Draaken et al. Genome-wide association study and meta-analysis identify ISL1 as genome-wide
significant susceptibility gene for bladder exstrophy

Supplementary Table 3. Primers (5’->3’ direction) used for ISL1 sequence
analysis

ISL1-1F GATAATCAGAACAGCTGCGCC
ISL1-1R TCCAACTCCAAAGAGCCCTTG

ISL1-2F AAACCTCCCAGAGTACGCCC
ISL1-2R GTGGGGAGATTCAGGGAAATC

ISL1-3F GATCTTGGGCCAGGGAAGTG
ISL1-3R GCAGGCAAACACTACGACCAC

ISL1-4F TGTCCTGAGTATCTCGGGCG
ISL1-4R CGATCCTGCGTACCAGGAAC

ISL1-5F AGGTACGGCGGATTAACTGAGT
ISL1-5R GGTTTCTCCCCAACCCTGAG

ISL1-6F TGGGAAAGTGAGAGGATTTCTTC
ISL1-6R TGATTCAGTTTTCATTGACTGGG
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