Table S2
	Phylum
	Class
	Order
	Family
	windrow
	ASP
	vermi

	Bacteroidetes
	Sphingobacteriia
	Sphingobacteriales
	Flammeovirgaceae
	13.23
	15.78
	13.93

	Chloroflexi
	Anaerolineae
	SBR1031
	A4b
	6.45
	2.85
	0.48

	Chloroflexi
	Anaerolineae
	GCA004
	
	5.13
	6.15
	0.18

	Proteobacteria
	Gammaproteobacteria
	Xanthomonadales
	Sinobacteraceae
	3.63
	6.28
	1.53

	Chlorobi
	Ignavibacteria
	Ignavibacteriales
	Ignavibacteriaceae
	3.30
	1.45
	0.03

	Chloroflexi
	Anaerolineae
	Other
	Other
	2.58
	0.38
	0.23

	Proteobacteria
	Deltaproteobacteria
	Myxococcales
	
	2.53
	2.53
	2.53

	Bacteroidetes
	Other
	Other
	Other
	2.15
	1.50
	2.40

	Proteobacteria
	Betaproteobacteria
	MND1
	
	1.98
	1.18
	0.20

	Proteobacteria
	Gammaproteobacteria
	Other
	Other
	1.75
	2.63
	3.38

	Proteobacteria
	Other
	Other
	Other
	1.48
	2.00
	2.15

	Bacteroidetes
	Sphingobacteriia
	Sphingobacteriales
	Rhodothermaceae
	1.40
	1.53
	0.10

	Proteobacteria
	Deltaproteobacteria
	Syntrophobacterales
	Syntrophobacteraceae
	1.33
	0.65
	0.10

	Acidobacteria
	Acidobacteria-6
	iii1-15
	
	1.20
	0.95
	0.65

	Proteobacteria
	Alphaproteobacteria
	Rhizobiales
	Hyphomicrobiaceae
	1.15
	1.45
	1.53

	Bacteroidetes
	Sphingobacteriia
	Sphingobacteriales
	Other
	1.10
	1.55
	1.45

	Acidobacteria
	Solibacteres
	Solibacterales
	Solibacteraceae
	1.03
	0.40
	0.93

	Proteobacteria
	Alphaproteobacteria
	Other
	Other
	1.00
	0.75
	1.78

	Proteobacteria
	Gammaproteobacteria
	Xanthomonadales
	
	0.98
	1.40
	0.48

	Bacteroidetes
	Sphingobacteriia
	Sphingobacteriales
	Chitinophagaceae
	0.93
	2.35
	2.98

	Planctomycetes
	Planctomycetia
	Pirellulales
	Pirellulaceae
	0.90
	0.78
	1.18

	Proteobacteria
	Betaproteobacteria
	Other
	Other
	0.78
	0.55
	1.35

	Gemmatimonadetes
	Gemm-5
	
	
	0.73
	1.45
	0.15

	Proteobacteria
	Betaproteobacteria
	IS-44
	
	0.68
	0.75
	0.65

	Proteobacteria
	Deltaproteobacteria
	Other
	Other
	0.53
	1.43
	3.48

	Proteobacteria
	Gammaproteobacteria
	Pseudomonadales
	Pseudomonadaceae
	0.48
	0.28
	1.38

	Bacteroidetes
	Flavobacteriia
	Flavobacteriales
	Flavobacteriaceae
	0.20
	0.88
	2.13

	Proteobacteria
	Gammaproteobacteria
	HTCC2188
	211ds20
	0.20
	0.50
	2.03


