[bookmark: _Ref348706858][bookmark: _GoBack]Table 2: True Positive Rate at 10% False Positive Rate (TPR@10%FPR) for the four different corpora, with and without document weight for scoring co-occurrences.
	Disease-gene associations
		Source
	TPR@10%FPR,
+document weight
	TPR@10%FPR, 
-document weight

	All Fulltexts
	0.25
	0.21

	Core Abstracts
	0.16
	0.17

	Core Fulltexts
	0.23
	0.20

	MEDLINE
	0.20
	0.20




	Protein-protein associations
		All Fulltexts
	0.11
	0.09

	Core Abstracts
	0.11
	0.10

	Core Fulltexts
	0.11
	0.09

	MEDLINE
	0.10
	0.10




	Protein-compartment associations
		All Fulltexts
	0.04
	0.04

	Core Abstracts
	0.04
	0.04

	Core Fulltexts
	0.04
	0.04

	MEDLINE
	0.05
	0.05
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