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	Sample
	Status
	Total reads
	Mapped reads (%)
	Mean coverage
	Total variants
	Homozygous variants

	AT324
	affected
	74,983,087
	74,716,348 (99.64%)
	50.25
	241814
	136193

	AT330
	affected
	64,132,154
	63,846,900 (99.56%)
	44.01
	237190
	138607

	AT008
	carrier
	78,379,956 
	78,054,493 (99.58%)
	53.26
	245892
	142521



