Table S1.

	X-Group
	SCOPe Fold
	SCOPe Fold Name
	Fold Age (maximum parsimony) [1]
	Fold Age (fusion parsimony) [1]

	6
	b.42
	beta-Trefoil
	0.6-0.79
	0.6-0.79

	11
	b.1
	Immunoglobulin-like beta-sandwich
	1
	1

	10
	b.29   
	Concanavalin A-like lectins/glucanases
	1
	1

	1
	b.49     
	Domain of alpha and beta subunits of F1 ATP synthase-like
	1
	1

	221
	d.15   
	beta-Grasp (ubiquitin-like)
	1
	1

	5
	b.69
	7-bladed beta-propeller
	1
	1

	389
	g.3
	Knottins (small inhibitors, toxins, lectins)
	0.6-0.76
	0.6-0.76

	109
	a.118
	alpha-alpha superhelix
	1
	1

	5050
	f.38
	MFS general substrate transporter
	1
	1

	12
	b.30
	Supersandwich
	1
	1

	2003
	c.2     
	NAD(P)-binding Rossmann-fold domains
	1
	1
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