	Table S4: Exonic variants for deafness on CFA6.

	Type
	Locus
	CFA
	Position
	Ref
	Alt
	Control 1
	Control 2
	Case
	phastCons Score

	
	
	
	
	
	
	Genotype
	Coverage
	Genotype
	Coverage
	Genotype
	Coverage
	

	nsSNP
	RBBP6, exon18, p.T1397N
	6
	24500625
	G
	T
	0/0
	249
	0/0
	72
	1/1
	226
	0.001

	ssSNP
	RBBP6, exon11, p.E445E
	6
	24508479
	T
	C
	1/1
	248
	1/1
	123
	0/0
	226
	0.925

	ssSNP
	ERN2, exon9, p.L260L
	6
	25178743
	T
	C
	0/0
	236
	0/1
	241
	1/1
	240
	0.871

	ssSNP
	ERN2, exon19, p.F578F
	6
	25185894
	C
	T
	1/1
	233
	0/1
	223
	0/0
	214
	0.925

	ssSNP
	ERN2, exon25, p.D838D
	6
	25188304
	C
	T
	1/1
	208
	0/1
	245
	0/0
	244
	0.949

	ssSNP
	PLK1, exon9, p.L511L
	6
	25189840
	A
	G
	1/1
	233
	0/1
	236
	0/0
	244
	0.792

	[bookmark: _GoBack]ssSNP
	PLK1, exon9, p.E488E
	6
	25189907
	T
	C
	1/1
	242
	0/1
	247
	0/0
	249
	0.831

	ssSNP
	PLK1, exon1, p.K97K
	6
	25199818
	C
	T
	1/1
	238
	0/1
	233
	0/0
	241
	0.971

	nsSNP
	USP31, exon17, p.I847V
	6
	25714052
	A
	G
	0/0
	245
	0/1
	246
	1/1
	245
	0.950

	nsSNP
	EEF2K, exon1, p.N62K
	6
	26442657
	G
	T
	1/1
	249
	0/1
	250
	0/0
	249
	0.627

	nsSNP
	Abca14 (Mus), exon26, p.M1292L
	6
	26909869
	T
	G
	0/0
	53
	0/1
	18
	1/1
	16
	0.058

	nsSNP
	Abca14 (Mus), exon23, p.L1134I
	6
	26924547
	G
	T
	0/0
	230
	0/1
	63
	1/1
	189
	0.013

	nsSNP
	Abca14 (Mus), exon16, p.V699I
	6
	26951574
	C
	T
	0/0
	243
	0/1
	247
	1/1
	247
	0.045

	nsSNP
	Abca14 (Mus), exon9, p.I472M
	6
	26972673
	T
	C
	0/0
	220
	0/1
	114
	1/1
	242
	0.145

	ssSNP
	DNAH3, exon56, p.R2825R
	6
	27436889
	G
	A
	0/0
	247
	0/1
	246
	1/1
	246
	0.980

	ssSNP
	DNAH3, exon60, p.D3733D
	6
	27456701
	C
	T
	0/0
	243
	0/1
	243
	1/1
	245
	0.031

	ssSNP
	LOC57020, exon11, p.D462D
	6
	27898482
	G
	A
	0/0
	244
	0/0
	246
	1/1
	242
	0.352

	ssSNP
	C16orf62, exon26, p.T707T
	6
	28661889
	C
	T
	0/0
	249
	0/0
	67
	1/1
	245
	0.972

	ssSNP
	C16orf62, exon9, p.S232S
	6
	28709547
	A
	G
	0/0
	243
	0/0
	226
	1/1
	246
	0.972

	ssSNP
	CP110, exon3, p.K201K
	6
	28750373
	C
	T
	0/0
	191
	0/0
	91
	1/1
	221
	0.463

	ssSNP
	CP110, exon1, p.L142L
	6
	28753519
	T
	C
	1/1
	248
	0/1
	148
	0/0
	230
	0.918

	ssSNP
	CP110, exon1, p.T17T
	6
	28753894
	G
	A
	0/0
	247
	0/0
	222
	1/1
	246
	0.518

	ssSNP
	COQ7 (Sac), exon4, p.K131K
	6
	28948448
	A
	G
	0/0
	240
	0/0
	249
	1/1
	249
	0.923

	ssSNP
	ITPRIPL2, exon1, p.A365A
	6
	28978457
	C
	T
	0/0
	55
	0/0
	149
	1/1
	88
	0.880

	ssSNP
	ITPRIPL2, exon1, p.L414L
	6
	28978602
	T
	C
	0/0
	80
	0/0
	165
	1/1
	102
	0.141

	ssSNP
	ITPRIPL2, exon1, p.L415L
	6
	28978605
	T
	C
	0/0
	77
	0/0
	156
	1/1
	104
	0.063
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