
Table S3  

Primer sequences  

The sequence of all the primers are provided here. 

construc

t 

primer Primer sequence 

pJXL 3SF4

Ws 

GATCTTTGTCTGCAACTGAAAAGTTT 

3SF4

Wa 

CTGGAAAAACAAATCGAGTTGTTAA 

3SF3

Ws 

CAACAAACGAAAATTGGATAAAGTG 

3SF3

Wa 

ATATTAATTGTTTCTGACTCATCCATCA 

3SF2

Ws 

GTCAGGTGGCACTTTTCGGG 

3SF2

Wa 

GTCTCGGACATTCTGCTCCCG 

3SF2h

Bs      

CCGAACGACCGAGCGCAG 

3SF2h

Ba    

ATTTAACTTCTCAGTTTGGCCGCTG 

3SF2h

As   

CAAACCGCTAACAATACCTGGG 

3SF2h

Aa           

GGCGCTCTTCCGCTTCC 

3SF1

Ws 

TCCAGAGGCCTTACAATATGACAC 

3SF1

Wa 

GGCGCTCTTCCGCTTCC 

3SF1h

Da  

ATAAACAAATAGGGGTTCCGCG 

3SF1h

As   

GTCAGGTGGCACTTTTCGGG 

3SF1h

Aa 

AGCCTGGGGTGCCTAATGAG 

pOKCA 

and 

pOKC2μ

UA 

SF1W

a  

CAAAAATTTAACGCGAAT 

SF1Ws TTGTTTACCCTCACAACG 

SF2hC

a  

AAATCTCCGCCCCGTTCGT 

SF2hC

s  

TGTTAAAATTCGCGTTAAATTTTTGCCTGCCCTGAACCGACGAC 



SF2hK

a     

GACCCGGTCGTCGGTTCAGGGCAGGCAAAAATTTAACGCGAAT 

SF2W

a  

AATGAGACGTTGATCGGCACG 

SF2Ws     GTTCAGCCCGACCGCTGC 

SF3hA

a    

CGCATGGAAGCGATTAACGAG 

SF3hA

s     

CTTACGTGCCGATCAACGTCTCATTCGGGGTCTGACGCTCAGTGG 

SF3hC

a   

TCGTTCCACTGAGCGTCAGACCCCGAATGAGACGTTGATCGGCAC

G 

SF3hC

s    

GATCGCTGACGTCGGTACCC 

SF3W

a  

AAATGTGCGCGGAACCCC 

SF3Ws CCTGCCCTGAACCGACGAC 

SF4hA

a   

ACTGGAACGTTGTGAGGGTAAACAAAAATGTGCGCGGAACCCC 

SF4hA

s 

ACCCTCGCAAGCTCGGTTG 

SF4hO

s 

ACAAATAGGGGTTCCGCGCACATTTTTGTTTACCCTCACAACG 

SF4W

a 

GGGGGGTTCGTGCACACAG 

SF4Ws CGGGGTCTGACGCTCAGTGG 

SF6W

a   

TCACGAGGCCCTTTCGTCT 

SF6Ws  GAACCTGGGAGTTTTCCCTGA 

SF5hC

a    

TGTTTCAGGGAAAACTCCCAGGTTCAATGAGACGTTGATCGGCAC

G 

SF5h2

μs  

CTTACGTGCCGATCAACGTCTCATTGAACCTGGGAGTTTTCCCTG

A 

SF5W

a    

ATACGATACCCCGCATGGAATG 

SF7hU

a   

TCGTTCCACTGAGCGTCAGACCCCGTCACGAGGCCCTTTCGTCT 

SF7hA

s  

TCTTGAAGACGAAAGGGCCTCGTGACGGGGTCTGACGCTCAGTG

G 

SF7Ws   GCTTCCTTCAGCACTACCCTTTAG 

pOKCA 

from 8 

SFs 

SFTOa  TGAGATACCTACAGCGTGAG 

SFTKs  GTTCGGTGTAGGTCGTTCG 

SFTKa   AAATATTAACGTTTACAATTTCAGG 

SFTCa     AGGTTCCAACTTTCACCATAATGAA 



SFTAa TTATTTTTCTAAATACATTCAAATATGTATCCGC 

SFOTs     AACCGGGCATGTTCATCATCA 

SFCTs  GAATTTGCTTTCGAATTTCTGCC 

SFATs AAACTCACGTTAAGGGATTTTGGTC 

pTRICL

ow 

SF128

Ws 

TCATTACCGTTCTTAACTTCTGCAC 

SF128

Wa 

ATTCTGCATGCAGCTACCTTAAGTTATTTATCAAGATAAGTTTCCG

GATC 

SF819

Ws 

ACCCTTAAGGAGGAAAAAAACATGTCAGAGTTGAGAGCCTTCA 

SF819

Wa 

GCGATGCAGCGAATTGATCTTATTCCTTTGGTAGACCAGTCTT 

SF19I

Ws 

TCGCCCTTAAGGAGGAAAAAAAAATGACCGTTTACACAGCATCC

G 

SF19I

Wa 

TTATAGCATTCTATGAATTTGCCTGTC 

SFIB

Ws 

CCTTAGGAGGTAAAAAAAAATGACTGCCGACAACAATAGTATGC

C 

SFIB

Wa 

CACGAACCCCCCGTTCAGC 

SFBW

s 

CTGCAGCTGGTACCATATGG 

SFBW

a 

CATGGTTTATTCCTCCTTATTTAAT 

SFB12

Ws 

CACACAGCCCAGCTTGG 

SFB12

Wa 

GCAGGCCTATCGCAAATTAGCTTATGAAGTCCATGGTAAATTCG 

SF128

h12s 

CTCCCGTGGAAAGCTAGCG 

SF128

h12a 

CATGTTTTTTTCCTCCTTAAGGGTGCAGGCCTATCGCAAATTAGCT

TATGAAGTCCATGGTAAATTCGTG 

SF128

h8s 

TAAGCTAATTTGCGATAGGCCTGCACCCTTAAGGAGGAAAAAAA

CATGTCAGAGTTGAGAGCCTTCAGT 

SF128

h8a 

AGATTTTGCCCAAGCCCG 

SF819

h8s 

AGAAGGCAGTTCTGCCGCA 

SF819

h8a 

TTTTTTTTCCTCCTTAAGGGCGAATTCTGCATGCAGCTACCTTAAG

TTATTTATCAAGATAAGTTTCCGGATC 

SF819

h19s 

CTTAAGGTAGCTGCATGCAGAATTCGCCCTTAAGGAGGAAAAAA

AAATGACCGTTTACACAGCATCCG 

SF819 TGTTACAGCCGCGTTTTGAC 



h19a 

SF19Ih

Is 

AATAAGATCAATTCGCTGCATCGCCCTTAGGAGGTAAAAAAAAA

TGACTGCCGACAACAATAGTATG 

SF19Ih

Ia 

TGGTGGGTTTGTGGCCG 

SF19I 

h19s 

GCCTCATCAGCTCCGCATA 

SF19I 

h19a 

GTCATTTTTTTTTACCTCCTAAGGGCGATGCAGCGAATTGATCTTA

TTCCTTTGGTAGACCAGTCTTTG 

SFIBhI

s 

CATGCGGCTATTTTGCCTAT 

SFIBhI

a 

AATTCCCATATGGTACCAGCTGCAGTTATAGCATTCTATGAATTT

GCCTG 

SFIBh

Bs 

CAGGCAAATTCATAGAATGCTATAACTGCAGCTGGTACCATATGG

G 

SFIBh

Ba 

CACGTAGCGATAGCGGAGTG 

SFB12

hBs 

TTCAAGAACTCTGTAGCACC 

SFB12

hBa 

GCAGAAGTTAAGAACGGTAATGACATGGTTTATTCCTCCTTATT 

SFB12

h12s 

ATTAAATAAGGAGGAATAAACCATGTCATTACCGTTCTTAAC 

SFB12

h12a 

GGTCTGCTTAAATTTCATTC 

pAceton

e  

SFAH

a   

ATCATATATAACTTCAGCTCTAGGC 

SFAH

hAa 

TTCATCCTTTAACATATGTATATCTCCTTCTCATAAATCACCCCGT

TGC 

SFAH

hAs   

AACTCCAGGAATACGGTATCG 

SFAH

hHa 

ACAGAACTTGGAGTAATTGAGG 

SFAH

hHs   

CGGGGTGATTTATGAGAAGGAGATATACATATGTTAAAGGATGA

AGTAATTAAAC 

SFAHs TGATGACATTACAAGACGCC 

SFBTa TTGTCCGCCACCTATACATAAAGTTG 

SFBTh

Ba   

CTGCACTAGCTATTACAACTTCTTTCATGGTATATCTCCTTCTTAA

AGTT 

SFBTh

Bs   

GTGATGCACCTGGACCTG 

SFBTh

Ta   

TTTTAGGCCATTTCTTATCGC 



SFBTh

Ts    

TAACTTTAAGAAGGAGATATACCATGAAAGAAGTTGTAATAGCT

AGTGC 

SFBTs TCACCGCGGAAATGGCG 

SFHBa CACAATTCCCCTATAGTGAGTCGTA 

SFHB

hBa 

GGCAACTGCACGGTGGAGG 

SFHB

hBs 

AGTTATATATGATTATCTTAAGTAATCACCGCGGAAATGGCG 

SFHB

hHa 

TCGCCCACCGCCATTTCCGCGGTGATTACTTAAGATAATCATATA

TAACTTCAGC 

SFHB

hHs 

TGAATTCATAAAAACACCTCCAC 

SFHBs TAGCACGCCATTAACTTCGC 

SFTAa CCCCGTTGCGTATTCAG 

SFTAh

Aa   

GCAGTACGCAGCAAACTTTTC 

SFTAh

As 

CTAGAAAAGTGCTAGGAAGGAGATATACATATGAAAACAAAATT

GATGACATTAC 

SFTAh

Ta 

CAATTTTGTTTTCATATGTATATCTCCTTCCTAGCACTTTTCTAGC

AATATTGC 

SFTAh

Ts 

GGGGGTTAGCATATGCATAAG 

SFTAs GGAAAGTCTCTTAAGGATGTACC 

pAceton

e no-gap 

reconstr

uction 

2SFA

Ha 

TTACTTAAGATAATCATATATAACTTCAGC 

2SFBT

a 

ATTTTGTTTTCATATGTATATCTCCTTCCTAGC 

2SFH

Bs 

TGATTTATGAGAAGGAGATATACATATGTTA 

2SFTA

s 

AGCGGATAACAATTCCCC 

Reconstr

ucting 

pOKCA 

with 

varing 

overlap 

length 

SF4Ws CGGGGTCTGACGCTCAGTGG 

 SF4Wa GGGGGGTTCGTGCACACAG 

 SF41W

a 

AAATGTGCGCGGAACCCC 

 SF42W

a 

AACGTTGTGAGGGTAAACAAAAATGTG 



 SF43W

a 

TGAACATGCCCGGTTACTGGAA 

 SF44W

a 

GGTGCACTCTCAGTACAATCTGCTCTG 

 SF2Ws GTTCAGCCCGACCGCTGC 

 SF21W

s 

TTGTTTACCCTCACAACG 

 SF22W

s 

CCAGTAACCGGGCATGTTCAT 

 SF23W

s 

TCATCAGTAACCCGTATCGTGAGC 

 SF24W

s 

ATATATGCGGTGTGAAATACCGCAC 

 SF2Wa AATGAGACGTTGATCGGCACG 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


