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Areas Under the Peak of ADM9 Muscle
(as a % of the first peak in the normal allele)

ADMS9 Cerebellum

Cmﬁ:;'i‘m Untreated | MBN+T7 | Al Juntreated| MBN+T7
nded
allele
CTG1vsCTGa| 35 18 28| 38 32 35 3
ICTG1wsCcTG 10 27 15 24 31 30 30 0
CTG1vs CTG 11 22 13 41 25 26 %
CTG 1vsCTG 12 24 " 54| 21 22 |2 5
CTG1ws CTG 13] 19 13 32| 24 23 M
CTG1wsCTG 14 19 11 22| 22 20 %
CTG1wsCTG 15| 19 1 42| 21 20 |2 0
CTG1vsCTG 18| 15 9 a0l 17 19 18 5
CTG1vsCTG 17| 15 9 | 17 17 17 0
cTG1vscTG 18] 13 1 sl 15 16 |15 6
cTGivsCcTG 18] 14 11 21 15 15 15 0
CTG1vsCTG20] 13 8 as| 14 15 |18 0
MBN + T7
as a % of first peak % reduction of peak
in normal allele A vs untreated
B = unireated - A x100
untreated




