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Figure S6 Sensitivity analysis for GSTP1 Ile 105 Val polymorphism. Sensitivity analysis for GSTP1 Ile 105 Val polymorphism in heterozygote (A), homozygote (B), dominant (C) and recessive model (D). Each study was deleted at a time in synthetic analysis to detect the influence of the omitted study. The hollow circles represent OR of pooled results with the deletion of each study. The ranges of horizontal dotted-lines represent the 95% confidence intervals of the corresponding OR.
