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Table S1. Details of the Brassica rapa linkage map
	Linkage group
	Number of different marker types
	Total length (cM)
	Average distance (cM)

	
	Genome sequence-derived SSRsa
	UGMSb
	Public markers linked to CR genes
	Total
	
	

	A1
	15 (2) c
	6 (5）
	1
	22
	97.8
	4.45

	A2
	12
	8 (7）
	1
	21
	84.7
	4.03

	A3
	16 (3)
	13 (11）
	2
	31
	117.9
	3.80

	A4
	10 (1)
	6 (4）
	
	16
	54.5
	3.41

	A5
	12
	7 (6）
	
	19
	97.3
	5.12

	A6
	12 (1)
	16 (14）
	
	28
	105.1
	3.75

	A7
	15
	4 (3)
	
	19
	69.4
	3.65

	A8
	19 (2)
	5 (5）
	1
	25
	78.0
	3.12

	A9
	16 (4)
	15 (15)
	
	31
	150.0
	4.84

	A10
	5
	13 (8)
	
	18
	68.6
	3.81

	Total
	132 (13)
	93（78）
	5
	 230
	923.3
	4.01


a Genome sequence-derived SSRs include ‘cnu’, ‘nia’, ‘hri’, ‘pbc’, and ‘BnGMS’ markers. In addition, 3 IP markers are included.

b UGMS markers include ‘ACMP’ and ‘sau_um’ markers.

c Numbers in parenthesis indicate that markers newly mapped in this study.
