thermophilus 4.2.1.11
FAGL60 enolase XII Sphaerochaeta coccoides 4.2.1.11
G8Que7 enolase XII Sphaerochaeta pleomorpha 4.2.1.11
U2JAT9 enolase XII Sphingobacterium paucimobilis 4.2.1.11
F4C365 enolase XII Sphingobacterium sp. 4.2.1.11
G2IIF4 enolase XII Sphingobium sp. 4.2.1.11
AOAOE9MM98  enolase XII Sphingomonas changbaiensis 4.2.1.11
AOAOC5LEG8  enolase XII Sphingomonas hengshuiensis 4.2.1.11
AOAO31JE98 enolase XII Sphingomonas paucimobilis 4.2.1.11
AOAO31JH44 enolase XII Sphingomonas paucimobilis 4.2.1.11
WOACE7 enolase XII Sphingomonas sanxanigenens 4.2.1.11
AOAOABCTV2 enolase XII Sphingomonas sp. 4.2.1.11
J8SMB5 enolase XII Sphingomonas sp. 4.2.1.11
M4S3H9 enolase XII Sphingomonas sp. 4.2.1.11
AOAO97EEU7 enolase XII Sphingomonas taxi 4.2.1.11
AOAODIMGTO enolase XII Sphingomonas taxi 4.2.1.11
ABV3ES8 enolase XII Sphingomonas wittichii 4.2.1.11
NOUPW1 enolase XII Sphingopyxis sp. 4.2.1.11
UST337 enolase XII Spiribacter sp. 4.2.1.11
HOUGX7 enolase XII Spirochaeta africana 4.2.1.11
E1R7X8 enolase XII Spirochaeta smaragdinae 4.2.1.11
AOA098QUU3 enolase XII Spirochaeta sp. 4.2.1.11
AOAOAODM42 enolase XII Spirochaeta sp. 4.2.1.11
GOGEX1 enolase XII Spirochaeta thermophila 4.2.1.11
VELEXO enolase XII Spironucleus salmonicida
S5G1I9 enolase XII Spodoptera litura
AOAO98LCE6 enolase XII Sporocytophaga myxococcoides 4.2.1.11
V6IWES enolase XII Sporolactobacillus laevolacticus 4.2.1.11
FODXN4 enolase XII Sporosarcina newyorkensis 4.2.1.11
D3PZ17 enolase XII Stackebrandtia nassauensis 4.2.1.11
K9XRB3 enolase XII Stanieria cyanosphaera 4.2.1.11
ATWZT2 enolase XII Staphylococcus aureus 4.2.1.11
AOAOABHRJI3 enolase XII Staphylococcus hyicus 4.2.1.11
K9B0Z4 enolase XII Staphylococcus massiliensis 4.2.1.11
R6TTE3 enolase XII Staphylococcus sp. 4.2.1.11
D6ZYJ2 enolase XII Starkeya novella 4.2.1.11
AOAO87SYD4 enolase XII Stegodyphus mimosarum
D7RIF2 enolase XII Steinernema carpocapsae
A3KBH1 enolase XII Stephanonympha sp.
W1VVN9 enolase XII Streptococcus parasanguinis 4.2.1.11
AOAOC2JG30 enolase XII Streptomonospora alba 4.2.1.11
S4MHW8 enolase X1II Streptomyces afghaniensis 4.2.1.11
X0MSw1 enolase XII Streptomyces albulus 4.2.1.11
Q9F2Q3 enolase XII Streptomyces coelicolor 4.2.1.11
Q9F3P9 enolase XII Streptomyces coelicolor 4.2.1.11
NOCVQO enolase XII Streptomyces fulvissimus 4.2.1.11
L1KLF8 enolase XII Streptomyces ipomoeae 4.2.1.11
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VE6KHM4 enolase XII Streptomyces niveus 4.2.1.11
AOAOB5DFA9  enolase XII Streptomyces nodosus 4.2.1.11
AOAOB6YDE2 enolase XII Streptomyces olindensis 4.2.1.11
AOAOCITIN6 enolase XII Streptomyces pluripotens 4.2.1.11
A0A022MJU4  enolase XII Streptomyces sp. 4.2.1.11
AOAO69KO0Y6  enolase XII Streptomyces sp. 4.2.1.11
AOAO87TKOP9 enolase XII Streptomyces sp. 4.2.1.11
AOAOC2B5G7  enolase XII Streptomyces sp. 4.2.1.11
AOAOF5A8E7  enolase XII Streptomyces sp. 4.2.1.11
AOAOF5ADJ4  enolase XII Streptomyces sp. 4.2.1.11
D9V441 enolase XII Streptomyces sp. 4.2.1.11
F3ZAK7 enolase XII Streptomyces sp. 4.2.1.11
K1w4P5 enolase XII Streptomyces sp. 4.2.1.11
S2YXS5h enolase XII Streptomyces sp. 4.2.1.11
V9Z6M5 enolase XII Streptomyces sp. 4.2.1.11
L7FDR5 enolase XII Streptomyces turgidiscabies 4.2.1.11
F2RC75 enolase XII Streptomyces venezuelae 4.2.1.11
AOAO9OMVT2  enolase XII Strongyloides ratti
GORYES enolase XII Subdoligranulum sp. 4.2.1.11
EBLMX6 enolase XII Succinatimonas hippei 4.2.1.11
R5ELH7 enolase XII Succinatimonas sp. 4.2.1.11
AOAQ73IIJ5 enolase XII Sulfitobacter donghicola 4.2.1.11
AOAO61SWCO  enolase XII Sulfitobacter mediterraneus 4.2.1.11
G8UONO enolase XII Sulfobacillus acidophilus 4.2.1.11
W7KLB8 enolase XII Sulfolobales archaeon 4.2.1.11
C3MPUO enolase XII Sulfolobus islandicus 4.2.1.11
AOAOE9MD30 enolase XII Sulfuricella sp. 4.2.1.11
E4TW98 enolase XII Sulfuricurvum kujiense 4.2.1.11
AOAOC2ZTL1 enolase XII Sulfuricurvum sp. 4.2.1.11
C1DWH5 enolase XII Sulfurihydrogenibium azorense 4.2.1.11
EOUSYO enolase XII Sulfurimonas autotrophica 4.2.1.11
Q30P06 enolase XII Sulfurimonas denitrificans 4.2.1.11
WOSGS2 enolase XII Sulfuritalea hydrogenivorans 4.2.1.11
D1B577 enolase XII Sulfurospirillum deleyianum 4.2.1.11
AOAOBOQ2R1 enolase XII Sulfurospirillum sp. 4.2.1.11
AOAOC2YY49 enolase XII Sulfurovum sp. 4.2.1.11
AOAOC2ZKA7  enolase XII Sulfurovum sp. 4.2.1.11
AOAOC2ZL52 enolase XII Sulfurovum sp. 4.2.1.11
ABQ9K9 enolase XII Sulfurovum sp. 4.2.1.11
I2KAF8 enolase XII Sulfurovum sp. 4.2.1.11
H3KF04 enolase XII Sutterella parvirubra 4.2.1.11
R7C5H4 enolase XII Sutterella sp. 4.2.1.11
R7I4U7 enolase XII Sutterella sp. 4.2.1.11
R7KG50 enolase XII Sutterella sp. 4.2.1.11
K1JT11 enolase XII Sutterella wadsworthensis 4.2.1.11
S3BBF6 enolase XII Sutterella wadsworthensis 4.2.1.11
Q675V9 enolase XII Symbiobacterium thermophilum 4.2.1.11
Q31QJ8 enolase XII Synechococcus elongatus 4.2.1.11
A3YU92 enolase XII Synechococcus sp. 4.2.1.11
A5GPEO enolase XII Synechococcus sp. 4.2.1.11
ABGWK7 enolase X1II Synechococcus sp. 4.2.1.11
B4WRO7 enolase XII Synechococcus sp. 4.2.1.11
K9RVM4 enolase XII Synechococcus sp. 4.2.1.11
K9SU56 enolase XII Synechococcus sp. 4.2.1.11
Q2JIT3 enolase XII Synechococcus sp. 4.2.1.11

GO9PYB7 enolase XII Synergistes sp. 4.2.1.11
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AOLEC9 enolase XII Syntrophobacter fumaroxidans 4.2.1.11
FOT1Q1 enolase XII Syntrophobotulus glycolicus 4.2.1.11
QOB0O80 enolase XII Syntrophomonas wolfei 4.2.1.11
D7CPG7 enolase XII Syntrophothermus lipocalidus 4.2.1.11
Q2LR33 enolase XII Syntrophus aciditrophicus 4.2.1.11
I2B2U1 enolase XII Taenia multiceps
G9S5N8 enolase XII Tannerella sp. 4.2.1.11
R5IDI6 enolase XII Tannerella sp. 4.2.1.11
W2CB38 enolase XII Tannerella sp. 4.2.1.11

AOAO98GHQ8 enolase XII Tatlockia micdadei 4.2.1.11
AOAQ99NP12  enolase XII Taylorella equigenitalis 4.2.1.11
F4ALQU7 enolase XII Tepidanaerobacter acetatoxydans 4.2.1.11
AOAO81B8Y1 enolase XII Tepidicaulis marinus 4.2.1.11
AOAO75LP56 enolase XII Terribacillus aidingensis 4.2.1.11
G4L975 enolase XII Tetragenococcus halophilus 4.2.1.11
I2H4A9 enolase XII Tetrapisispora blattae
NOE5K3 enolase XII Tetrasphaera elongata 4.2.1.11
B8BZT5 enolase XII Thalassiosira pseudonana 4.2.1.11
B8C355 enolase XII Thalassiosira pseudonana 4.2.1.11
AOAO99TFH3 enolase XII Thalassobacter sp. 4.2.1.11
W8FV27 enolase XII Thalassolituus oleivorans 4.2.1.11
AOAOB4YOHO enolase XII Thalassospira xiamenensis 4.2.1.11
AOAO99L6F2 enolase XII Thalassotalea sp. 4.2.1.11
AOAO99LF63 enolase XII Thalassotalea sp. 4.2.1.11
N6YGFO enolase XII Thauera sp. 4.2.1.11
JADAA3 enolase XII Theileria orientalis
AOAOC2IVWO enolase XII Thelohanellus kitauei
AOAO61GON4 enolase XII Theobroma cacao
AOA061G7D5 enolase XII Theobroma cacao
K4LFQ3 enolase XII Thermacetogenium phaeum 4.2.1.11
E6SKU4 enolase XII Thermaerobacter marianensis 4.2.1.11
HOUPF8 enolase XII Thermanaerovibrio velox 4.2.1.11
D5XC90 enolase XII Thermincola potens 4.2.1.11
A0A094JQ51 enolase XII Thermoactinomyces sp. 4.2.1.11
BOK6X6 enolase XII Thermoanaerobacter sp. 4.2.1.11
F6BHX9 enolase XII Thermoanaerobacterium 4.2.1.11
AOA062XTD3  enolase XII Thermoanaerobaculum aquaticum 4.2.1.11
Q47sv1 enolase XII Thermobifida fusca 4.2.1.11
D6Y890 enolase XII Thermobispora bispora 4.2.1.11
R7RR33 enolase XII Thermobrachium celere 4.2.1.11
WODG57 enolase XII Thermocrinis ruber 4.2.1.11
AOAQ75WVB6  enolase XII Thermodesulfobacterium commune 4.2.1.11
M1E586 enolase XII Thermodesulfobium narugense 4.2.1.11
A1RWE2 enolase XII Thermofilum pendens 4.2.1.11
S6A544 enolase XII Thermofilum sp. 4.2.1.11
I3TCHS enolase XII Thermogladius cellulolyticus 4.2.1.11
BOKYT8 enolase XII Thermomicrobium roseum 4.2.1.11
D1A7N3 enolase XII Thermomonospora curvata 4.2.1.11
Q9HJT1 enolase XII Thermoplasma acidophilum 4.2.1.11
Q97929 enolase XII Thermoplasma volcanium 4.2.1.11
M4YP0O9 enolase XII Thermoplasmatales archaeon 4.2.1.11
M7TOL7 enolase X1II Thermoplasmatales archaeon 4.2.1.11
M7TBS3 enolase XII Thermoplasmatales archaeon 4.2.1.11
TOLZW7 enolase XII Thermoplasmatales archaeon 4.2.1.11
TOMSR9 enolase XII Thermoplasmatales archaeon 4.2.1.11
TOMVB2 enolase XII Thermoplasmatales archaeon 4.2.1.11
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TONC23 enolase XII Thermoplasmatales archaeon 4.2.1.11
F2L2M4 enolase XII Thermoproteus uzoniensis 4.2.1.11
A1HSQ9 enolase XII Thermosinus carboxydivorans 4.2.1.11
B7IFN4 enolase XII Thermosipho africanus 4.2.1.11
A6LJFO enolase XII Thermosipho melanesiensis 4.2.1.11
D5U004 enolase XII Thermosphaera aggregans 4.2.1.11
P42848 enolase XII Thermotoga maritima 4.2.1.11
G7V8Q3 enolase XII Thermovirga lienii 4.2.1.11

AOAOA2WUJ2 enolase XII Thermus filiformis 4.2.1.11
K7QTC7 enolase XII Thermus oshimai 4.2.1.11
Q72H85 enolase XII Thermus thermophilus 4.2.1.11

AOAOF4ZLQ7 enolase XII Thielaviopsis punctulata
WODWR9 enolase XII Thioalkalimicrobium aerophilum 4.2.1.11
LODVB7 enolase XII Thioalkalivibrio nitratireducens 4.2.1.11
D3SAB9 enolase XII Thioalkalivibrio sp. 4.2.1.11
B8GQ75 enolase XII Thioalkalivibrio sulfidiphilus 4.2.1.11
FOUBKS8 enolase XII Thiocapsa marina 4.2.1.11

AOAO85TV0O3 enolase XII Thioclava sp. 4.2.1.11
I3YFP2 enolase XII Thiocystis violascens 4.2.1.11
WOTQY1 enolase XII Thiolapillus brandeum 4.2.1.11
Q31G68 enolase XII Thiomicrospira crunogena 4.2.1.11
D6CRM6 enolase XII Thiomonas arsenitoxydans 4.2.1.11
D6CVF4 enolase XII Thiomonas arsenitoxydans 4.2.1.11
D5X1T4 enolase XII Thiomonas intermedia 4.2.1.11

AOAO90ANZ4 enolase XII Thioploca ingrica 4.2.1.11
G2DXX5 enolase XII Thiorhodococcus drewsii 4.2.1.11
GAE483 enolase XII Thiorhodospira sibirica 4.2.1.11
H8Z3C8 enolase XII Thiorhodovibrio sp. 4.2.1.11
I3BZ66 enolase XII Thiothrix nivea 4.2.1.11
JOLEB9 enolase XII Thiovulum sp. 4.2.1.11
Q5WQL6 enolase XII Thraustotheca clavata

AOA095XDD5  enolase XII Tissierellia bacterium 4.2.1.11

AOAO95YTT2 enolase XII Tissierellia bacterium 4.2.1.11

AOAO95ZRZ5 enolase XII Tissierellia bacterium 4.2.1.11
I3TLE7 enolase XII Tistrella mobilis 4.2.1.11
QOUAE6 enolase XII Toxoplasma gondii 4.2.1.11
F5YCD8 enolase XII Treponema azotonutricium 4.2.1.11
F4LP46 enolase XII Treponema brennaborense 4.2.1.11
F8F056 enolase XII Treponema caldarium 4.2.1.11
Q73P50 enolase XII Treponema denticola 4.2.1.11
S3K493 enolase XII Treponema maltophilum 4.2.1.11
P74934 enolase XII Treponema pallidum 4.2.1.11

AOAOB7GTE7  enolase XII Treponema phagedenis 4.2.1.11
F5YJB7 enolase XII Treponema primitia 4.2.1.11
U2LJC5 enolase XII Treponema socranskii 4.2.1.11

AOAOAOX143 enolase XII Treponema sp. 4.2.1.11
TOXAN4 enolase XII Treponema sp. 4.2.1.11
F2NWLO enolase XII Treponema succinifaciens 4.2.1.11
D6X017 enolase XII Tribolium castaneum
Q110v4 enolase XII Trichodesmium erythracum 4.2.1.11
B3RZY5 enolase XII Trichoplax adhaerens
K1VJ96 enolase X1II Trichosporon asahii

AOAO77YX57  enolase XII Trichuris trichiura
M8ABT2 enolase XII Triticum urartu
Q83H73 enolase XII Tropheryma whipplei 4.2.1.11
D7CWQ5 enolase XII Truepera radiovictrix 4.2.1.11
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AOAOA8FK94 enolase XII Trueperella pyogenes 4.2.1.11
DOA1Y2 enolase XII Trypanosoma brucei
S5NFXO0 enolase XII Trypanosoma cruzi 4.2.1.11
AOA061I886 enolase XII Trypanosoma rangeli
GOUST7 enolase XII Trypanosoma vivax 4.2.1.11
D5UVHO enolase XII Tsukamurella paurometabola 4.2.1.11
AOAOC3L2H7 enolase XII Tulasnella calospora
AOAO74LPM6 enolase XII Tumebacillus flagellatus 4.2.1.11
I7KIGO enolase XII Turicella otitidis 4.2.1.11
H5S169 enolase XII uncultured Acetothermia 4.2.1.11
V4JZD2 enolase XII uncultured Acidilobus 4.2.1.11
F2YWWO enolase XII uncultured Acidobacteria 4.2.1.11
H5SFW5 enolase XII uncultured Acidobacteria 4.2.1.11
V4XPJ9 enolase XII uncultured archaeon 4.2.1.11
VAY4R3 enolase XII uncultured archaeon 4.2.1.11
V5A5C4 enolase XII uncultured archaeon 4.2.1.11
K2BQ86 enolase XII uncultured bacterium
K2CCT3 enolase XII uncultured bacterium
K2FSM3 enolase XII uncultured bacterium
AOAO59WW83  enolase XII uncultured bacterium 4.2.1.11
K1XJE2 enolase XII uncultured bacterium 4.2.1.11
K1Z6G8 enolase XII uncultured bacterium 4.2.1.11
K1ZHR7 enolase XII uncultured bacterium 4.2.1.11
K1ZU32 enolase XII uncultured bacterium 4.2.1.11
K2A1D1 enolase XII uncultured bacterium 4.2.1.11
K2AB67 enolase XII uncultured bacterium 4.2.1.11
K2AHD7 enolase XII uncultured bacterium 4.2.1.11
K2ANN7 enolase XII uncultured bacterium 4.2.1.11
K2AQP7 enolase XII uncultured bacterium 4.2.1.11
K2B776 enolase XII uncultured bacterium 4.2.1.11
K2BG27 enolase XII uncultured bacterium 4.2.1.11
K2BQRO enolase XII uncultured bacterium 4.2.1.11
K2BY99 enolase XII uncultured bacterium 4.2.1.11
K2D2D4 enolase XII uncultured bacterium 4.2.1.11
K2DMJ6 enolase XII uncultured bacterium 4.2.1.11
K2E245 enolase XII uncultured bacterium 4.2.1.11
K2E3J9 enolase XII uncultured bacterium 4.2.1.11
K2E752 enolase XII uncultured bacterium 4.2.1.11
K2EJF2 enolase XII uncultured bacterium 4.2.1.11
K2ELG6 enolase XII uncultured bacterium 4.2.1.11
K2ELX2 enolase XII uncultured bacterium 4.2.1.11
K2EM90 enolase XII uncultured bacterium 4.2.1.11
K2F2H8 enolase XII uncultured bacterium 4.2.1.11
K2FFY8 enolase XII uncultured bacterium 4.2.1.11
K2FP41 enolase XII uncultured bacterium 4.2.1.11
K2GNX9 enolase XII uncultured bacterium 4.2.1.11
K2GQ36 enolase XII uncultured bacterium 4.2.1.11
M1LOF5 enolase XII uncultured bacterium 4.2.1.11
G3BMRO enolase XII uncultured candidate 4.2.1.11
E1YE22 enolase XII uncultured Desulfobacterium 4.2.1.11
V4J7G9 enolase XII uncultured Desulfofustis 4.2.1.11
HE6RE44 enolase XII uncultured Flavobacteriia 4.2.1.11
AOAQ75FL0O9 enolase XII uncultured marine 4.2.1.11
AOAQ75GC87 enolase XII uncultured marine 4.2.1.11
AOA075GG62  enolase XII uncultured marine 4.2.1.11
AOAO75GGT2 enolase XII uncultured marine 4.2.1.11
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AOAO75GIU6 enolase XII uncultured marine 4.2.1.11
AOAO75GPK2 enolase XII uncultured marine 4.2.1.11

Q6SGG1 enolase XII uncultured marine 4.2.1.11
E7C683 enolase XII uncultured nuHF2 4.2.1.11
B1GYL7 enolase XII Uncultured termite 4.2.1.11
V4LED9 enolase XII uncultured Thiohalocapsa 4.2.1.11
AOAOCBRNW5  enolase XII Ureaplasma diversum 4.2.1.11
B1ATH2 enolase XII Ureaplasma parvum 4.2.1.11
B5ZAZ0O enolase XII Ureaplasma urealyticum 4.2.1.11
V6Q788 enolase XII Vagococcus lutrae 4.2.1.11
ATTEY1 enolase XII Vanderwaltozyma polyspora
W1TUA1 enolase XII Varibaculum cambriense 4.2.1.11
J3CQ44 enolase XII Variovorax sp. 4.2.1.11
AOA096C045 enolase XII Veillonella montpellierensis 4.2.1.11
E4LDDO enolase XII Veillonella sp. 4.2.1.11
FON718 enolase XII Veillonella sp. 4.2.1.11
REBRJ8 enolase XII Veillonella sp. 4.2.1.11
A1WLU9 enolase XII Verminephrobacter eiseniae 4.2.1.11
AOAOE3YTQR9 enolase XII Verrucomicrobia bacterium 4.2.1.11
AOAOD2AVQ5 enolase XII Verruconis gallopava
ABCX71 enolase XII Vesicomyosocius okutanii 4.2.1.11
ABALC2 enolase XII Vibrio campbellii 4.2.1.11
U4EH51 enolase XII Vibrio nigripulchritudo 4.2.1.11
W4ENT9 enolase XII Viridibacillus arenosi 4.2.1.11
E1QNF7 enolase XII Vulcanisaeta distributa 4.2.1.11
F8LAZS8 enolase XII Waddlia chondrophila 4.2.1.11
R9AIDO enolase XII Wallemia ichthyophaga
FONYT2 enolase XII Weeksella virosa 4.2.1.11
AOAO75TXS5 enolase XII Weissella ceti
AOAOB9CUH7 enolase XII Weissella oryzae 4.2.1.11
AOAODONKD8  enolase XII Wenxinia marina 4.2.1.11
E9MOG1 enolase XII Wickerhamomyces ciferrii
H6Q4W3 enolase XII Wigglesworthia glossinidia 4.2.1.11
Q8D2K1 enolase XII Wigglesworthia glossinidia 4.2.1.11
V8CTEbL enolase XII Williamsia sp. 4.2.1.11
S7VS02 enolase XII Winogradskyella psychrotolerans 4.2.1.11
L8XUP5 enolase XII Wohlfahrtiimonas chitiniclastica 4.2.1.11
AOAOB0OPXH5 enolase XII Wolbachia endosymbiont 4.2.1.11
I7JEI8 enolase XII Wolbachia endosymbiont 4.2.1.11
B3CNP3 enolase XII Wolbachia pipientis 4.2.1.11
COR5N4 enolase XII Wolbachia sp. 4.2.1.11
Q5GTG4 enolase XII Wolbachia sp. 4.2.1.11
Q7M8Q0 enolase XII Wolinella succinogenes 4.2.1.11
A7TINB6 enolase XII Xanthobacter autotrophicus 4.2.1.11
L8M6E4 enolase XII Xenococcus Sp. 4.2.1.11
D1BXQ5 enolase XII Xylanimonas cellulosilytica 4.2.1.11
B21937 enolase XII Xylella fastidiosa 4.2.1.11
Q6C1F3 enolase XII Yarrowia lipolytica 4.2.1.11
G9Z8B8 enolase XII Yokenella regensburgei 4.2.1.11
V7I5Y2 enolase XII Youngiibacter fragilis 4.2.1.11
P26301 enolase XII Zea mays 4.2.1.11
P42895 enolase X1II Zea mays 4.2.1.11
Q6JKT3 enolase XII Zootermopsis parabasalian
Q6JKT4 enolase XII Zootermopsis parabasalian
Q6JKT5 enolase XII Zootermopsis parabasalian

P33675 enolase XII Zymomonas mobilis 4.2.1.11
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AOAO38GE84 glucarate dehydratase VIII

AOAOB5SFBX3  glucarate dehydratase VIII
S6MRM5 glucarate dehydratase VIII
W8FCK7 glucarate dehydratase VIII Agrobacterium tumefaciens

A0A066U9S9  glucarate dehydratase VIII Amycolatopsis rifamycinica
R1I3Z1 glucarate dehydratase VIII Amycolatopsis vancoresmycina

AOAO8B6ZGW6  glucarate dehydratase VIII Bifidobacterium bohemicum 4.2.1.40
K5DVM6 glucarate dehydratase VIII Bradyrhizobium lupini

AOAOF5JY99 glucarate dehydratase VIII Burkholderia andropogonis

AOAO95WC85  glucarate dehydratase VIII Burkholderia gladioli

AOAOBBRY10 glucarate dehydratase VIII Burkholderia glumae 4.2.1.40

AOAO69P6WO  glucarate dehydratase VIII Burkholderia grimmiae

AOAO38H5T4 glucarate dehydratase VIII Burkholderia jiangsuensis

AOAO95EXD5  glucarate dehydratase VIII Burkholderia mallei
B2TB15 glucarate dehydratase VIII Burkholderia phytofirmans

AOAO60PB25  glucarate dehydratase VIII Burkholderia sp.

AOA084DNO5  glucarate dehydratase VIII Burkholderia sp.

R4X037 glucarate dehydratase VIII Burkholderia sp.

AOAOC2CF73 glucarate dehydratase VIII Burkholderia sp. 4.2.1.40
W8WUM2 glucarate dehydratase VIII Castellaniella defragrans 4.2.1.40
Q1QuM5 glucarate dehydratase VIII Chromohalobacter salexigens
WOWX56 glucarate dehydratase VIII Cladophialophora psammophila

AOAO67LS14 glucarate dehydratase VIII Clavibacter cf.

AOAO10RRJI3 glucarate dehydratase VIII Colletotrichum fioriniae

A0A014MCO2 glucarate dehydratase VIII Comamonas aquatica

AOA096F927  glucarate dehydratase VIII Comamonas testosteroni

AOAOE3BX71 glucarate dehydratase VIII Comamonas testosteroni
R7ZW0O0 glucarate dehydratase VIII Cyclobacteriaceae bacterium
S7VDNO glucarate dehydratase VIII Cyclobacterium qasimii 4.2.1.40

AOAOF5FR79  glucarate dehydratase VIII Devosia geojensis
I2EUQ2 glucarate dehydratase VIII Emticicia oligotrophica
H4V537 glucarate dehydratase VIII Escherichia coli
S1IKY2 glucarate dehydratase VIII Escherichia coli

AOAO70T4Y9 glucarate dehydratase VIII Escherichia coli 4.2.1.40
M75YJ6 glucarate dehydratase VIII Eutypa lata
W9ZLB5 glucarate dehydratase VIII Fusarium oxysporum
XOBTH7 glucarate dehydratase VIII Fusarium oxysporum
K3VRU5 glucarate dehydratase VIII Fusarium pseudograminearum
W7ME34 glucarate dehydratase VIII Gibberella moniliformis

A0A016Q4W2 glucarate dehydratase VIII Gibberella zeae
DOLDF9 glucarate dehydratase VIII Gordonia bronchialis 4.2.1.40
K6WJ67 glucarate dehydratase VIII Gordonia rhizosphera
J9sSIC3 glucarate dehydratase VIII Gordonia sp.

R7YAA3 glucarate dehydratase VIII Gordonia terrae

AOAOC5VIO2 glucarate dehydratase VIII Gynuella sunshinyii 4.2.1.40
I3CY13 glucarate dehydratase VIII Herbaspirillum sp.

J3D023 glucarate dehydratase VIII Herbaspirillum sp.

AOAO16XLM2 glucarate dehydratase VIII Hylemonella gracilis
W5WGBO glucarate dehydratase VIII Kutzneria albida
W7T1B9 glucarate dehydratase VIII Kutzneria sp.

AOAO81G4H7 glucarate dehydratase VIII Marinobacterium sp.

AOAODOJZQ6 glucarate dehydratase VIII Microbacterium sp.

W2EVN8 glucarate dehydratase VIII Microbispora sp.
WOAPD4 glucarate dehydratase VIII Mycobacterium cosmeticum

A0A024M426  glucarate dehydratase VIII Mycobacterium farcinogenes
X5LDJ9 glucarate dehydratase VIII Mycobacterium mageritense
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V5XI18 glucarate dehydratase VIII Mycobacterium neoaurum
AOAO99CE11 glucarate dehydratase VIII Mycobacterium rufum
AOAOB2Y1D3 glucarate dehydratase VIII Mycobacterium setense
AOAOB2Y884 glucarate dehydratase VIII Mycobacterium setense
L8F4C2 glucarate dehydratase VIII Mycobacterium smegmatis
X5LT29 glucarate dehydratase VIII Mycobacterium vulneris
AOA034ULJ2 glucarate dehydratase VIII Nocardia brasiliensis
AOAOC1DBX6 glucarate dehydratase VIII Nocardia vulneris
AOAO97NT7F3 glucarate dehydratase VIII Pandoraea pnomenusa
AOAOB3TCP1 glucarate dehydratase VIII Pandoraea pnomenusa
AOAOABBST8 glucarate dehydratase VIII Pandoraea pulmonicola
R7WVGY glucarate dehydratase VIII Pandoraea sp.
V5UDH5 glucarate dehydratase VIII Pandoraea sp.
AOAOA8BLJ9 glucarate dehydratase VIII Pandoraea sputorum
AOAOC5JTW1  glucarate dehydratase VIII Pandoraea vervacti
W3XJL6 glucarate dehydratase VIII Pestalotiopsis fici
J3DDF1 glucarate dehydratase VIII Polaromonas sp.
AOAOB3S866 glucarate dehydratase VIII Ponticoccus sp. 4.2.1.40
AOAOCINPC3 glucarate dehydratase VIII Prauserella sp. 4.2.1.40
K2RX67 glucarate dehydratase VIII Pseudomonas avellanae
W8PJ38 glucarate dehydratase VIII Pseudomonas brassicacearum
AOAOA6D7S7  glucarate dehydratase VIII Pseudomonas chlororaphis
WOHGW4 glucarate dehydratase VIII Pseudomonas cichorii
AOAOC1W273  glucarate dehydratase VIII Pseudomonas fluorescens
AOAOC1WHO7 glucarate dehydratase VIII Pseudomonas fluorescens
AOAODOKJL3 glucarate dehydratase VIII Pseudomonas fluorescens
AOAODONDL4 glucarate dehydratase VIII Pseudomonas fluorescens
AOAOF4VHX1 glucarate dehydratase VIII Pseudomonas fluorescens
J2ENS8 glucarate dehydratase VIII Pseudomonas fluorescens
L7HMUS glucarate dehydratase VIII Pseudomonas fluorescens
AOAODOT5Y3 glucarate dehydratase VIII Pseudomonas fluorescens 4.2.1.40
AOAOE3KHTO glucarate dehydratase VIII Pseudomonas fluorescens 4.2.1.40
AOAOB1ZAM2 glucarate dehydratase VIII Pseudomonas frederiksbergensis
AOAODOJEH2 glucarate dehydratase VIII Pseudomonas fulva
AOAOF4XEE3 glucarate dehydratase VIII Pseudomonas kilonensis
AOA098SYH1 glucarate dehydratase VIII Pseudomonas lutea
AOAO59KXC6 glucarate dehydratase VIII Pseudomonas mandelii
AOAOA4GEQ9 glucarate dehydratase VIII Pseudomonas mediterranea
V8R6W6 glucarate dehydratase VIII Pseudomonas moraviensis
M4JZQ7 glucarate dehydratase VIII Pseudomonas poae
S6BBC4 glucarate dehydratase VIII Pseudomonas resinovorans 4.2.1.40
AOA089YP19 glucarate dehydratase VIII Pseudomonas rhizosphaerae
A0A031J1V0O  glucarate dehydratase VIII Pseudomonas sp.
AOAO77LERS glucarate dehydratase VIII Pseudomonas sp.
AOAOE9ZU31 glucarate dehydratase VIII Pseudomonas sp.
I4N3V6 glucarate dehydratase VIII Pseudomonas sp.
J2MP87 glucarate dehydratase VIII Pseudomonas sp.
J2PMB2 glucarate dehydratase VIII Pseudomonas sp.
J2TRO8 glucarate dehydratase VIII Pseudomonas sp.
J2XDY8 glucarate dehydratase VIII Pseudomonas sp.
J3E662 glucarate dehydratase VIII Pseudomonas sp.
J3GEJ2 glucarate dehydratase VIII Pseudomonas sp.
J3GQP2 glucarate dehydratase VIII Pseudomonas sp.
M5QRS1 glucarate dehydratase VIII Pseudomonas sp.
N2J4B0O glucarate dehydratase VIII Pseudomonas sp.
S6H523 glucarate dehydratase VIII Pseudomonas sp.
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S6HH47 glucarate dehydratase VIII Pseudomonas sp.
S6JPK8 glucarate dehydratase VIII Pseudomonas sp.
AOAOA1HUE2 glucarate dehydratase VIII Pseudomonas sp. 4.2.1.40
W6VAQO glucarate dehydratase VIII Pseudomonas sp. 4.2.1.40
AOAOE2J832 glucarate dehydratase VIII Pseudomonas syringae
S3MYDO glucarate dehydratase VIII Pseudomonas syringae
AOAODOLEO5 glucarate dehydratase VIII Pseudomonas viridiflava
F4GNS5 glucarate dehydratase VIII Pusillimonas sp.
S9S3I1 glucarate dehydratase VIII Ralstonia sp.
F5XX60 glucarate dehydratase VIII Ramlibacter tataouinensis
AOA068T3L5 glucarate dehydratase VIII Rhizobium galegae
A0A024IXQ6 glucarate dehydratase VIII Rhizobium radiobacter
AOAO37XTQ3 glucarate dehydratase VIII Rhizobium radiobacter
AOAO98RNB3 glucarate dehydratase VIII Rhizobium sp.
U4Q057 glucarate dehydratase VIII Rhizobium sp. 4.2.1.40
W6WQP2 glucarate dehydratase VIII Rhizobium sp. 4.2.1.40
AOAO76EQ94 glucarate dehydratase VIII Rhodococcus opacus
K8XWRO glucarate dehydratase VIII Rhodococcus opacus
AOAODOJTH4 glucarate dehydratase VIII Rhodococcus sp.
J2JBT3 glucarate dehydratase VIII Rhodococcus sp.
AOAOF3I9U1 glucarate dehydratase VIII Rhodococcus sp. 4.2.1.40
M2V9X8 glucarate dehydratase VIII Rhodococcus triatomae
L2TKS1 glucarate dehydratase VIII Rhodococcus wratislaviensis
XO0Q9E7 glucarate dehydratase VIII Rhodococcus wratislaviensis
G5PS54 glucarate dehydratase VIII Salmonella enterica
G5SG79 glucarate dehydratase VIII Salmonella enterica
S4MJ65 glucarate dehydratase VIII Streptomyces afghaniensis
S4MWRS glucarate dehydratase VIII Streptomyces afghaniensis
AOAO59VWA7  glucarate dehydratase VIII Streptomyces albulus
XOMKG1 glucarate dehydratase VIII Streptomyces albulus
AOAOBSEY95  glucarate dehydratase VIII Streptomyces albus
M3FSU8 glucarate dehydratase VIII Streptomyces bottropensis
S5UUGO glucarate dehydratase VIII Streptomyces collinus
AOAOCSFPSO  glucarate dehydratase VIII Streptomyces cyaneogriseus
K4RBD5 glucarate dehydratase VIII Streptomyces davawensis 4.2.1.40
AOAOB1EM66 glucarate dehydratase VIII Streptomyces fradiae
M3DPZ1 glucarate dehydratase VIII Streptomyces gancidicus
A0A072SGS1  glucarate dehydratase VIII Streptomyces griseorubens
GOQ6B3 glucarate dehydratase VIII Streptomyces griseus 4.2.1.40
L1KRG6 glucarate dehydratase VIII Streptomyces ipomoeae
L1L4AT4 glucarate dehydratase VIII Streptomyces ipomoeae
AOAO61A914 glucarate dehydratase VIII Streptomyces iranensis
A0A086N371 glucarate dehydratase VIII Streptomyces mutabilis
VE6KKF6 glucarate dehydratase VIII Streptomyces niveus
AOAOBSDHHO  glucarate dehydratase VIII Streptomyces nodosus
AOAOB6Y7K4  glucarate dehydratase VIII Streptomyces olindensis
AOAOB6YTM7  glucarate dehydratase VIII Streptomyces olindensis
AOAOAONWU7  glucarate dehydratase VIII Streptomyces rapamycinicus
L8EPI3 glucarate dehydratase VIII Streptomyces rimosus
V6JX56 glucarate dehydratase VIII Streptomyces roseochromogenus
AOAOB6GRF5 glucarate dehydratase VIII Streptomyces scabiei
AOAO86H1S0 glucarate dehydratase VIII Streptomyces scabiei
AOA014N684 glucarate dehydratase VIII Streptomyces sp.
AOA022MJY2 glucarate dehydratase VIII Streptomyces sp.
A0A069JQN2  glucarate dehydratase VIII Streptomyces sp.
AOAO87K2U5 glucarate dehydratase VIII Streptomyces sp.
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AOAOC1XV54 glucarate dehydratase VIII Streptomyces sp.
AOAOC2AXU5 glucarate dehydratase VIII Streptomyces sp.
AOAOC2AXWO  glucarate dehydratase VIII Streptomyces sp.
AOAOF5AHUS  glucarate dehydratase VIII Streptomyces sp.
AOAOF5VQ93  glucarate dehydratase VIII Streptomyces sp.
S2Y675 glucarate dehydratase VIII Streptomyces sp.
L7FOTO glucarate dehydratase VIII Streptomyces turgidiscabies
L8P6G4 glucarate dehydratase VIII Streptomyces viridochromogenes
V8CRW5 glucarate dehydratase VIII Williamsia sp.
S1H7Y5 glucarate dehydratase XI
USW655 glucarate dehydratase XI Actinoplanes friuliensis
J5AX65 glucarate dehydratase XI Burkholderia multivorans
L2QC19 glucarate dehydratase XI Enterococcus faecium
AOAO29HLH8 glucarate dehydratase XI Escherichia coli
AOA029IKS2 glucarate dehydratase XI Escherichia coli
N2JIF6 glucarate dehydratase XI Escherichia coli
N4NGB3 glucarate dehydratase XI Escherichia coli
N4NK41 glucarate dehydratase XI Escherichia coli
E3XIF3 glucarate dehydratase XI Escherichia coli 4.2.1.40
W7WD05 glucarate dehydratase XI Methylibium sp. 4.2.1.40
M7S6Q4 glucarate dehydratase XI Salmonella enterica
I6GVI4 glucarate dehydratase XI Shigella flexneri 4.2.1.40
I6GVP1 glucarate dehydratase XI Shigella flexneri 4.2.1.40
KOX8W5 glucarate dehydratase XI Shigella flexneri 4.2.1.40
AOAOC1SRP5 glucarate dehydratase XI Streptomyces pluripotens
AOAO69HVU6  L-fuconate dehydratase VII
C9VVZ0 L-fuconate dehydratase VII
W8GAP6 L-fuconate dehydratase VII
S3MX33 L-fuconate dehydratase VII Acinetobacter rudis
LOM6T1 L-fuconate dehydratase VII Acinetobacter sp.
N9QFP6 L-fuconate dehydratase VII Acinetobacter sp.
I0H598 L-fuconate dehydratase VII Actinoplanes missouriensis
WOP8J6 L-fuconate dehydratase VII Advenella mimigardefordensis
Q7CwW73 L-fuconate dehydratase VII Agrobacterium fabrum
F7U3B0 L-fuconate dehydratase VII Agrobacterium tumefaciens
G6XU00 L-fuconate dehydratase VII Agrobacterium tumefaciens
B9KOA9 L-fuconate dehydratase VII Agrobacterium vitis
AOAO76MYBO  L-fuconate dehydratase VII Amycolatopsis methanolica
J1JVE1 L-fuconate dehydratase VII Bartonella tamiae
U2CSK2 L-fuconate dehydratase VII Bifidobacterium breve
AOAOABNFK8 L-fuconate dehydratase VII Bifidobacterium longum
AOAOABNKH7  L-fuconate dehydratase VII Bifidobacterium longum
D6ZWK3 L-fuconate dehydratase VII Bifidobacterium longum
D6ZY08 L-fuconate dehydratase VII Bifidobacterium longum
COBRF9 L-fuconate dehydratase VII Bifidobacterium pseudocat.
C4INM5 L-fuconate dehydratase VII Brucella abortus
C0G410 L-fuconate dehydratase VII Brucella ceti
A0A083V3GO L-fuconate dehydratase VII Brucella inopinata
EODNF3 L-fuconate dehydratase VII Brucella inopinata 5.1.2.2
D1CVH9 L-fuconate dehydratase VII Brucella sp.
B1F8C7 L-fuconate dehydratase VII Burkholderia ambifaria
B1SWZ0 L-fuconate dehydratase VII Burkholderia ambifaria
QOB773 L-fuconate dehydratase VII Burkholderia ambifaria
A0AO71MJIS2  L-fuconate dehydratase VII Burkholderia cenocepacia
AOA088UOH2 L-fuconate dehydratase VII Burkholderia cenocepacia
A0A088UQW3  L-fuconate dehydratase VII Burkholderia cenocepacia
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A2W3I3 L-fuconate dehydratase VII Burkholderia cenocepacia
AOA081VGB9  L-fuconate dehydratase VII Burkholderia cepacia
A0A088TZQ4 L-fuconate dehydratase VII Burkholderia cepacia
A0A095DJU3  L-fuconate dehydratase VII Burkholderia cepacia
AOAQ95F7T9  L-fuconate dehydratase VII Burkholderia cepacia
J7JBUO L-fuconate dehydratase VII Burkholderia cepacia
A2WG49 L-fuconate dehydratase VII Burkholderia dolosa
A0A095XMB3  L-fuconate dehydratase VII Burkholderia gladioli
F2LJB8 L-fuconate dehydratase VII Burkholderia gladioli
AOAO095FCX1  L-fuconate dehydratase VII Burkholderia mallei
AOAOB8ZV53  L-fuconate dehydratase VII Burkholderia multivorans
B9AYJO L-fuconate dehydratase VII Burkholderia multivorans
B9BRUS L-fuconate dehydratase VII Burkholderia multivorans
KODSX9 L-fuconate dehydratase VII Burkholderia phenoliruptrix
AOAO87NYB4 L-fuconate dehydratase VII Burkholderia pyrrocinia
AOAOB4DEJ6  L-fuconate dehydratase VII Burkholderia sp.
B5WPF5 L-fuconate dehydratase VII Burkholderia sp.
D5WDH8 L-fuconate dehydratase VII Burkholderia sp.
FOGA25 L-fuconate dehydratase VII Burkholderia sp.
U2FGT8 L-fuconate dehydratase VII Burkholderia sp.
A43JJB9 L-fuconate dehydratase VII Burkholderia vietnamiensis
W8WuU78 L-fuconate dehydratase VII Castellaniella defragrans 4.2.1.68
J2H037 L-fuconate dehydratase VII Caulobacter sp.
AOAOA1FAJ5  L-fuconate dehydratase VII Collimonas arenae 4.2.1.68
D5NZS3 L-fuconate dehydratase VII Corynebacterium ammoniagenes
K8AE55 L-fuconate dehydratase VII Cronobacter condimenti 4.2.1.68
A0A011A0C2 L-fuconate dehydratase VII Cryptosporangium arvum
C9YB86 L-fuconate dehydratase VII Curvibacter putative 5.1.2.2
A0AO72T5Y7  L-fuconate dehydratase VII Delftia tsuruhatensis
A0A081J3M9 L-fuconate dehydratase VII Delftia tsuruhatensis
AOAO8TM5A2  L-fuconate dehydratase VII Devosia riboflavina
A0AO87LMH8 L-fuconate dehydratase VII Devosia sp.
W8I5M3 L-fuconate dehydratase VII Ensifer adhaerens
D8MW22 L-fuconate dehydratase VII Erwinia billingiae
E3D9N3 L-fuconate dehydratase VII Gardnerella vaginalis
WORRO5 L-fuconate dehydratase VII Gemmatirosa kalamazoonesis
A9HPM6 L-fuconate dehydratase VII Gluconacetobacter diazotrophicus
B5ZFB9 L-fuconate dehydratase VII Gluconacetobacter diazotrophicus
D8J108 L-fuconate dehydratase VII Herbaspirillum seropedicae
I3CXN1 L-fuconate dehydratase VII Herbaspirillum sp.
J2TXM3 L-fuconate dehydratase VII Herbaspirillum sp.
J3HWI1 L-fuconate dehydratase VII Herbaspirillum sp.
Q28QJ1 L-fuconate dehydratase VII Jannaschia sp.
AOA090G1V9 L-fuconate dehydratase VII Mesorhizobium plurifarium 4.2.1.68
AOAO90DDL7 L-fuconate dehydratase VII Mesorhizobium sp. 4.2.1.68
A0A022L1F8 L-fuconate dehydratase VII Microbacterium sp.
AOA022LFJ0 L-fuconate dehydratase VII Microbacterium sp.
A0A062VT92  L-fuconate dehydratase VII Microbacterium sp.
AOAODOJR50  L-fuconate dehydratase VII Microbacterium sp.
W2EM32 L-fuconate dehydratase VII Microbispora sp.
W2F1G5 L-fuconate dehydratase VII Microbispora sp.
AOAOB2BDS5  L-fuconate dehydratase VII Mumia flava
I5C6L5 L-fuconate dehydratase VII Nitratireductor aquibiodomus
AOA084USE3  L-fuconate dehydratase VII Nitratireductor basaltis
TOI2US L-fuconate dehydratase VII Novosphingobium lindaniclasticum
Q2CHH7 L-fuconate dehydratase VII Oceanicola granulosus
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ABWVP6 L-fuconate dehydratase VII Ochrobactrum anthropi
U4VEX1 L-fuconate dehydratase VII Ochrobactrum intermedium
M3JAAS8 L-fuconate dehydratase VII Ochrobactrum sp.

U1lYWs1 L-fuconate dehydratase VII Ochrobactrum sp.
AOAOF5XW32  L-fuconate dehydratase VII Pantoea sp.

J2ULU9 L-fuconate dehydratase VII Pantoea sp.

A0A099G2Q6 L-fuconate dehydratase VII Paracoccus sanguinis

J3CF78 L-fuconate dehydratase VII Phyllobacterium sp.

D5SU39 L-fuconate dehydratase VII Planctopirus limnophila
AOAO76K6Y6  L-fuconate dehydratase VII Planktomarina temperata
A0A076JWA4  L-fuconate dehydratase VII Planktomarina temperata 5.1.2.2
AOAO89PLI92  L-fuconate dehydratase VII Pluralibacter gergoviae

J3DD58 L-fuconate dehydratase VII Polaromonas sp.

M4WSG7 L-fuconate dehydratase VII Pseudomonas denitrificans
A0A098SWP5  L-fuconate dehydratase VII Pseudomonas lutea

Q88J18 L-fuconate dehydratase VII Pseudomonas putida

J1INBS8 L-fuconate dehydratase VII Pseudomonas sp.
AOAOB60IES7 L-fuconate dehydratase VII Rhizobium etli

Q2JZW8 L-fuconate dehydratase VII Rhizobium etli

S53SSX1 L-fuconate dehydratase VII Rhizobium etli

B6A481 L-fuconate dehydratase VII Rhizobium leguminosarum

C6B7Z9 L-fuconate dehydratase VII Rhizobium leguminosarum

I9N4GO L-fuconate dehydratase VII Rhizobium leguminosarum

JOK1Y9 L-fuconate dehydratase VII Rhizobium leguminosarum

JOKLA7 L-fuconate dehydratase VII Rhizobium leguminosarum

JOL5M6 L-fuconate dehydratase VII Rhizobium leguminosarum

Q1M5D8 L-fuconate dehydratase VII Rhizobium leguminosarum

WOINX3 L-fuconate dehydratase VII Rhizobium leguminosarum

Q92VK9 L-fuconate dehydratase VII Rhizobium meliloti 5.1.2.2
A0A037Y0B6 L-fuconate dehydratase VII Rhizobium radiobacter
AOAO83ZHLO L-fuconate dehydratase VII Rhizobium radiobacter
AOAO61MQD4 L-fuconate dehydratase VII Rhizobium rhizogenes
AOAO81MHL3 L-fuconate dehydratase VII Rhizobium sp.

A0A095VJ22 L-fuconate dehydratase VII Rhizobium sp.

C3KMJ8 L-fuconate dehydratase VII Rhizobium sp.

J1TI24 L-fuconate dehydratase VII Rhizobium sp.

J2W715 L-fuconate dehydratase VII Rhizobium sp.

J6DSB7 L-fuconate dehydratase VII Rhizobium sp.

LONAS3 L-fuconate dehydratase VII Rhizobium sp.

WE6RG88 L-fuconate dehydratase VII Rhizobium sp. 5.1.2.2

V7EQS1 L-fuconate dehydratase VII Rhodobacter sp.

Q21TRO L-fuconate dehydratase VII Rhodoferax ferrireducens

A4EPQ5 L-fuconate dehydratase VII Roseobacter sp.

Q1GLV3 L-fuconate dehydratase VII Ruegeria sp.

H5XDIO L-fuconate dehydratase VII Saccharomonospora cyanea

I1CZT1 L-fuconate dehydratase VII Saccharomonospora glauca

H5X2I2 L-fuconate dehydratase VII Saccharomonospora marina

T2RV12 L-fuconate dehydratase VII Saccharopolyspora erythraea
A0A084IHZ8 L-fuconate dehydratase VII Salinisphaera hydrothermalis
A0A084YQ11 L-fuconate dehydratase VII Serratia grimesii
A0A069CNQ1  L-fuconate dehydratase VII Serratia liquefaciens
AOAOABMLTO L-fuconate dehydratase VII Serratia marcescens

LOMCE9 L-fuconate dehydratase VII Serratia marcescens

WOT196 L-fuconate dehydratase VII Serratia marcescens
A0A086GTV5  L-fuconate dehydratase VII Serratia nematodiphila

D4DXJ3 L-fuconate dehydratase VII Serratia odorifera
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S0A8X1 L-fuconate dehydratase VII Serratia plymuthica 4.2.1.68
ABGYF6 L-fuconate dehydratase VII Serratia proteamaculans
A0A021WZY7  L-fuconate dehydratase VII Shinella sp. 4.2.1.68
AOAO72CFH4 L-fuconate dehydratase VII Sinorhizobium americanum

I3X2W5 L-fuconate dehydratase VII Sinorhizobium fredii

A6UJCO L-fuconate dehydratase VII Sinorhizobium medicae

WOA9H6 L-fuconate dehydratase VII Sphingomonas sanxanigenens

D3QAP7 L-fuconate dehydratase VII Stackebrandtia nassauensis

XOMJIN8 L-fuconate dehydratase VII Streptomyces albulus
AOAOABEVS5  L-fuconate dehydratase VII Streptomyces sp.

HOB9K?2 L-fuconate dehydratase VII Streptomyces sp.

D2AYS8 L-fuconate dehydratase VII Streptosporangium roseum
AOAQ95TJHO  L-fuconate dehydratase VII Tatumella morbirosei
A0A074JW81 L-fuconate dehydratase VII Thioclava sp.

T1W5N6 L-fuconate dehydratase VII uncultured organism

C5CZB5 L-fuconate dehydratase VII Variovorax paradoxus

T1XLO7 L-fuconate dehydratase VII Variovorax paradoxus

I3PCI6 L-fuconate dehydratase VII Variovorax sp.

J3CTV8 L-fuconate dehydratase VII Variovorax sp.

A1WGV3 L-fuconate dehydratase VII Verminephrobacter eiseniae

Q8PF00 L-fuconate dehydratase VII Xanthomonas axonopodis

Q66C33 L-fuconate dehydratase VII Yersinia pseudotuberculosis

N8YF24 L-fuconate dehydratase XI Acinetobacter guillouiae

F5J705 L-fuconate dehydratase XI Agrobacterium sp.

HOHD24 L-fuconate dehydratase XI Agrobacterium tumefaciens

S2WHX9 L-fuconate dehydratase XI Delftia acidovorans

K2P3z7 L-fuconate dehydratase XI Galbibacter marinus

U7FXT1 L-fuconate dehydratase XI Labrenzia sp.

F5XLP1 L-fuconate dehydratase XI Microlunatus phosphovorus

HOJDC3 L-fuconate dehydratase XI Pseudomonas psychrotolerans

N2J7H6 L-fuconate dehydratase XI Pseudomonas sp.

F2AJQ0 L-fuconate dehydratase X1 Rhizobium etli

GOAEN7 L-fuconate dehydratase XI Rhizobium fredii

FOSPZ4 L-fuconate dehydratase XI Rubinisphaera brasiliensis

S9RP95 L-fuconate dehydratase XI Salipiger mucosus 4.2.1.68

N1MQP4 L-fuconate dehydratase XI Sphingobium japonicum 4.2.1.68

F3ND86 L-fuconate dehydratase XI Streptomyces griseoaurantiacus

L8EU13 L-fuconate dehydratase XI Streptomyces rimosus

K2AZV9 L-fuconate dehydratase XI uncultured bacterium

E6V1J7 L-fuconate dehydratase XI Variovorax paradoxus

VOG6WT7 L-talarate/galactarate dehydratase v

X7IBV6 L-talarate/galactarate dehydratase v

JOUFI5 L-talarate/galactarate dehydratase I\Y Acidovorax sp.

W8FLW8 L-talarate/galactarate dehydratase I\Y Agrobacterium tumefaciens 4.2.1.42

A1ROV5 L-talarate/galactarate dehydratase v Arthrobacter aurescens 5.1.2.2

B8H867 L-talarate/galactarate dehydratase v Arthrobacter chlorophenolicus

N1UTC7 L-talarate/galactarate dehydratase v Arthrobacter crystallopoietes

L8TNRO L-talarate/galactarate dehydratase I\Y Arthrobacter nitrophenolicus
AOAOB4ETS6 L-talarate/galactarate dehydratase I\Y Arthrobacter phenanthrenivorans

FOM4Q6 L-talarate/galactarate dehydratase v Arthrobacter phenanthrenivorans 4.2.1.-; 4.2.1.42
A0AOC1C283 L-talarate/galactarate dehydratase v Arthrobacter sp.

UlY614 L-talarate/galactarate dehydratase v Arthrobacter sp.

A0JQW3 L-talarate/galactarate dehydratase IV Arthrobacter sp. 4.2.1.-; 4.2.1.42

J7JBW5 L-talarate/galactarate dehydratase I\Y Burkholderia cepacia 4.2.1.42
A0AOB6S138  L-talarate/galactarate dehydratase v Burkholderia glumae 5.1.2.2
A0AO95H7Q5 L-talarate/galactarate dehydratase v Burkholderia mallei
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AOAOB1Y2J2 L-talarate/galactarate dehydratase IV Burkholderia sp.
K8RIQ2 L-talarate/galactarate dehydratase I\Y Burkholderia sp.
AOAOC2BZ07 L-talarate/galactarate dehydratase I\Y Burkholderia sp. 5.1.2.2
AOAOF5SEH2  L-talarate/galactarate dehydratase v Citrobacter amalonaticus
M1K6Q3 L-talarate/galactarate dehydratase v Citrobacter amalonaticus
AOAOAIRT97 L-talarate/galactarate dehydratase v Citrobacter pasteurii 5.1.2.2
R8WWB6 L-talarate/galactarate dehydratase I\Y Citrobacter sp.
H1SHWO L-talarate/galactarate dehydratase I\Y Cupriavidus basilensis
AOAOCAYGAS  L-talarate/galactarate dehydratase v Cupriavidus basilensis 4.2.1.42
Q46591 L-talarate/galactarate dehydratase v Cupriavidus pinatubonensis 4.2.1.-; 4.2.1.42
L2E811 L-talarate/galactarate dehydratase v Cupriavidus sp.
V2IP29 L-talarate/galactarate dehydratase IV Cupriavidus sp.
A9BLY2 L-talarate/galactarate dehydratase I\Y Delftia acidovorans
AOAO31I2E2 L-talarate/galactarate dehydratase v Delftia sp.
F6B1U4 L-talarate/galactarate dehydratase v Delftia sp. 5.1.2.2
A0A072T891 L-talarate/galactarate dehydratase v Delftia tsuruhatensis
A0A0A3ZQS1 L-talarate/galactarate dehydratase IV Dickeya chrysanthemi
C6C955 L-talarate/galactarate dehydratase I\Y Dickeya dadantii
D2BRK3 L-talarate/galactarate dehydratase v Dickeya dadantii
E0SJZ7 L-talarate/galactarate dehydratase v Dickeya dadantii
U6ZQB6 L-talarate/galactarate dehydratase v Dickeya solani
AOAOASF8E1 L-talarate/galactarate dehydratase v Dickeya zeae
C6CKK6 L-talarate/galactarate dehydratase I\Y Dickeya zeae
AOAOA3YKA8 L-talarate/galactarate dehydratase I\Y Enterobacter cancerogenus
RIOVJ16 L-talarate/galactarate dehydratase v Enterobacter sp.
AOAOA3Z4D2 L-talarate/galactarate dehydratase v Erwinia typographi
F0JQ37 L-talarate/galactarate dehydratase v Escherichia fergusonii
B7LQU9 L-talarate/galactarate dehydratase I\Y Escherichia fergusonii 5.1.2.2
A0A086D652  L-talarate/galactarate dehydratase I\Y Gammaproteobacteria bacterium
D25478 L-talarate/galactarate dehydratase v Geodermatophilus obscurus
AOAOB8HCA1 L-talarate/galactarate dehydratase v Klebsiella oxytoca
AOAOEOX119 L-talarate/galactarate dehydratase v Klebsiella oxytoca
J5Y2R0 L-talarate/galactarate dehydratase I\Y Klebsiella sp.
AOAOCTKUF3 L-talarate/galactarate dehydratase I\Y Klebsiella variicola
REXF46 L-talarate/galactarate dehydratase I\Y Klebsiella variicola
A0OA063XXA3  L-talarate/galactarate dehydratase v Kosakonia radicincitans
W6IYA6 L-talarate/galactarate dehydratase v Kosakonia sacchari
A0AO71LW10 L-talarate/galactarate dehydratase v Mangrovibacter sp.
AOAO81FZJ1 L-talarate/galactarate dehydratase I\Y Marinobacterium sp. 4.2.1.113
AOA098UBR2 L-talarate/galactarate dehydratase I\Y Massilia sp.
B8IEIO L-talarate/galactarate dehydratase v Methylobacterium nodulans
BOUQI2 L-talarate/galactarate dehydratase v Methylobacterium sp.
AOAOE9BI78 L-talarate/galactarate dehydratase v Pantoea ananas 4.2.1.-; 4.2.1.42
AOAOB1RBJ6 L-talarate/galactarate dehydratase v Pantoea rodasii
AOAOF3LN40 L-talarate/galactarate dehydratase I\Y Pantoea sp.
E6WJIY7 L-talarate/galactarate dehydratase v Pantoea sp.
Q6D8H6 L-talarate/galactarate dehydratase v Pectobacterium atrosepticum
A0A093SISO L-talarate/galactarate dehydratase v Pectobacterium carotovorum
AOAOB2WC64 L-talarate/galactarate dehydratase I\Y Pectobacterium carotovorum
AOAOB3YB60 L-talarate/galactarate dehydratase I\Y Pectobacterium carotovorum
AOAOBICSPO  L-talarate/galactarate dehydratase v Pectobacterium carotovorum
C6DAGO L-talarate/galactarate dehydratase v Pectobacterium carotovorum
DOKK81 L-talarate/galactarate dehydratase v Pectobacterium wasabiae
Q12GE3 L-talarate/galactarate dehydratase v Polaromonas sp. 4.2.1.-; 4.2.1.42
AOAOC2E9C3  L-talarate/galactarate dehydratase I\Y Pseudomonas batumici
AOAOB1Z0I1 L-talarate/galactarate dehydratase I\Y Pseudomonas frederiksbergensis
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AOAODOKAZ5 L-talarate/galactarate dehydratase v Pseudomonas fulva
F6AHR9 L-talarate/galactarate dehydratase I\Y Pseudomonas fulva 5.1.2.2
AOAOF4XQ41 L-talarate/galactarate dehydratase I\Y Pseudomonas kilonensis
F4DUI4 L-talarate/galactarate dehydratase v Pseudomonas mendocina
A0A028VA29 L-talarate/galactarate dehydratase v Pseudomonas pseudoalcaligenes
AOAOTTLIG7 L-talarate/galactarate dehydratase v Pseudomonas sp.
S6I772 L-talarate/galactarate dehydratase I\Y Pseudomonas sp.
S6IQI7 L-talarate/galactarate dehydratase I\Y Pseudomonas sp.
W8RT7R6 L-talarate/galactarate dehydratase v Pseudomonas stutzeri
A0AO85VH12 L-talarate/galactarate dehydratase v Pseudomonas syringae
AOAO85VKG1 L-talarate/galactarate dehydratase v Pseudomonas syringae
K2T3N5 L-talarate/galactarate dehydratase I\Y Pseudomonas syringae
U3QRFO L-talarate/galactarate dehydratase I\Y Ralstonia pickettii
AOAODOK9V1 L-talarate/galactarate dehydratase v Rhizobium radiobacter
A9MKR9 L-talarate/galactarate dehydratase v Salmonella arizonae
E8XG12 L-talarate/galactarate dehydratase v Salmonella typhimurium
Q8ZL58 L-talarate/galactarate dehydratase IV Salmonella typhimurium 4.2.1.156; 4.2.1.4
D7C3X1 L-talarate/galactarate dehydratase I\Y Streptomyces bingchenggensis
AOA061A354 L-talarate/galactarate dehydratase v Streptomyces iranensis
AOAOAONX13 L-talarate/galactarate dehydratase v Streptomyces rapamycinicus

A0A014MBC7  L-talarate/galactarate dehydratase v
G2P402 L-talarate/galactarate dehydratase v
HOF6W4 L-talarate/galactarate dehydratase XI
HOQKP2 L-talarate/galactarate dehydratase XI
G8Q889 L-talarate/galactarate dehydratase XI
H2JV15 L-talarate/galactarate dehydratase
HOFAQ8 mannonate dehydratase
F7T116 mannonate dehydratase
JAY6C9 mannonate dehydratase
D4X6T3 mannonate dehydratase

AOAO095UMT3 mannonate dehydratase
E3HXJ3 mannonate dehydratase

AOAOA5J9Z3 mannonate dehydratase

AOAODEFQO8 mannonate dehydratase

AOAO75P439 mannonate dehydratase
V4RBL5 mannonate dehydratase
F4QMQ4 mannonate dehydratase
F4Qu8a7 mannonate dehydratase
E8RUO1 mannonate dehydratase
V4NIOO0 mannonate dehydratase
V4P143 mannonate dehydratase
V4PIC3 mannonate dehydratase
V4PVX3 mannonate dehydratase
V4R7I3 mannonate dehydratase
V4YRX5 mannonate dehydratase
WOBWV7 mannonate dehydratase
A9I6B4 mannonate dehydratase

Streptomyces sp.
Streptomyces violaceusniger
Achromobacter arsenitoxydans
Arthrobacter globiformis
Pseudomonas fluorescens 5.1.2.2
Streptomyces hygroscopicus
Achromobacter arsenitoxydans
Achromobacter insuavis
Achromobacter piechaudii
Achromobacter piechaudii 5.1.2.2
Achromobacter sp.
Achromobacter xylosoxidans
Alcaligenes xylosoxydans
Alcaligenes xylosoxydans
Alteromonas australica
Asticcacaulis benevestitus
Asticcacaulis biprosthecum
Asticcacaulis biprosthecum
Asticcacaulis excentricus
Asticcacaulis sp.

Asticcacaulis sp.

Asticcacaulis sp.

Asticcacaulis sp.

Asticcacaulis sp.
Betaproteobacteria bacterium
Blastomonas sp.

Bordetella petrii

&
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U2Z38M6 mannonate dehydratase Brevundimonas abyssalis

H5WQ02 mannonate dehydratase Burkholderiales bacterium

Q9A4LS8 mannonate dehydratase Caulobacter crescentus 4.2.1.8
QOAAR4 mannonate dehydratase Caulobacter crescentus 4.2.1.8
ROEHES mannonate dehydratase Caulobacter crescentus 4.2.1.8
D5VMM7 mannonate dehydratase Caulobacter segnis

J2GJ67 mannonate dehydratase Caulobacter sp.

J2GPJ8 mannonate dehydratase Caulobacter sp.

BOTOB1 mannonate dehydratase Caulobacter sp. 4.2.1.8
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BOT4L2 mannonate dehydratase I Caulobacter sp. 4.2.1.8
AOAOCAYFH8 mannonate dehydratase I Cupriavidus basilensis
CI9YAX2 mannonate dehydratase I Curvibacter putative 4.2.1.6
J2UKC4 mannonate dehydratase I Herbaspirillum sp.
C6XQGO mannonate dehydratase I Hirschia baltica
AOAO59FRT6 mannonate dehydratase I Hyphomonas johnsonii
G1Y3L2 mannonate dehydratase I Nitrospirillum amazonense
A4XF23 mannonate dehydratase I Novosphingobium aromat. 4.2.1.8
TOH4U1 mannonate dehydratase I Novosphingobium lindaniclasticum
A0A031JH68 mannonate dehydratase I Novosphingobium resinovorum
AOAO31JTM9 mannonate dehydratase I Novosphingobium resinovorum
AOAOD1CEPO mannonate dehydratase I Novosphingobium sp.
F6IDMb5 mannonate dehydratase I Novosphingobium sp.
AOAOB8ZFC8 mannonate dehydratase I Novosphingobium subterraneum
AOAOB8ZFH2 mannonate dehydratase I Novosphingobium subterraneum
B4RGH9 mannonate dehydratase I Phenylobacterium zucineum
Q125C0 mannonate dehydratase I Polaromonas sp. 4.2.1.8
AOAOB2BT97 mannonate dehydratase I Porphyrobacter mercurialis
W1KQH7 mannonate dehydratase I Sphingobium chinhatense
TOHEJ9 mannonate dehydratase I Sphingobium lactosutens
TOHV29 mannonate dehydratase I Sphingobium lactosutens
AOAO013VKJ9 mannonate dehydratase I Sphingobium sp.
AOAO13WWB4 mannonate dehydratase I Sphingobium sp.
AOAO87N933 mannonate dehydratase I Sphingobium sp.
AOAO87NFW2 mannonate dehydratase I Sphingobium sp.
J2CPU4 mannonate dehydratase I Sphingobium sp.
W1S5M2 mannonate dehydratase I Sphingobium sp.
TOJBK1 mannonate dehydratase I Sphingobium ummariense
AOAOB4EGM9 mannonate dehydratase I Sphingobium yanoikuyae
AOAOC5L1K3 mannonate dehydratase I Sphingomonas hengshuiensis
WOA6S3 mannonate dehydratase I Sphingomonas sanxanigenens
WOAB66 mannonate dehydratase I Sphingomonas sanxanigenens
AOAO31HZI8 mannonate dehydratase I Sphingomonas sp.
AOAOA1YAF5 mannonate dehydratase I Sphingomonas sp.
J8VM37 mannonate dehydratase I Sphingomonas sp.
M45302 mannonate dehydratase I Sphingomonas sp.
M434D7 mannonate dehydratase I Sphingomonas sp.
Q1NAJ2 mannonate dehydratase I Sphingomonas sp. 4.2.1.8
AOAO97EFX3 mannonate dehydratase I Sphingomonas taxi
ABVTI3 mannonate dehydratase I Sphingomonas wittichii
A5V6Z0 mannonate dehydratase I Sphingomonas wittichii 4.2.1.8
AOAOA7PLG2 mannonate dehydratase I Sphingopyxis fribergensis
AOAO95ATF6 mannonate dehydratase I Sphingopyxis sp.
AOAO95B6E7 mannonate dehydratase I Sphingopyxis sp.
AOA095C0I5 mannonate dehydratase I Sphingopyxis sp.
T1WB97 mannonate dehydratase I uncultured organism
C5CMZ1 mannonate dehydratase I Variovorax paradoxus
T1XA18 mannonate dehydratase I Variovorax paradoxus
J3CQN2 mannonate dehydratase I Variovorax sp.
A1WNS2 mannonate dehydratase I Verminephrobacter eiseniae
V4NNAS mannonate dehydratase XI Asticcacaulis sp.
G1XZX5 mannonate dehydratase XI Nitrospirillum amazonense
T19C4A3 mannonate dehydratase XI Novosphingobium sp.
J3DGV2 mannonate dehydratase XI Polaromonas sp.
AOAO27YWUS methylaspartate ammonia-lyase XI
AOAOASIKW1 methylaspartate ammonia-lyase XI
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TOJIWX2 methylaspartate ammonia-lyase XI
DIQUW7 methylaspartate ammonia-lyase XI Acetohalobium arabaticum 4.3.1.2
G5GA80 methylaspartate ammonia-lyase XI Alloprevotella rava
Q7w411 methylaspartate ammonia-lyase XI Bordetella parapertussis 4.3.1.2
Q7W579 methylaspartate ammonia-lyase XI Bordetella parapertussis 4.3.1.2
AOAOAOXJJ5 methylaspartate ammonia-lyase XI Bordetella pertussis 4.3.1.2
AOAOAOXNM5 methylaspartate ammonia-lyase XI Bordetella pertussis 4.3.1.2
I7J5P0 methylaspartate ammonia-lyase XI Caloramator australicus 4.3.1.2
U7vCU6 methylaspartate ammonia-lyase XI Cetobacterium somerae
066145 methylaspartate ammonia-lyase XI Citrobacter amalonaticus 4.3.1.2
U2DG57 methylaspartate ammonia-lyase XI Clostridiales bacterium
C6PXL1 methylaspartate ammonia-lyase XI Clostridium carboxidivorans 4.3.1.2
C6PZ59 methylaspartate ammonia-lyase XI Clostridium carboxidivorans 4.3.1.2
D8GIL1 methylaspartate ammonia-lyase XI Clostridium ljungdahlii 4.3.1.2
R6AL32 methylaspartate ammonia-lyase XI Clostridium sp.
R6BPO1 methylaspartate ammonia-lyase XI Clostridium sp.
TON769 methylaspartate ammonia-lyase XI Clostridium sp.
U2DNR7 methylaspartate ammonia-lyase XI Clostridium sp.
Q89053 methylaspartate ammonia-lyase XI Clostridium tetani 4.3.1.2
Q05514 methylaspartate ammonia-lyase XI Clostridium tetanomorphum 4.3.1.2
I4ADL3 methylaspartate ammonia-lyase XI Desulfitobacterium dehalogenans 4.3.1.2
G9XVP7 methylaspartate ammonia-lyase XI Desulfitobacterium hafniense
Q24SHO methylaspartate ammonia-lyase XI Desulfitobacterium hafniense
AOA098B3F3 methylaspartate ammonia-lyase XI Desulfitobacterium hafniense 4.3.1.2
WOEB38 methylaspartate ammonia-lyase XI Desulfitobacterium metallireducens
I14DBP3 methylaspartate ammonia-lyase XI Desulfosporosinus acidiphilus 4.3.1.2
J7IWG8 methylaspartate ammonia-lyase XI Desulfosporosinus meridiei 4.3.1.2
G7TWIOT9 methylaspartate ammonia-lyase XI Desulfosporosinus orientis
AOAO99SFX4 methylaspartate ammonia-lyase XI Desulfosporosinus sp.
G2FLZ0 methylaspartate ammonia-lyase XI Desulfosporosinus sp. 4.3.1.2
H5Y029 methylaspartate ammonia-lyase XI Desulfosporosinus youngiae
E3G175 methylaspartate ammonia-lyase XI Enterobacter lignolyticus 4.3.1.2
VOSFM8 methylaspartate ammonia-lyase XI Escherichia coli
B7LKN2 methylaspartate ammonia-lyase XI Escherichia fergusonii 4.3.1.2
H1PN72 methylaspartate ammonia-lyase XI Eubacterium infirmum
R5J397 methylaspartate ammonia-lyase XI Firmicutes bacterium
R6HBCY methylaspartate ammonia-lyase XI Firmicutes bacterium
R6R2W7 methylaspartate ammonia-lyase XI Firmicutes bacterium
E3DQR4 methylaspartate ammonia-lyase XI Halanaerobium praevalens 4.3.1.2
Q5v465 methylaspartate ammonia-lyase XI Haloarcula marismortui 4.3.1.2
BOR7Ib5 methylaspartate ammonia-lyase XI Halobacterium salinarum 4.3.1.2
U2EGWS8 methylaspartate ammonia-lyase XI Haloplasma contractile 4.3.1.2
E3H6D1 methylaspartate ammonia-lyase XI Ilyobacter polytropus 4.3.1.2
AOAOA2R940 methylaspartate ammonia-lyase XI Morganella morganii
I9B6S7 methylaspartate ammonia-lyase XI Pelosinus fermentans
EONU52 methylaspartate ammonia-lyase XI Prevotella marshii 4.3.1.2
V8CPQ9 methylaspartate ammonia-lyase XI Prevotella nigrescens
Q98A98 methylaspartate ammonia-lyase XI Rhizobium loti
Q8KJF8 methylaspartate ammonia-lyase XI Rhizobium loti 4.3.1.2
A9MJILO methylaspartate ammonia-lyase XI Salmonella arizonae
R7RTR7 methylaspartate ammonia-lyase XI Thermobrachium celere 4.3.1.2
E9S201 methylaspartate ammonia-lyase XI Treponema denticola
F5YRD1 methylaspartate ammonia-lyase XI Treponema primitia 4.3.1.2
AOAOEINIT1 methylaspartate ammonia-lyase XI Yersinia enterocolitica 4.3.1.2
G9YZ23 methylaspartate ammonia-lyase XI Yokenella regensburgei
AOAOD1YIW7 N-succinylamino acid racemase 2 IX Aneurinibacillus migulanus
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M5RC02 N-succinylamino acid racemase 2 X Anoxybacillus sp.
AOAOC2UFA4 N-succinylamino acid racemase 2 X Bacillus badius
AOAOC2XVL2 N-succinylamino acid racemase 2 IX Bacillus badius
AOAOC2XYY1 N-succinylamino acid racemase 2 IX Bacillus badius
A0A0C2Y619  N-succinylamino acid racemase 2 X Bacillus badius
C2MUG2 N-succinylamino acid racemase 2 X Bacillus cereus
C2TAZ2 N-succinylamino acid racemase 2 X Bacillus cereus
Cc2UQ68 N-succinylamino acid racemase 2 IX Bacillus cereus
C2VNBO N-succinylamino acid racemase 2 IX Bacillus cereus
C2YLC4 N-succinylamino acid racemase 2 X Bacillus cereus
D7WK27 N-succinylamino acid racemase 2 X Bacillus cereus
J7XYI16 N-succinylamino acid racemase 2 X Bacillus cereus
J8GZ12 N-succinylamino acid racemase 2 IX Bacillus cereus
J8MRVS8 N-succinylamino acid racemase 2 X Bacillus cereus
M4H9M3 N-succinylamino acid racemase 2 IX Bacillus cereus
R8C152 N-succinylamino acid racemase 2 X Bacillus cereus
R8GS06 N-succinylamino acid racemase 2 IX Bacillus cereus
R8HO67 N-succinylamino acid racemase 2 X Bacillus cereus
R8I794 N-succinylamino acid racemase 2 X Bacillus cereus
RBMAP9 N-succinylamino acid racemase 2 IX Bacillus cereus
R8PRZ7 N-succinylamino acid racemase 2 X Bacillus cereus
RBROE3 N-succinylamino acid racemase 2 IX Bacillus cereus
R8U971 N-succinylamino acid racemase 2 X Bacillus cereus
R8UHVO N-succinylamino acid racemase 2 IX Bacillus cereus
S3IPR5 N-succinylamino acid racemase 2 X Bacillus cereus
Q81IL5 N-succinylamino acid racemase 2 X Bacillus cereus 5.1.1.-
AOAO73KAX9 N-succinylamino acid racemase 2 X Bacillus gaemokensis
K1KR47 N-succinylamino acid racemase 2 IX Bacillus isronensis 5.1.1.-
AOAO73JYA4 N-succinylamino acid racemase 2 X Bacillus manliponensis
AOAOAOEAZ6 N-succinylamino acid racemase 2 X Bacillus niacini
AOAOA8JNEO N-succinylamino acid racemase 2 IX Bacillus sp.
AOAOF5RII5  N-succinylamino acid racemase 2 X Bacillus sp.
AOAO90IYM4 N-succinylamino acid racemase 2 IX Bacillus thermoamylovorans
AOAODOG5Q9  N-succinylamino acid racemase 2 X Bacillus thermoamylovorans
C3FXT1 N-succinylamino acid racemase 2 X Bacillus thuringiensis
KOFWT6 N-succinylamino acid racemase 2 IX Bacillus thuringiensis
AOAOF6J3M5  N-succinylamino acid racemase 2 X Bacillus thuringiensis 5.1.1.-
AOA084IXX4 N-succinylamino acid racemase 2 X Bacillus weihenstephanensis
M7PBF2 N-succinylamino acid racemase 2 IX Bhargavaea cecembensis 5.1.1.-
M8DERO N-succinylamino acid racemase 2 X Brevibacillus borstelensis
COZ5K7 N-succinylamino acid racemase 2 X Brevibacillus brevis
V6eM482 N-succinylamino acid racemase 2 IX Brevibacillus panacihumi
J3A5R9 N-succinylamino acid racemase 2 X Brevibacillus sp.
AOA099DGP9  N-succinylamino acid racemase 2 IX Exiguobacterium mexicanum
AOAOB9EYI7 N-succinylamino acid racemase 2 X Exiguobacterium sp.
AOAOC2VQA1  N-succinylamino acid racemase 2 IX Jeotgalibacillus alimentarius
AOAOB5AVVS  N-succinylamino acid racemase 2 IX Jeotgalibacillus sp. 4.2.1.113
AOAOA3IX08 N-succinylamino acid racemase 2 X Lysinibacillus manganicus
AOAOA3JRG7 N-succinylamino acid racemase 2 IX Lysinibacillus massiliensis
AOAOA3IMC2 N-succinylamino acid racemase 2 X Lysinibacillus odysseyi
AOAOA3I076 N-succinylamino acid racemase 2 X Lysinibacillus sinduriensis
AOAO78MF35 N-succinylamino acid racemase 2 IX Lysinibacillus sp.
A0A087N303 N-succinylamino acid racemase 2 X Lysinibacillus sp.
I14X6U2 N-succinylamino acid racemase 2 X Planococcus antarcticus
E7RGL1 N-succinylamino acid racemase 2 IX Planococcus donghaensis
W3ACV6 N-succinylamino acid racemase 2 X Planomicrobium glaciei
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AOAOA5G1S4 N-succinylamino acid racemase 2 X Pontibacillus litoralis
F2F431 N-succinylamino acid racemase 2 IX Solibacillus silvestris
AOAO75JRY6  N-succinylamino acid racemase 2 IX Virgibacillus sp.
W4F4J1 N-succinylamino acid racemase 2 IX Viridibacillus arenosi
B3ZAI2 N-succinylamino acid racemase 2 XI Bacillus cereus
C2W3E6 N-succinylamino acid racemase 2 XI Bacillus cereus
R8XQ22 N-succinylamino acid racemase 2 XI Bacillus cereus
G2TPI5 N-succinylamino acid racemase 2 XI Bacillus coagulans
D3FWLO N-succinylamino acid racemase 2 XI Bacillus pseudofirmus
A314A2 N-succinylamino acid racemase 2 XI Bacillus sp.
A31872 N-succinylamino acid racemase 2 XI Bacillus sp.
C4L1A8 N-succinylamino acid racemase 2 XI Exiguobacterium sp.
S3GFU4 N-succinylamino acid racemase 2 XI Exiguobacterium sp.
C3I1QZ7 o-succinylbenzoate synthase VI
C7LYO1 o-succinylbenzoate synthase VI Acidimicrobium ferrooxidans 4.2.1.113
C1F8P4 o-succinylbenzoate synthase VI Acidobacterium capsulatum 4.2.1.113
C8WS29 o-succinylbenzoate synthase VI Alicyclobacillus acidocaldarius 4.2.1.113
Q8VT69 o-succinylbenzoate synthase VI Amycolatopsis azurea 4.2.1.113
Q9FDO6 o-succinylbenzoate synthase VI Amycolatopsis lurida 4.2.1.113
Q44244 o-succinylbenzoate synthase VI Amycolatopsis sp. 4.2.1.113
B7GJL3 o-succinylbenzoate synthase VI Anoxybacillus flavithermus 4.2.1.113
AOAO23PBT5  o-succinylbenzoate synthase VI Bacillus bombysepticus 4.2.1.113
B3ZEBO o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
B5UP55 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
B9J2F1 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2MLM5 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2N887 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2PLZ8 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2QIY6 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2R000 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2REZ2 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2SANO o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2T7P9 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2TNF6 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2v291 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2WOP6 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2WDMO o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2Y0X0 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
Cc2YY84 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
C2ZEH3 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
JapsQ7 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
JOoCYs8 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
Q63216 o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
Q72YLO o-succinylbenzoate synthase VI Bacillus cereus 4.2.1.113
G2TN71 o-succinylbenzoate synthase VI Bacillus coagulans 4.2.1.113
A7GU87 o-succinylbenzoate synthase VI Bacillus cytotoxicus 4.2.1.113
U5LHO1 o-succinylbenzoate synthase VI Bacillus infantis 4.2.1.113
T5HLU8 o-succinylbenzoate synthase VI Bacillus licheniformis 4.2.1.113
A77Z808 o-succinylbenzoate synthase VI Bacillus methylotrophicus 4.2.1.113
AOAOB5SB45  o-succinylbenzoate synthase VI Bacillus mycoides 4.2.1.113
C3AS80 o-succinylbenzoate synthase VI Bacillus mycoides 4.2.1.113
ABFGK5 o-succinylbenzoate synthase VI Bacillus pumilus 4.2.1.113
B4ANK1 o-succinylbenzoate synthase VI Bacillus pumilus 4.2.1.113
A316J7 o-succinylbenzoate synthase VI Bacillus sp. 4.2.1.113
A3IB71 o-succinylbenzoate synthase VI Bacillus sp. 4.2.1.113
A6CM80 o-succinylbenzoate synthase VI Bacillus sp. 4.2.1.113
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034514 o-succinylbenzoate synthase VI Bacillus subtilis 4.2.1.113
AOAODINZ10 o-succinylbenzoate synthase VI Bacillus thuringiensis 4.2.1.113
AOAOF6JDV4  o-succinylbenzoate synthase VI Bacillus thuringiensis 4.2.1.113
C3C9MO0 o-succinylbenzoate synthase VI Bacillus thuringiensis 4.2.1.113
C3DRZ4 o-succinylbenzoate synthase VI Bacillus thuringiensis 4.2.1.113
C3G9T9 o-succinylbenzoate synthase VI Bacillus thuringiensis 4.2.1.113
C3HQGO o-succinylbenzoate synthase VI Bacillus thuringiensis 4.2.1.113
C3I7W3 o-succinylbenzoate synthase VI Bacillus thuringiensis 4.2.1.113
Q6HC30 o-succinylbenzoate synthase VI Bacillus thuringiensis 4.2.1.113
A9VMT73 o-succinylbenzoate synthase VI Bacillus weihenstephanensis 4.2.1.113
WADWFS8 o-succinylbenzoate synthase VI Bacillus weihenstephanensis 4.2.1.113
COZHI1 o-succinylbenzoate synthase VI Brevibacillus brevis 4.2.1.113
COZIW6 o-succinylbenzoate synthase VI Brevibacillus brevis 4.2.1.113
C7Q4Vv3 o-succinylbenzoate synthase VI Catenulispora acidiphila 4.2.1.113
C7QI75 o-succinylbenzoate synthase VI Catenulispora acidiphila 4.2.1.113
B8G4NS8 o-succinylbenzoate synthase VI Chloroflexus aggregans 4.2.1.113
A9WGZ9 o-succinylbenzoate synthase VI Chloroflexus aurantiacus 4.2.1.113
T2J1E8 o-succinylbenzoate synthase VI Crocosphaera watsonii 4.2.1.113
A3IXI5 o-succinylbenzoate synthase VI Cyanothece sp. 4.2.1.113
B1WTP2 o-succinylbenzoate synthase VI Cyanothece sp. 4.2.1.113
C1Cz82 o-succinylbenzoate synthase VI Deinococcus deserti 4.2.1.113
AOA098AY27  o-succinylbenzoate synthase VI Desulfitobacterium hafniense 4.2.1.113
B8FTZ2 o-succinylbenzoate synthase VI Desulfitobacterium hafniense 4.2.1.113
C6CDC6 o-succinylbenzoate synthase VI Dickeya dadantii 4.2.1.113
C9ACE3 o-succinylbenzoate synthase VI Enterococcus casseliflavus 4.2.1.113
CIOCNG8 o-succinylbenzoate synthase VI Enterococcus casseliflavus 4.2.1.113
C7CWW5 o-succinylbenzoate synthase VI Enterococcus faecalis 4.2.1.113
Q838J7 o-succinylbenzoate synthase VI Enterococcus faecalis 4.2.1.113
V7ZND7 o-succinylbenzoate synthase VI Enterococcus faecalis 4.2.1.113
TOVIJO o-succinylbenzoate synthase VI Enterococcus sp. 4.2.1.113
B1YK23 o-succinylbenzoate synthase VI Exiguobacterium sibiricum 4.2.1.113
C4L317 o-succinylbenzoate synthase VI Exiguobacterium sp. 4.2.1.113
C1A995 o-succinylbenzoate synthase VI Gemmatimonas aurantiaca 4.2.1.113
Q5L1G9 o-succinylbenzoate synthase VI Geobacillus kaustophilus 4.2.1.113
AOAOF6BQCY9  o-succinylbenzoate synthase VI Geobacillus sp. 4.2.1.113
C5D7F0 o-succinylbenzoate synthase VI Geobacillus sp. 4.2.1.113
A4TLI9 o-succinylbenzoate synthase VI Geobacillus thermodenitrificans 4.2.1.113
A6CBP1 o-succinylbenzoate synthase VI Gimesia maris 4.2.1.113
DOL512 o-succinylbenzoate synthase VI Gordonia bronchialis 4.2.1.113
A3TM74 o-succinylbenzoate synthase VI Janibacter sp. 4.2.1.113
B1L4D6 o-succinylbenzoate synthase VI Korarchaeum cryptofilum 4.2.1.113
Q1IJW6 o-succinylbenzoate synthase VI Koribacter versatilis 4.2.1.113
Q1IPL2 o-succinylbenzoate synthase VI Koribacter versatilis 4.2.1.113
C5CFIO0 o-succinylbenzoate synthase VI Kosmotoga olearia 4.2.1.113
D2Q1Y9 o-succinylbenzoate synthase VI Kribbella flavida 4.2.1.113
C8P8M1 o-succinylbenzoate synthase VI Lactobacillus antri 4.2.1.113
DODRT1 o-succinylbenzoate synthase VI Lactobacillus fermentum 4.2.1.113
SENRE7 o-succinylbenzoate synthase VI Lactobacillus reuteri 4.2.1.113
C7TIN5 o-succinylbenzoate synthase VI Lactobacillus rhamnosus 4.2.1.113
C2ETA2 o-succinylbenzoate synthase VI Lactobacillus vaginalis 4.2.1.113
A2RM77 o-succinylbenzoate synthase VI Lactococcus lactis 4.2.1.113
QOCHK4 o-succinylbenzoate synthase VI Lactococcus lactis 4.2.1.113
TORY68 o-succinylbenzoate synthase VI Lactococcus lactis 4.2.1.113
B1MZ25 o-succinylbenzoate synthase VI Leuconostoc citreum 4.2.1.113
C2KKL6 o-succinylbenzoate synthase VI Leuconostoc mesenteroides 4.2.1.113
Q03Y59 o-succinylbenzoate synthase VI Leuconostoc mesenteroides 4.2.1.113
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D7UVX9 o-succinylbenzoate synthase VI Listeria grayi 4.2.1.113
Q927X3 o-succinylbenzoate synthase VI Listeria innocua 4.2.1.113

AOAOEOUYM6 o-succinylbenzoate synthase VI Listeria monocytogenes 4.2.1.113
AOAOEOZWW4 o-succinylbenzoate synthase VI Listeria monocytogenes 4.2.1.113
AOAOE1R8N8  o-succinylbenzoate synthase VI Listeria monocytogenes 4.2.1.113
Q8Y4DO o-succinylbenzoate synthase VI Listeria monocytogenes 4.2.1.113
AOALK4 o-succinylbenzoate synthase VI Listeria welshimeri 4.2.1.113
B1HYU9 o-succinylbenzoate synthase VI Lysinibacillus sphaericus 4.2.1.113
D3PSR8 o-succinylbenzoate synthase VI Meiothermus ruber 4.2.1.113
D7BGO1 o-succinylbenzoate synthase VI Meiothermus silvanus 4.2.1.113
C8XAI1 o-succinylbenzoate synthase VI Nakamurella multipartita 4.2.1.113
A9EFP3 o-succinylbenzoate synthase VI Oceanibulbus indolifex 4.2.1.113
Q8EMX7 o-succinylbenzoate synthase VI Oceanobacillus iheyensis 4.2.1.113
C4wWQw7 o-succinylbenzoate synthase VI Ochrobactrum intermedium 4.2.1.113
C6DIY8 o-succinylbenzoate synthase VI Pectobacterium carotovorum 4.2.1.113
DOKF53 o-succinylbenzoate synthase VI Pectobacterium wasabiae 4.2.1.113
A9WN93 o-succinylbenzoate synthase VI Renibacterium salmoninarum 4.2.1.113
85199 o-succinylbenzoate synthase VI Rhodobacter sp. 4.2.1.113
B6B5Q1 o-succinylbenzoate synthase VI Rhodobacterales bacterium 4.2.1.113
COZPK2 o-succinylbenzoate synthase VI Rhodococcus erythropolis 4.2.1.113
COZRF4 o-succinylbenzoate synthase VI Rhodococcus erythropolis 4.2.1.113
C3JF10 o-succinylbenzoate synthase VI Rhodococcus erythropolis 4.2.1.113
C3JVB8 o-succinylbenzoate synthase VI Rhodococcus erythropolis 4.2.1.113
ATNLXO o-succinylbenzoate synthase VI Roseiflexus castenholzii 4.2.1.113
A5UX74 o-succinylbenzoate synthase VI Roseiflexus sp. 4.2.1.113
QO027H6 o-succinylbenzoate synthase VI Solibacter usitatus 4.2.1.113
D3Q2N8 o-succinylbenzoate synthase VI Stackebrandtia nassauensis 4.2.1.113
A3DMP1 o-succinylbenzoate synthase VI Staphylothermus marinus 4.2.1.113
DOWUW7 o-succinylbenzoate synthase VI Streptomyces himastatinicus 4.2.1.113
DIUYN8 o-succinylbenzoate synthase VI Streptomyces sp. 4.2.1.113
D9VDR7 o-succinylbenzoate synthase VI Streptomyces sp. 4.2.1.113
D2ARB2 o-succinylbenzoate synthase VI Streptosporangium roseum 4.2.1.113
D2B5M4 o-succinylbenzoate synthase VI Streptosporangium roseum 4.2.1.113
D2BC18 o-succinylbenzoate synthase VI Streptosporangium roseum 4.2.1.113
D1CFN4 o-succinylbenzoate synthase VI Thermobaculum terrenum 4.2.1.113
A1RWU3 o-succinylbenzoate synthase VI Thermofilum pendens 4.2.1.113
B7A7E3 o-succinylbenzoate synthase VI Thermus aquaticus 4.2.1.113
CAFSN4 o-succinylbenzoate synthase VI Veillonella dispar 4.2.1.113
RBEBIZ3 o-succinylbenzoate synthase VI Veillonella sp. 4.2.1.113
W1iUPJ7 o-succinylbenzoate synthase VI Veillonella sp. 4.2.1.113
C5R8G9 o-succinylbenzoate synthase VI Weissella paramesenteroides 4.2.1.113
AOAO011PTB3  o-succinylbenzoate synthase X Candidatus Accumulibacter 4.2.1.113
AOAO011MYG4  o-succinylbenzoate synthase X Candidatus Accumulibacter 5.1.1.-
DOD090 o-succinylbenzoate synthase IX Citreicella sp.
D2SB85 o-succinylbenzoate synthase IX Geodermatophilus obscurus
DOLZJ1 o-succinylbenzoate synthase X Haliangium ochraceum
MODZP8 o-succinylbenzoate synthase IX Halorubrum tebenquichense 4.2.1.113
B9E714 o-succinylbenzoate synthase X Macrococcus caseolyticus
F7YD12 o-succinylbenzoate synthase IX Mesorhizobium opportunistum
MOBLH1 o-succinylbenzoate synthase IX Natrialba aegyptia 4.2.1.113
LI9Y8N7 o-succinylbenzoate synthase IX Natrinema versiforme 4.2.1.113
LOAE97 o-succinylbenzoate synthase IX Natronobacterium gregoryi 4.2.1.113
Low3v1i o-succinylbenzoate synthase X Natronorubrum bangense 4.2.1.113
L9VZB1 o-succinylbenzoate synthase IX Natronorubrum sulfidifaciens 4.2.1.113
E6WN49 o-succinylbenzoate synthase X Pantoea sp.
B6A5GO o-succinylbenzoate synthase IX Rhizobium leguminosarum
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S9QKQ4 o-succinylbenzoate synthase IX Salipiger mucosus
D2QBVO o-succinylbenzoate synthase IX Spirosoma linguale
LOH1T4 o-succinylbenzoate synthase IX Thioflavicoccus mobilis 4.2.1.113
WovYU8 o-succinylbenzoate synthase X Thiorhodococcus sp. 4.2.1.113
CTRVEOQ o-succinylbenzoate synthase XI Accumulibacter phosphatis
A3T189 o-succinylbenzoate synthase XI Algoriphagus machipongonensis 4.2.1.113
D3RPJO o-succinylbenzoate synthase XI Allochromatium vinosum 4.2.1.113
AOAQ74L2V7 o-succinylbenzoate synthase XI Anditalea andensis 4.2.1.113
RE6T6P2 o-succinylbenzoate synthase XI Bacteroides coprophilus 4.2.1.113
AOAQO76IL77 o-succinylbenzoate synthase XI Bacteroides dorei 4.2.1.113
B6W3I7 o-succinylbenzoate synthase XI Bacteroides dorei 4.2.1.113
C3R6B8 o-succinylbenzoate synthase XI Bacteroides dorei 4.2.1.113
I9RDUS o-succinylbenzoate synthase XI Bacteroides dorei 4.2.1.113
F3PWC9 o-succinylbenzoate synthase XI Bacteroides fluxus 4.2.1.113
B5CZ30 o-succinylbenzoate synthase XI Bacteroides plebeius 4.2.1.113
REN7H5 o-succinylbenzoate synthase XI Bacteroides sp. 4.2.1.113
R5U0C3 o-succinylbenzoate synthase XI Bacteroides sp. 4.2.1.113
R6YQES o-succinylbenzoate synthase XI Bacteroides sp. 4.2.1.113
R7CZK4 o-succinylbenzoate synthase XI Bacteroides sp. 4.2.1.113
R7NQF2 o-succinylbenzoate synthase XI Bacteroides sp. 4.2.1.113
AOAO69SLLO  o-succinylbenzoate synthase XI Bacteroides vulgatus 4.2.1.113
I13Z8Q5 o-succinylbenzoate synthase XI Belliella baltica 4.2.1.113
DOJ9F9 o-succinylbenzoate synthase XI Blattabacterium sp.
G7SQ37 o-succinylbenzoate synthase XI Blattabacterium sp.
L7YCT5 o-succinylbenzoate synthase XI Blattabacterium sp.
U3QD04 o-succinylbenzoate synthase XI Blattabacterium sp.
DOJAV3 o-succinylbenzoate synthase XI Blattabacterium sp. 5.5.1.7
K9ADV1 o-succinylbenzoate synthase XI Brevibacterium casei 4.2.1.113
B4EGJ5 o-succinylbenzoate synthase XI Burkholderia cenocepacia
I0I4Y5 o-succinylbenzoate synthase XI Caldilinea aerophila 4.2.1.113
AOAO11RFS2  o-succinylbenzoate synthase XI Candidatus Accumulibacter 5.1.1.-
AOAOABPHP3  o-succinylbenzoate synthase XI Candidatus Thiomargarita 4.2.1.113
FOYVBO o-succinylbenzoate synthase XI Capnocytophaga canimorsus 4.2.1.113
B3QKZ2 o-succinylbenzoate synthase XI Chlorobaculum parvum 4.2.1.113
Q3APV6 o-succinylbenzoate synthase XI Chlorobium chlorochromatii 4.2.1.113
Qoyucs o-succinylbenzoate synthase XI Chlorobium ferrooxidans 4.2.1.113
B3EG71 o-succinylbenzoate synthase XI Chlorobium limicola 4.2.1.113
Q3B616 o-succinylbenzoate synthase XI Chlorobium luteolum 4.2.1.113
A1BI77 o-succinylbenzoate synthase XI Chlorobium phaeobacteroides 4.2.1.113
B3EMZ8 o-succinylbenzoate synthase XI Chlorobium phaeobacteroides 4.2.1.113
A4SD56 o-succinylbenzoate synthase XI Chlorobium phaeovibrioides 4.2.1.113
Q8KBE1 o-succinylbenzoate synthase XI Chlorobium tepidum 4.2.1.113
B3QUT9 o-succinylbenzoate synthase XI Chloroherpeton thalassium 4.2.1.113
AOAO17TFA9 o-succinylbenzoate synthase XI Chondromyces apiculatus 4.2.1.113
H8MGN5 o-succinylbenzoate synthase XI Corallococcus coralloides 4.2.1.113
W5WTP6 o-succinylbenzoate synthase XI Corynebacterium falsenii 4.2.1.113
Q4JT08 o-succinylbenzoate synthase XI Corynebacterium jeikeium 4.2.1.113
F8E2Q2 o-succinylbenzoate synthase XI Corynebacterium resistens 4.2.1.113
B1VEM6 o-succinylbenzoate synthase XI Corynebacterium urealyticum 4.2.1.113
QoTM12 o-succinylbenzoate synthase XI Cyanidium caldarium
R7ZR53 o-succinylbenzoate synthase XI Cyclobacteriaceae bacterium 4.2.1.113
GOJ7DO o-succinylbenzoate synthase XI Cyclobacterium marinum 4.2.1.113
S7VCW5 o-succinylbenzoate synthase XI Cyclobacterium qasimii 4.2.1.113
S9Q4K2 o-succinylbenzoate synthase XI Cystobacter fuscus
Q11SE3 o-succinylbenzoate synthase XI Cytophaga hutchinsonii 4.2.1.113
G8QGD3 o-succinylbenzoate synthase XI Dechlorosoma suillum 4.2.1.113
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C1D1D5 o-succinylbenzoate synthase XI Deinococcus deserti
B8FA12 o-succinylbenzoate synthase XI Desulfatibacillum alkenivorans 4.2.1.113
QB6ARP5 o-succinylbenzoate synthase XI Desulfotalea psychrophila 4.2.1.113
C6W0I2 o-succinylbenzoate synthase XI Dyadobacter fermentans 4.2.1.113
F5IT38 o-succinylbenzoate synthase XI Dysgonomonas gadei 4.2.1.113
L0G161 o-succinylbenzoate synthase XI Echinicola vietnamensis 4.2.1.113
I2EWP8 o-succinylbenzoate synthase XI Emticicia oligotrophica 4.2.1.113
G2DA36 o-succinylbenzoate synthase XI endosymbiont of 4.2.1.113
G2FC95 o-succinylbenzoate synthase XI endosymbiont of 4.2.1.113
I0KB13 o-succinylbenzoate synthase XI Fibrella aestuarina 4.2.1.113
I12GJ52 o-succinylbenzoate synthase XI Fibrisoma limi 4.2.1.113
COBNQ8 o-succinylbenzoate synthase XI Flavobacteria bacterium 4.2.1.113
G2Z7D2 o-succinylbenzoate synthase XI Flavobacterium branchiophilum 4.2.1.113
H7FWE2 o-succinylbenzoate synthase XI Flavobacterium frigoris 4.2.1.113
ABFG57 o-succinylbenzoate synthase XI Flavobacterium johnsoniae 4.2.1.113

AOAOB5EGL6  o-succinylbenzoate synthase XI Flavobacterium sp. 4.2.1.113
L8JUE9 o-succinylbenzoate synthase XI Fulvivirga imtechensis 4.2.1.113
A6BZA8 o-succinylbenzoate synthase XI Gimesia maris
DOL557 o-succinylbenzoate synthase XI Gordonia bronchialis
DOLH51 o-succinylbenzoate synthase XI Haliangium ochraceum
MOLCL8 o-succinylbenzoate synthase XI Halobiforma lacisalsi 4.2.1.113
MOLZ40 o-succinylbenzoate synthase XI Halobiforma nitratireducens 4.2.1.113
MOICW5S o-succinylbenzoate synthase XI Haloferax alexandrinus 4.2.1.113
MOGQwW4 o-succinylbenzoate synthase XI Haloferax lucentense 4.2.1.113
MOFNR1 o-succinylbenzoate synthase XI Haloferax sp. 4.2.1.113
MOGO65 o-succinylbenzoate synthase XI Haloferax sp. 4.2.1.113
MOIQN9 o-succinylbenzoate synthase XI Haloferax sulfurifontis 4.2.1.113
D4GY84 o-succinylbenzoate synthase XI Haloferax volcanii 4.2.1.113
LoUU79 o-succinylbenzoate synthase XI Haloferax volcanii 4.2.1.113
J3JHV2 o-succinylbenzoate synthase XI Halogranum salarium 4.2.1.113
U1PT83 o-succinylbenzoate synthase XI halophilic archaeon 4.2.1.113
GOLKG8 o-succinylbenzoate synthase XI Haloquadratum walsbyi 4.2.1.113
Q18J08 o-succinylbenzoate synthase XI Haloquadratum walsbyi 4.2.1.113
UINID4 o-succinylbenzoate synthase XI Haloquadratum walsbyi 4.2.1.113
MOPIU9 o-succinylbenzoate synthase XI Halorubrum aidingense 4.2.1.113
MOPPU5 o-succinylbenzoate synthase XI Halorubrum arcis 4.2.1.113
MOEOY1 o-succinylbenzoate synthase XI Halorubrum californiensis 4.2.1.113
MOEJL5 o-succinylbenzoate synthase XI Halorubrum coriense 4.2.1.113
MOF2C6 o-succinylbenzoate synthase XI Halorubrum hochstenium 4.2.1.113
MONG44 o-succinylbenzoate synthase XI Halorubrum kocurii 4.2.1.113
BILN30 o-succinylbenzoate synthase XI Halorubrum lacusprofundi 4.2.1.113
MOP1D5 o-succinylbenzoate synthase XI Halorubrum lipolyticum 4.2.1.113
MOP3U4 o-succinylbenzoate synthase XI Halorubrum litoreum 4.2.1.113
MODNG3 o-succinylbenzoate synthase XI Halorubrum saccharovorum 4.2.1.113
U1QFM9 o-succinylbenzoate synthase XI Halorubrum sp. 4.2.1.113
MODMF5 o-succinylbenzoate synthase XI Halorubrum terrestre 4.2.1.113
MOBZN2 o-succinylbenzoate synthase XI Haloterrigena salina 4.2.1.113
MOBZZ8 o-succinylbenzoate synthase XI Haloterrigena thermotolerans 4.2.1.113
D2RS79 o-succinylbenzoate synthase XI Haloterrigena turkmenica 4.2.1.113

AOAO85WRPO  o-succinylbenzoate synthase XI Hyalangium minutum

AOAO76HXB7 o-succinylbenzoate synthase XI Hymenobacter sp. 4.2.1.113
W8F0Q5 o-succinylbenzoate synthase XI Hymenobacter swuensis 4.2.1.113
ABABR4 o-succinylbenzoate synthase XI Ignicoccus hospitalis
S2DMN1 o-succinylbenzoate synthase XI Indibacter alkaliphilus 4.2.1.113
A9DU98 o-succinylbenzoate synthase XI Kordia algicida 4.2.1.113
D6TMO1 o-succinylbenzoate synthase XI Ktedonobacter racemifer 4.2.1.113
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E4RQ11 o-succinylbenzoate synthase XI Leadbetterella byssophila 4.2.1.113
WOEOM5 o-succinylbenzoate synthase XI Marichromatium purpuratum 4.2.1.113
M7XK74 o-succinylbenzoate synthase XI Mariniradius saccharolyticus 4.2.1.113
E4TRG7 o-succinylbenzoate synthase XI Marivirga tractuosa 4.2.1.113
A1ZMAS o-succinylbenzoate synthase XI Microscilla marina 4.2.1.113
A6FHU6B o-succinylbenzoate synthase XI Moritella sp. 4.2.1.113

AOAO90IF12 o-succinylbenzoate synthase XI Moritella viscosa 4.2.1.113
F8C9B8 o-succinylbenzoate synthase XI Myxococcus fulvus 4.2.1.113
L7UDQ1 o-succinylbenzoate synthase XI Myxococcus stipitatus 4.2.1.113
Q1D6J8 o-succinylbenzoate synthase XI Myxococcus xanthus 4.2.1.113
B2A420 o-succinylbenzoate synthase XI Natranaerobius thermophilus 4.2.1.113
MOARI5 o-succinylbenzoate synthase XI Natrialba asiatica 4.2.1.113
MOAKMO o-succinylbenzoate synthase XI Natrialba chahannaoensis 4.2.1.113
L9ZJ92 o-succinylbenzoate synthase XI Natrialba hulunbeirensis 4.2.1.113
D3SU17 o-succinylbenzoate synthase XI Natrialba magadii 4.2.1.113
L9ZIX3 o-succinylbenzoate synthase XI Natrialba taiwanensis 4.2.1.113
L9ZQA8 o-succinylbenzoate synthase XI Natrinema altunense 4.2.1.113
LI9YPVO o-succinylbenzoate synthase XI Natrinema gari 4.2.1.113
L9YZB8 o-succinylbenzoate synthase XI Natrinema pallidum 4.2.1.113
LOJNJ5 o-succinylbenzoate synthase XI Natrinema pellirubrum 4.2.1.113
17BZ55 o-succinylbenzoate synthase XI Natrinema sp. 4.2.1.113
L9XNP8 o-succinylbenzoate synthase XI Natronolimnobius innermongolicus 4.2.1.113
L9VMH5 o-succinylbenzoate synthase XI Natronorubrum tibetense 4.2.1.113
I5C9Q6 o-succinylbenzoate synthase XI Nitritalea halalkaliphila 4.2.1.113
B1ZW04 o-succinylbenzoate synthase XI Opitutus terrae 4.2.1.113
K9VQ98 o-succinylbenzoate synthase XI Oscillatoria nigro-viridis 4.2.1.113
B4SEU6 o-succinylbenzoate synthase XI Pelodictyon phaeoclathratiforme 4.2.1.113
J1FGN2 o-succinylbenzoate synthase XI Pontibacter sp. 4.2.1.113
F4KKE4 o-succinylbenzoate synthase XI Porphyromonas asaccharolytica 4.2.1.113
F5X9G1 o-succinylbenzoate synthase XI Porphyromonas gingivalis 4.2.1.113
Q7MUJ1 o-succinylbenzoate synthase XI Porphyromonas gingivalis 4.2.1.113
U2K8T4 o-succinylbenzoate synthase XI Porphyromonas gingivalis 4.2.1.113
W1R628 o-succinylbenzoate synthase XI Porphyromonas gingivalis 4.2.1.113

AOAOA2FXYO o-succinylbenzoate synthase XI Porphyromonas gulae 4.2.1.113
C2MBE7 o-succinylbenzoate synthase XI Porphyromonas uenonis 4.2.1.113

AOAO95ZEHO  o-succinylbenzoate synthase XI Prevotella buccalis 4.2.1.113
D1W650 o-succinylbenzoate synthase XI Prevotella buccalis 4.2.1.113
D1PBJ6 o-succinylbenzoate synthase XI Prevotella copri 4.2.1.113
R6C433 o-succinylbenzoate synthase XI Prevotella copri 4.2.1.113

AOAO96AT54  o-succinylbenzoate synthase XI Prevotella disiens 4.2.1.113
E1KRQ7 o-succinylbenzoate synthase XI Prevotella disiens 4.2.1.113
U2J4N4 o-succinylbenzoate synthase XI Prevotella disiens 4.2.1.113
FOF9P7 o-succinylbenzoate synthase XI Prevotella multiformis 4.2.1.113
R5CJ55 o-succinylbenzoate synthase XI Prevotella sp. 4.2.1.113
REFND5 o-succinylbenzoate synthase XI Prevotella sp. 4.2.1.113
REBXE4 o-succinylbenzoate synthase XI Prevotella sp. 4.2.1.113
R6QOP7 o-succinylbenzoate synthase XI Prevotella sp. 4.2.1.113
R6YGX2 o-succinylbenzoate synthase XI Prevotella sp. 4.2.1.113
R7TEYU7 o-succinylbenzoate synthase XI Prevotella sp. 4.2.1.113
R7J094 o-succinylbenzoate synthase XI Prevotella sp. 4.2.1.113
D1W1B5 o-succinylbenzoate synthase XI Prevotella timonensis 4.2.1.113
B454J7 o-succinylbenzoate synthase XI Prosthecochloris aestuarii 4.2.1.113
K4AIKC4 o-succinylbenzoate synthase XI Psychroflexus torquis 4.2.1.113
U5BV71 o-succinylbenzoate synthase XI Rhodonellum psychrophilum 4.2.1.113
DOMFGO o-succinylbenzoate synthase XI Rhodothermus marinus 4.2.1.113
G2SEP3 o-succinylbenzoate synthase XI Rhodothermus marinus 4.2.1.113
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A3SNF7 o-succinylbenzoate synthase XI Roseovarius nubinhibens
F8EHR6 o-succinylbenzoate synthase XI Runella slithyformis 4.2.1.113
D5H8W4 o-succinylbenzoate synthase XI Salinibacter ruber 4.2.1.113
Q2s2v3 o-succinylbenzoate synthase XI Salinibacter ruber 4.2.1.113
A1SBAS o-succinylbenzoate synthase XI Shewanella amazonensis 4.2.1.113
A3CYZ7 o-succinylbenzoate synthase XI Shewanella baltica 4.2.1.113
A9KU6B7 o-succinylbenzoate synthase XI Shewanella baltica 4.2.1.113
B8E3U9 o-succinylbenzoate synthase XI Shewanella baltica 4.2.1.113
GOAUK2 o-succinylbenzoate synthase XI Shewanella baltica 4.2.1.113
A9CXZ2 o-succinylbenzoate synthase XI Shewanella benthica 4.2.1.113
Q089C2 o-succinylbenzoate synthase XI Shewanella frigidimarina 4.2.1.113
A3QJ19 o-succinylbenzoate synthase XI Shewanella loihica 4.2.1.113
Q8E8T2 o-succinylbenzoate synthase XI Shewanella oneidensis 4.2.1.113
A4Y257 o-succinylbenzoate synthase XI Shewanella putrefaciens 4.2.1.113
E6XIL4 o-succinylbenzoate synthase XI Shewanella putrefaciens 4.2.1.113
D4ZEF9 o-succinylbenzoate synthase XI Shewanella violacea 4.2.1.113
D1C9C7 o-succinylbenzoate synthase XI Sphaerobacter thermophilus 4.2.1.113
D2QCRO o-succinylbenzoate synthase XI Spirosoma linguale 4.2.1.113
E3FMQ3 o-succinylbenzoate synthase XI Stigmatella aurantiaca
D6ASF1 o-succinylbenzoate synthase XI Streptomyces ghanaensis
DOWC22 o-succinylbenzoate synthase XI Streptomyces himastatinicus
DIWS40 o-succinylbenzoate synthase XI Streptomyces himastatinicus
A3YUG2 o-succinylbenzoate synthase XI Synechococcus sp.
K9SY90 o-succinylbenzoate synthase XI Synechococcus sp.
Q2LX98 o-succinylbenzoate synthase XI Syntrophus aciditrophicus 4.2.1.113
G8UI36 o-succinylbenzoate synthase XI Tannerella forsythia 4.2.1.113
R5IPQ1 o-succinylbenzoate synthase XI Tannerella sp. 4.2.1.113
C5BIZ3 o-succinylbenzoate synthase XI Teredinibacter turnerae
D1CGG4 o-succinylbenzoate synthase XI Thermobaculum terrenum
BI9L3E2 o-succinylbenzoate synthase XI Thermomicrobium roseum 4.2.1.113
LODWC3 o-succinylbenzoate synthase XI Thioalkalivibrio nitratireducens 4.2.1.113
FOU6L3 o-succinylbenzoate synthase XI Thiocapsa marina 4.2.1.113
I3YBKS8 o-succinylbenzoate synthase XI Thiocystis violascens 4.2.1.113
WOTL64 o-succinylbenzoate synthase XI Thiolapillus brandeum 4.2.1.113
G4E517 o-succinylbenzoate synthase XI Thiorhodospira sibirica 4.2.1.113
H8YWU8 o-succinylbenzoate synthase XI Thiorhodovibrio sp. 4.2.1.113
V4YCM3 o-succinylbenzoate synthase XI uncultured archaeon 4.2.1.113
C5D0C9 o-succinylbenzoate synthase XI Variovorax paradoxus
FOP1Q4 o-succinylbenzoate synthase XI Weeksella virosa 4.2.1.113
L8LXT9 o-succinylbenzoate synthase XI Xenococcus sp. 4.2.1.113
U2I1E6 o-succinylbenzoate synthase XII Corynebacterium pseudodiphtheriticum 4.2.1.113
Q28817 o-succinylbenzoate synthase XII Jannaschia sp. 5.5.1.1
A6W5P3 o-succinylbenzoate synthase XII Kineococcus radiotolerans 4.2.1.113
AOAO10Q5I0 o-succinylbenzoate synthase XII Nesterenkonia sp. 4.2.1.113
BIONVY5 o-succinylbenzoate synthase X1II Rhodobacteraceae bacterium 5.5.1.1
Q5LM96 o-succinylbenzoate synthase XII Ruegeria pomeroyi 5.5.1.1
C5D0Z8 o-succinylbenzoate synthase XII Variovorax paradoxus
AOAO027YIL9 rhamnonate dehydratase \%
AOA094NSZO rhamnonate dehydratase A%
W4NBU9 rhamnonate dehydratase A%
L8HKAS8 rhamnonate dehydratase A% Acanthamoeba castellanii
N8X8V5 rhamnonate dehydratase A% Acinetobacter bereziniae 4.2.1.90
M2TRK1 rhamnonate dehydratase A% alpha proteobacterium 4.2.1.90
AOAOF3KDW9 rhamnonate dehydratase \Y% Aquitalea magnusonii 4.2.1.90
D5V3H1 rhamnonate dehydratase \% Arcobacter nitrofigilis 4.2.1.90
HOQTN6 rhamnonate dehydratase \Y% Arthrobacter globiformis 4.2.1.90
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ESRLX5 rhamnonate dehydratase A% Asticcacaulis excentricus 4.2.1.90
ABI5F1 rhamnonate dehydratase \% Azorhizobium caulinodans 4.2.1.90
C1DMY1 rhamnonate dehydratase A% Azotobacter vinelandii 4.2.1.90

AOA086ZN78 rhamnonate dehydratase \% Bifidobacterium biavatii 4.2.1.90
A5ZURS rhamnonate dehydratase A% Blautia obeum 4.2.1.90
AOAO69ITA3 rhamnonate dehydratase A% Brevundimonas sp. 4.2.1.90
B4WBZ7 rhamnonate dehydratase \% Brevundimonas sp. 4.2.1.90
DIQN20 rhamnonate dehydratase Vv Brevundimonas subvibrioides 4.2.1.90
B1FK31 rhamnonate dehydratase \% Burkholderia ambifaria 4.2.1.90
B1YMY4 rhamnonate dehydratase A% Burkholderia ambifaria 4.2.1.90
QOBA70 rhamnonate dehydratase A% Burkholderia ambifaria 4.2.1.90
AO0AO71M197 rhamnonate dehydratase A% Burkholderia cenocepacia 4.2.1.90
B1KAV6 rhamnonate dehydratase \Y% Burkholderia cenocepacia 4.2.1.90
AOA095GZL2 rhamnonate dehydratase \% Burkholderia cepacia 4.2.1.90
A0A069PB87 rhamnonate dehydratase \% Burkholderia glathei 4.2.1.90
B1FSL3 rhamnonate dehydratase \Y Burkholderia graminis 4.2.1.90
AOAO69NHV2 rhamnonate dehydratase A% Burkholderia grimmiae 4.2.1.90
AOA038GQLY9 rhamnonate dehydratase \% Burkholderia jiangsuensis 4.2.1.90
B2JLI8 rhamnonate dehydratase \% Burkholderia phymatum 4.2.1.90
B2TFM7 rhamnonate dehydratase \% Burkholderia phytofirmans 4.2.1.90
AOAO87NLJ2 rhamnonate dehydratase A% Burkholderia pyrrocinia 4.2.1.90
AOAO60P4N5 rhamnonate dehydratase A% Burkholderia sp. 4.2.1.90
B5WBA9 rhamnonate dehydratase \% Burkholderia sp. 4.2.1.90
D5WID4 rhamnonate dehydratase A% Burkholderia sp. 4.2.1.90
E1TFDO rhamnonate dehydratase A% Burkholderia sp. 4.2.1.90
EBYRQ6 rhamnonate dehydratase A% Burkholderia sp. 4.2.1.90
I2IUM5 rhamnonate dehydratase \Y Burkholderia sp. 4.2.1.90
K8RA45 rhamnonate dehydratase \% Burkholderia sp. 4.2.1.90
W6X884 rhamnonate dehydratase \Y% Burkholderia sp. 4.2.1.90
Q13LW5 rhamnonate dehydratase \Y% Burkholderia xenovorans 4.2.1.90
A8MA91 rhamnonate dehydratase \% Caldivirga maquilingensis 4.2.1.90
R7TCSO rhamnonate dehydratase \Y Capitella teleta
D5VGC7 rhamnonate dehydratase A% Caulobacter segnis 4.2.1.90
D5VL18 rhamnonate dehydratase A% Caulobacter segnis 4.2.1.90
A0A083Z6B4 rhamnonate dehydratase \% Citrobacter amalonaticus 4.2.1.90
D2TGZ8 rhamnonate dehydratase A% Citrobacter rodentium 4.2.1.90
A0A064D0X6 rhammnonate dehydratase A% Citrobacter sp. 4.2.1.90
FOYV43 rhamnonate dehydratase A% Clostridium sp.
AOAO80P0S3 rhamnonate dehydratase \% Delftia acidovorans 4.2.1.90
A9BQY2 rhamnonate dehydratase \Y% Delftia acidovorans 4.2.1.90
AOAO72T2W9 rhamnonate dehydratase \% Delftia tsuruhatensis 4.2.1.90
B1EJN5 rhamnonate dehydratase \Y Escherichia albertii 4.2.1.90
WOAVHO rhamnonate dehydratase A% Escherichia albertii 4.2.1.90
AO0A079YC28 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
AOAOB1G4Z0 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
ABA2B3 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
B1LLK1 rhamnonate dehydratase \% Escherichia coli 4.2.1.90
B7MG14 rhamnonate dehydratase \Y Escherichia coli 4.2.1.90
B7MXS8 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
B7UFQ9 rhamnonate dehydratase \% Escherichia coli 4.2.1.90
E9YBF6 rhamnonate dehydratase \% Escherichia coli 4.2.1.90
P77215 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
QOTFJ5 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
Q8XE07 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
T5P868 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
V0ozZv42 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
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X7P5N7 rhamnonate dehydratase A% Escherichia coli 4.2.1.90
D5RB60 rhamnonate dehydratase \% Fusobacterium nucleatum 4.2.1.90

AOAO8OKICO rhamnonate dehydratase A% Gilliamella apicola 4.2.1.90
W1N5R3 rhamnonate dehydratase A% Halomonas huangheensis 4.2.1.90
C6XQDO rhamnonate dehydratase Vv Hirschia baltica 4.2.1.90

AOAO68HFG8 rhamnonate dehydratase \Y Klebsiella oxytoca 4.2.1.90

AOAOEOX2Y5 rhamnonate dehydratase \% Klebsiella oxytoca 4.2.1.90
H3NOB6 rhamnonate dehydratase \% Klebsiella oxytoca 4.2.1.90

AOAOC7K8C6 rhamnonate dehydratase \% Klebsiella pneumoniae 4.2.1.90
A6TBUS rhamnonate dehydratase A% Klebsiella pneumoniae 4.2.1.90
B5XNY1 rhamnonate dehydratase \Y Klebsiella pneumoniae 4.2.1.90
J2LQ38 rhamnonate dehydratase A% Klebsiella pneumoniae 4.2.1.90
W8XR55 rhamnonate dehydratase \Y% Klebsiella quasipneumoniae 4.2.1.90
J5UTJ9 rhamnonate dehydratase \% Klebsiella sp. 4.2.1.90

AOAO85HJ16 rhamnonate dehydratase \% Leminorella grimontii 4.2.1.90

A0A081G3C5 rhammnonate dehydratase A% Marinobacterium sp. 4.2.1.90
B8IEQO rhamnonate dehydratase A% Methylobacterium nodulans 4.2.1.90
T5KB16 rhamnonate dehydratase \% Microbacterium maritypicum 4.2.1.90
F5XJ21 rhamnonate dehydratase \% Microlunatus phosphovorus 4.2.1.90
J3DBV1 rhamnonate dehydratase \% Pantoea sp. 4.2.1.90
Q12DF1 rhamnonate dehydratase \Y Polaromonas sp. 4.2.1.90
W8PSP6 rhamnonate dehydratase A% Pseudomonas brassicacearum 4.2.1.90

AOAO75P3C9 rhamnonate dehydratase \% Pseudomonas fluorescens 4.2.1.90

AOAOA1Z3C6 rhamnonate dehydratase A% Pseudomonas fluorescens 4.2.1.90
HOJ728 rhamnonate dehydratase A% Pseudomonas psychrotolerans 4.2.1.90

A0A031IQ69 rhamnonate dehydratase A% Pseudomonas sp. 4.2.1.90

AOAO77LL20 rhamnonate dehydratase \% Pseudomonas sp. 4.2.1.90
I4N592 rhamnonate dehydratase \% Pseudomonas sp. 4.2.1.90
JOPMO2 rhamnonate dehydratase \Y% Pseudomonas sp. 4.2.1.90
J3IKT8 rhamnonate dehydratase A% Pseudomonas sp. 4.2.1.90
W2DEV5 rhamnonate dehydratase \% Pseudomonas sp. 4.2.1.90
W2DG94 rhamnonate dehydratase A% Pseudomonas sp. 4.2.1.90
A4AFLW9 rhamnonate dehydratase A% Saccharopolyspora erythraea 4.2.1.90

AOA084IK24 rhamnonate dehydratase A% Salinisphaera hydrothermalis 4.2.1.90
Q57M62 rhamnonate dehydratase Vv Salmonella choleraesuis 4.2.1.90
G5LRB2 rhamnonate dehydratase A% Salmonella enterica 4.2.1.90
BATBF8 rhamnonate dehydratase \Y Salmonella heidelberg 4.2.1.90
coQo77 rhamnonate dehydratase A% Salmonella paratyphi 4.2.1.90

AOAODBFCA4 rhamnonate dehydratase \% Salmonella typhimurium 4.2.1.90
V3TsQ7 rhamnonate dehydratase \Y% Serratia sp. 4.2.1.90
Q31280 rhamnonate dehydratase \% Shigella boydii 4.2.1.90
Q3YZv9 rhamnonate dehydratase \Y Shigella sonnei 4.2.1.90

AOAO87NC78 rhammnonate dehydratase A% Sphingobium sp. 4.2.1.90
J2WPE2 rhamnonate dehydratase A% Sphingobium sp. 4.2.1.90
W1S8C1 rhamnonate dehydratase A% Sphingobium sp. 4.2.1.90

AOAO85K6T7 rhamnonate dehydratase A% Sphingobium yanoikuyae 4.2.1.90
K9DAW4 rhamnonate dehydratase A% Sphingobium yanoikuyae 4.2.1.90
WOAIPS8 rhamnonate dehydratase \Y Sphingomonas sanxanigenens 4.2.1.90

AOAO31HNS3 rhamnonate dehydratase A% Sphingomonas sp. 4.2.1.90
Q1NEIS8 rhamnonate dehydratase \% Sphingomonas sp. 4.2.1.90

AOAO97EF78 rhamnonate dehydratase \% Sphingomonas taxi 4.2.1.90

AOAO97EKH1 rhamnonate dehydratase \% Sphingomonas taxi 4.2.1.90
CALDKO rhamnonate dehydratase \Y Tolumonas auensis 4.2.1.90

AOAO85A9R5 rhammnonate dehydratase \Y Trabulsiella guamensis 4.2.1.90
T1XDAO rhamnonate dehydratase A% Variovorax paradoxus 4.2.1.90
T1XJ81 rhamnonate dehydratase A% Variovorax paradoxus 4.2.1.90
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A1WFL2 rhamnonate dehydratase A% Verminephrobacter eiseniae 4.2.1.90
E1QSX7 rhamnonate dehydratase \% Vulcanisaeta distributa 4.2.1.90
S2VK30 rhamnonate dehydratase XI Actinotignum schaalii 4.2.1.90
G8MB95 rhamnonate dehydratase XI Burkholderia sp. 4.2.1.90
K1PQQ4 rhamnonate dehydratase XI Crassostrea gigas
F8GV68 rhamnonate dehydratase XI Cupriavidus necator 4.2.1.90
M5GEV7 rhamnonate dehydratase XI Dacryopinax sp.

R1CGLO rhamnonate dehydratase XI Emiliania huxleyi

FOXHP9 rhamnonate dehydratase XI Grosmannia clavigera

E1VAZ5 rhamnonate dehydratase XI Halomonas elongata 4.2.1.90

V4B4V5 rhamnonate dehydratase XI Lottia gigantea

G1XX26 rhamnonate dehydratase XI Nitrospirillum amazonense 4.2.1.90

F8PMR8 rhamnonate dehydratase XI Serpula lacrymans

KORDA3 rhamnonate dehydratase XI Thalassiosira oceanica

FOYC34 rhamnonate dehydratase XII Aureococcus anophagefferens

F2UQQ3 rhamnonate dehydratase XII Salpingoeca rosetta
AOAO86TBU1 rhamnonate dehydratase 11 Acremonium chrysogenum

G1XMZ4 rhamnonate dehydratase II Arthrobotrys oligospora

E4UX24 rhamnonate dehydratase II Arthroderma gypseum

C5FYAS8 rhamnonate dehydratase II Arthroderma otae

A1CDC2 rhamnonate dehydratase IT Aspergillus clavatus

G7XRYO rhamnonate dehydratase II Aspergillus kawachii

A2R1E3 rhamnonate dehydratase II Aspergillus niger 5.1.2.2
AOA0173S8F5 rhamnonate dehydratase II Aspergillus ruber

QOCPRS rhamnonate dehydratase 11 Aspergillus terreus
AOAO74VLK5 rhamnonate dehydratase IT Aureobasidium melanogenum
AOAO74WMC6 rhamnonate dehydratase IT Aureobasidium namibiae
AOA074X8G3 rhamnonate dehydratase 11 Aureobasidium pullulans
AOAO74YDT8 rhamnonate dehydratase II Aureobasidium subglaciale

M2NH86 rhamnonate dehydratase II Baudoinia compniacensis
AOAOA2VBM1 rhamnonate dehydratase II Beauveria bassiana

J4VQGe rhamnonate dehydratase IT Beauveria bassiana

G2YE24 rhamnonate dehydratase II Botryotinia fuckeliana

G3B403 rhamnonate dehydratase II Candida tenuis

W9ZHOO0 rhamnonate dehydratase II Capronia coronata

WOYHN1 rhamnonate dehydratase 11 Capronia epimyces

Q2GUB7 rhamnonate dehydratase IT Chaetomium globosum

GOS9F2 rhamnonate dehydratase II Chaetomium thermophilum

V9D318 rhamnonate dehydratase II Cladophialophora carrionii

WIOWLS80 rhamnonate dehydratase II Cladophialophora psammophila

WOW9A8 rhamnonate dehydratase 11 Cladophialophora yegresii

M2TKK9 rhamnonate dehydratase IT Cochliobolus heterostrophus

L2F9W2 rhamnonate dehydratase IT Colletotrichum gloeosporioides

TOLBN3 rhamnonate dehydratase 11 Colletotrichum gloeosporioides

E3QT50 rhamnonate dehydratase II Colletotrichum graminicola
AOAODOTTP2 rhamnonate dehydratase II Cryptococcus gattii

E6QYV5 rhamnonate dehydratase II Cryptococcus gattii

FSHDR2 rhamnonate dehydratase IT Cryptococcus neoformans

W2S5262 rhamnonate dehydratase 11 Cyphellophora europaea

Q6BQZ6 rhamnonate dehydratase II Debaryomyces hansenii

N1PUIO rhamnonate dehydratase II Dothistroma septosporum

W7HII3 rhamnonate dehydratase II Drechslerella stenobrocha

Q5B1A8 rhamnonate dehydratase IT Emericella nidulans
AOAO72PIRO rhamnonate dehydratase 11 Exophiala aquamarina

H6BTG1 rhamnonate dehydratase 11 Exophiala dermatitidis

FOFRZ6 rhamnonate dehydratase II Fusarium oxysporum
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XO0B3R7 rhamnonate dehydratase 11 Fusarium oxysporum
X0GBJ4 rhamnonate dehydratase II Fusarium oxysporum
J3P8CT7 rhamnonate dehydratase II Gaeumannomyces graminis
AOAO016P7T5 rhamnonate dehydratase II Gibberella zeae

DOVX14 rhamnonate dehydratase II Gibberella zeae

HOEMK3 rhamnonate dehydratase IT Glarea lozoyensis

W4JXR4 rhamnonate dehydratase 11 Heterobasidion irregulare

GI9P2W6 rhamnonate dehydratase II Hypocrea atroviridis

GORPW6 rhamnonate dehydratase 11 Hypocrea jecorina

F2QN28 rhamnonate dehydratase IT Komagataella phaffii 4.2.1.90

WeMQW5 rhamnonate dehydratase IT Kuraishia capsulata

K2RUYO rhamnonate dehydratase 11 Macrophomina phaseolina

L7JIR5 rhamnonate dehydratase II Magnaporthe oryzae

A5DJY7 rhamnonate dehydratase II Meyerozyma guilliermondii

A9VCDO rhamnonate dehydratase II Monosiga brevicollis

G2QGB5 rhamnonate dehydratase II Myceliophthora thermophila

C7YT92 rhamnonate dehydratase 11 Nectria haematococca

A1DCAO rhamnonate dehydratase II Neosartorya fischeri

F8MSA4 rhamnonate dehydratase II Neurospora tetrasperma

W1QBZ6 rhamnonate dehydratase 11 Ogataea parapolymorpha 4.2.1.90

K9FC04 rhamnonate dehydratase IT Penicillium digitatum
AOAOA2K1X3 rhamnonate dehydratase II Penicillium expansum

S7ZGYO rhamnonate dehydratase 11 Penicillium oxalicum

w6Q3Q3 rhamnonate dehydratase II Penicillium roqueforti

B6HMB3 rhamnonate dehydratase 11 Penicillium rubens

QOU9G2 rhamnonate dehydratase II Phaeosphaeria nodorum
A0A093ZW12 rhamnonate dehydratase IT Pseudogymnoascus sp.

E3SOH5 rhamnonate dehydratase 11 Pyrenophora teres

B2WATO rhamnonate dehydratase II Pyrenophora tritici-repentis
AO0A07438P4 rhamnonate dehydratase II Rhizoctonia solani

X8JUQR8 rhamnonate dehydratase 11 Rhizoctonia solani

A3LZU6 rhamnonate dehydratase IT Scheffersomyces stipitis

WICBP7 rhamnonate dehydratase II Sclerotinia borealis

ATEYBO rhamnonate dehydratase II Sclerotinia sclerotiorum

F7W3B1 rhamnonate dehydratase II Sordaria macrospora

M3C318 rhamnonate dehydratase II Sphaerulina musiva
AOAO84RE54 rhamnonate dehydratase II Stachybotrys chartarum
A0A084Q9W9 rhammnonate dehydratase II Stachybotrys chlorohalonata
AOAO93XGFO rhamnonate dehydratase 11 Talaromyces marneffei

B8LZE6 rhamnonate dehydratase II Talaromyces stipitatus
AOAOB6VRY4 rhamnonate dehydratase 11 Tilletiaria anomala
A0A059J771 rhamnonate dehydratase IT Trichophyton interdigitale
AOA023A8K4 rhamnonate dehydratase IT Trichophyton rubrum

J5RIB2 rhamnonate dehydratase 11 Trichosporon asahii

D5G8M5 rhamnonate dehydratase II Tuber melanosporum
A0A063C3Z9 rhamnonate dehydratase II Ustilaginoidea virens

FOWZP3 rhamnonate dehydratase 11 Zymoseptoria tritici
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