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S. cerevisiae diploid strains from SGRP

(“/A” indicates monosporic isolates)
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(ii)

S. cerevisiae diploid strains
from Magwene et al. (2011)

# Heterozygous

Strain SNP sites
(Genome seq.)
YJM223 37,148
(PMY132)
YJM128 33,457
(PMY127)
YJM311 23,852
(PMY144)
YJM309 22,087
(PMY142)
YJM308 22,229
(PMY141)
PMY112 6,480
(ARN412a)
PMY110 6,045
(ARN316a)
PMY093 4,086
(ARN239a)
(iv) PCR assays
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(i) s. cerevisiae diploid strains
from Cromie et al. (2013)
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