HubP-dependent pole organization in V. cholerae 

S3 Table. Strains used in this study

	Strain
	Description
	Reference

	Escherichia coli

	DH5
	host strain of general cloning
	laboratory stock

	DH5pir
	host strain for the cloning of R6Kori plasmid
	laboratory stock

	SM10 pir
	host strain for conjugation
	laboratory stock

	BTH101
	Host strain for bacterial two hybrid
	laboratory stock

	JW3778
	∆cyaA::kan
	[1]

	bEYY2122
	BTH101 ∆cyaA
	This study

	Vibrio cholerae

	C6706
	V. cholerae O1 El Tor, hapR+, SmR
	[2]

	5-G5
	C6706 dacB::Tn
	[2]

	3-D7
	C6706 vc1210::Tn
	[2]

	8-G1
	C6706 vc1380::Tn
	[2]

	4-H10
	C6706 motV::Tn
	[2]

	9-B3
	C6706 motW::Tn
	[2]

	2-H9
	C6706 hlyB::Tn
	[2]

	N16961
	V. cholerae O1 El Tor, SmR
	[3]

	N16961 ∆parC
	N16961 ∆parC
	S. Ringgaard

	MKW1383
	N16961 ∆ctxAB::kan
	[4]

	bEYY1014
	N16961 ∆ctxAB::kan ∆hubP
	This study

	bEYY1319
	N16961 ∆minD ∆parA1 ∆hubP
	This study

	bEYY1402
	N16961 ∆ctxAB::kan ∆dacB
	This study

	bEYY1415
	N16961 ∆ctxAB::kan ∆motV
	This study

	bEYY1422
	N16961 ∆ctxAB::kan ∆motW
	This study

	bEYY1427
	N16961 ∆ctxAB::kan ∆hlyB
	This study

	bEYY1436
	N16961 ∆ctxAB::kan ∆motW / pEYY147
	This study

	bEYY1439
	N16961 ∆ctxAB::kan ∆motV / pEYY149
	This study

	bEYY1467
	N16961 ∆motV ∆motW
	This study

	bEYY1614
	N16961 ∆ctxAB::kan / pEYY199
	This study

	bEYY1802
	N16961 cheV1-161
	This study

	bEYY1803
	N16961 cheVE169K
	This study

	bEYY1804
	N16961 cheVT30A
	This study

	bEYY1805
	N16961 vieST1030I
	This study

	bEYY1806
	N16961 vieSH1002Y
	This study

	bEYY1807
	N16961 vieSA669V
	This study

	bEYY1816
	N16961 ∆fliM
	This study

	bEYY1817
	N16961 ∆cheV
	This study

	bEYY1818
	N16961 ∆vieS
	This study

	bEYY1820
	N16961 ∆motV
	This study

	bEYY1821
	N16961 ∆motW
	This study

	bEYY1851
	N16961 vieST1030I ∆motW
	This study

	bEYY1848
	N16961 cheV1-161 ∆motV
	This study

	bEYY1849
	N16961 cheVE169K ∆motV
	This study

	bEYY1850
	N16961 cheVT30A ∆motV
	This study

	bEYY1852
	N16961 vieSH1002Y ∆motW
	This study

	bEYY1853
	N16961 vieSA669V ∆motW
	This study

	bEYY1867
	C6706 hubP-FLAGx3
	This study

	bEYY1895
	N16961 ∆fliG
	This study

	bEYY1927
	N16961 fliGA59S
	This study

	bEYY1928
	N16961 fliGK281E
	This study

	bEYY1929
	N16961 fliGF199L
	This study

	bEYY1931
	N16961 fliGG119D
	This study

	bEYY1932
	N16961 fliGA59S ∆motV
	This study

	bEYY1933
	N16961 fliGK281E ∆motV
	This study

	bEYY1934
	N16961 fliGF199L ∆motV
	This study

	bEYY1935
	N16961 fliGG119D ∆motV
	This study

	bEYY1943
	N16961 hubP-yfp  motV-cfp
	This study

	bEYY1944
	N16961 hubP-yfp  motW-cfp
	This study

	bEYY1945
	N16961 fliMD180N
	This study

	bEYY1946
	N16961 fliMG111E
	This study

	bEYY1947
	N16961 fliMR107C
	This study

	bEYY1948
	N16961 fliMD180N ∆motV
	This study

	bEYY1949
	N16961 fliMG111E ∆motV
	This study

	bEYY1950
	N16961 fliMR107C ∆motV
	This study

	bEYY1966
	C6706 hubP-FLAGx3 HA-motV
	This study

	bEYY1967
	C6706 hubP-FLAGx3 motW-HA
	This study

	bEYY1971
	C6706 motW-HA
	This study

	bEYY1974
	C6706 hubP-HA FLAGx3-motV
	This study

	bEYY1975
	C6706 hubP-HA motW-FLAGx3
	This study

	bEYY1995
	N16961 hubP-yfp / pEYY337
	This study

	bEYY1996
	N16961 hubP-yfp / pEYY338
	This study

	bEYY2055
	N16961 fliMD180N fliGG119D ∆motV
	This study

	bEYY2069
	N16961 fliMR107C fliGA59S ∆motV
	This study

	bEYY2109
	N16961 ∆motV / pEYY149
	This study

	bEYY2113
	N16961 ∆motW / pEYY190
	This study

	bEYY2145
	N16961 ∆motW / pEYY387
	This study

	bEYY2148
	N16961 cheV4-gfp
	This study

	bEYY2173
	N16961 ∆hubP cheV4-gfp
	This study

	bEYY2174
	N16961 cheV41-161-gfp
	This study

	bEYY2323
	N16961 fliMD180N fliGG119D
	This study

	bEYY2347
	N16961 ∆hubP cheV41-161-gfp
	This study

	bEYY2350
	N16961 ∆parC cheV4-gfp
	This study

	bEYY2351
	N16961 ∆parC cheV41-161-gfp
	This study

	bEYY2455
	N16961 ∆motV ∆motW fliMD180N fliGG119D 
	This study

	bEYY2456
	N16961 ∆hubP ∆motV fliMD180N fliGG119D
	This study

	bEYY2465
	N16961 ∆hubP fliMD180N fliGG119D
	This study

	bEYY2490
	N16961 ∆motW / pEYY185
	This study

	bEYY2524
	N16961 ∆vc1210
	This study

	bEYY2525
	N16961 ∆vc1380
	This study

	YBB438
	N16961 ∆minD ∆parA1
	This study

	YBB2011
	N16961 ∆hubP
	[5]

	YBB2413
	N16961 ∆minD ∆parA1 hubP-yfp
	This study

	A1
	N16961 ∆ctxAB::kan ∆motV suppressor mutations (see table 1)
	This study

	A1 motV+
	A1 but motV+
	This study

	A2
	N16961 ∆ctxAB::kan ∆motV suppressor mutations (see table 1)
	This study

	A2 motV+
	A1 but motV+
	This study

	A3
	N16961 ∆ctxAB::kan ∆motV suppressor mutations (see table 1)
	This study

	A3 motV+
	A3 but motV+
	This study

	A4
	N16961 ∆ctxAB::kan ∆motV suppressor mutations (see table 1)
	This study

	A4 motV+
	A4 but motV+
	This study

	A6
	N16961 ∆ctxAB::kan ∆motV suppressor mutations (see table 1)
	This study

	A6 motV+
	A6 but motV+
	This study

	A8
	N16961 ∆ctxAB::kan ∆motV suppressor mutations (see table 1)
	This study

	A8 motV+
	A8 but motV+
	This study

	B1
	N16961 ∆ctxAB::kan ∆motW suppressor mutations (see table 1)
	This study

	B1 motW+
	B1 but motW+
	This study

	B2
	N16961 ∆ctxAB::kan ∆motW suppressor mutations (see table 1)
	This study

	B2 motW+
	B2 but motW+
	This study

	B4
	N16961 ∆ctxAB::kan ∆motW suppressor mutations (see table 1)
	This study

	B4 motW+
	B4 but motW+
	This study

	B6
	N16961 ∆ctxAB::kan ∆motW suppressor mutations (see table 1)
	This study

	B6 motW+
	B6 but motW+
	This study

	B7
	N16961 ∆ctxAB::kan ∆motW suppressor mutations (see table 1)
	This study

	B7 motW+
	B7 but motW+
	This study

	B8
	N16961 ∆ctxAB::kan ∆motW suppressor mutations (see table 1)
	This study

	B8 motW+
	B8 but motW+
	This study
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