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Single-tissue eQTL Single-tissue eQTL p-value
Tissue Samples NES pvalue  m-value NES (with 95% CI) versus Multi-tissue Posterior Probability
Prostate 221 0431 33e3 000 —
® Adipose - Subcutaneous 581 00977  6.4e4  0.00 —- 10
® Breast - Mammary Tissue 396 00972 0.02 0.00 —i—
@ Small Intestine - Terminal lleum 174 00857 0.1 0.00 —
Nerve - Tibial 532 00848  3.0e3  0.00 — o
@ Thyroid 574 00681 0005  0.00 —-
Kidney - Cortex 73 0.0632 03 0.0180 ———— (o]
@ Attery - Tibial 584 00550 004 000 —
@ skin - Not Sun Exposed (Suprapubic) 517 00400 0.1 0.00 — 8
Colon - Sigmoid 318 00249 05 0.00 ——
® Atery- Aorta 387 00207 06 0.00 —.— 8
® Skin - Sun Exposed (Lower leg) 605 00135 06 0.00 - D
® Colon - Transverse 368 00108 07 0.00 ——
Brain - Cerebellar Hemisphere 175 000842 08 0.00 —_—
@ Whole Blood 670 0.00389 0.8 0.00 E =
Attery - Coronary 213 000164 1 0.00 ——
Lung 515 00151 06 0.00 —
® Pancreas 305 00169 06 0.00200 —— —
Stomach 324 00177 06 0.00 —u— 3 o
© Esophagus - Muscularis 465 00182 05 0.00 —= g .
Liver 208 00228 07 0.00100 — a
® Adrenal Gland 233 00387 04 0.0230 _— E
® vagina 141 00303 06 0231 —_— g
® Testis 322 00442 009 0.00 —-— [}
» Minor Salivary Gland 144 00475 04 0333 _ 2
® Uterus 129 00479 05 0.258 —_— I (@)
® Esophagus - Gastroesophageal Junction 330 00500 02 0.0830 —.— ]
ovary 167 00513 04 0437 —_—— ®
@ Heart - Left Ventricle 386 00542 0.02 00770 — =3 (e]
@ Heart - Atrial Appendage 372 00799 35e4 0888 - §n 44 (oXe]
@ Esophagus - Mucosa 497 00817 50e-4 0835 - -
Muscle - Skeletal 706 00893 12e5 0974 S g
Adipose - Visceral (Omentum) 469 -0.0908 0007  0.904 ——
® spleen 227 00920 009 0696 —a o
Pituitary 237 00949 0007 0.881 ——
Brain - Frontal Cortex (BA9) 175 0128 193 1.00 —_— o
Brain - Hippocampus 165 0142 66e-4  1.00 —_—— s
Cells - Cultured fibroblasts 483 0149 14e8  1.00 —-
Brain - Cerebellum 209 0156 95e5  0.965 — 2
Brain - Hypothalamus 170 0473 57e5  1.00 —_—
Brain - Anterior cingulate cortex (BA24) 147 0474 91e5  1.00 —_— o
Brain - Putamen (basal ganglia) 170 0178 3564 0995 —_—
Brain - Spinal cord (cenvical c-1) 126 0198 40e-3 0983 —_—
Brain - Nucleus accumbens (basal ganglia) 202 0223 50610 1.00 — [¢]
Brain - Cortex 205 0239 1269 1.00 —
® Cells - EBV-ransformed lymphocytes 147 0243 002 0908 —_—
Brain - Caudate (basal ganglia) 194 0265  33e9  1.00 — (o}
Brain - Amygdala 129 0301 4de7  1.00 —_—
Brain - Substantia nigra 114 0397 4489 100 —————
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NES m-value (Posterior Probability from METASOFT)
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Brain - Nucleus accumbens (basal ganglia)
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