Supplementary Table 6. Static eQTL targets.

GO.ID Term p-value FDR
GO:0034645  cellular macromolecule biosynthetic process < 0.00001  0.00000
GO:0034728 nucleosome organization < 0.00001  0.00000
GO:0032774 RNA biosynthetic process < 0.00001  0.00000
GO:0031497 chromatin assembly < 0.00001  0.00000
GO:0010467 gene expression 0.00016  0.00000
GO:0006338 chromatin remodeling 0.00038  0.00000
GO:0016071 mRNA metabolic process 0.00049  0.00000
GO:0007034  vacuolar transport 0.00101 0.00027
GO:0000184 nuclear-transcribed mRNA catabolic process 0.00133  0.00082
G0:0002224  toll-like receptor signaling pathway 0.00133  0.00082




