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S5 Table
	Parameter
	Description
	Value
	Units

	
	production rate for activator (or repressor)
	1000
	nM/min

	
	production rate for repressor (or activator)
	10
	nM/min

	
	degradation rate for activator and repressor
	0.001
	1/min

	
	dissociation constant for activator binding to upstream activation sequence
	1
	nM

	
	dissociation constant for repressor binding to upstream repression sequence
	1
	nM

	
	binding coefficient of galactose to the activator
	
	nM

	
	binding coefficient of glucose to the repressor
	
	nM

	
	auto-regulation Michaelis constant for activator
	1
	nM

	
	auto-regulation Michaelis constant for repressor
	1
	nM



S5 Table: Parameter values used in simulations for Fig 5.
2

