
S31 Fig. Positive selection acting on rs4861157. A) Marginal tree corresponding to the rs4861157 

flanking region (chr4: 42022464-42025285; GRCh37/hg19) at SLC30A9. The derived allele at this SNP 

expanded rapidly in YRI, which is indicative of positive selection. B) Tree of interest highlighting 

lineages carrying the derived allele at rs4861157.


