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Figure S2. Proportional species abundance in LSU D1-D2 libraries. Compared to the initial 
distribution of species in terms of cell number (first row) and biomass (second row) in the mock community. 
DNA+bb: DNA extracted with bead-beater, DNA-bb: DNA extracted without bead-beater, 
cDNA+bb: cDNA synthesised from RNA extracted with bead-beater, cDNA-bb: cDNA synthesised from 
RNA extracted without bead-beater.


