S2 Table – Summary of PR-locus haplotypes genomic organization 
	Haplotype
	sub-Region
	Nucleotides (#)
	Share of haplotype sequence (%)
	Homologous positions (#)
	Homologous positions (%)

	iPR-locus
(Iinb1)
	iNHR
	121265
	56.40
	25022
	20.63

	
	Other
	93741
	43.60
	91388
	97.48

	
	Total
	215006
	
	116410
	54.14

	xPR-locus
(Xinb3)
	xNHR
	55082
	34.68
	11498
	20.87

	
	Other
	103727
	75.32
	93963
	90.59

	
	Total
	158809
	
	105461
	66.41
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