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[bookmark: OLE_LINK1][bookmark: OLE_LINK2][bookmark: OLE_LINK5][bookmark: OLE_LINK6]Figure S1. The association of expression levels of the six miRNAs with demographic and clinical factors of CRC patients. (A) When CRC cases were grouped by their TNM staging, the mean risk score of the CRC cases at later stages (IIb, III, and IV) was significantly higher than at earlier stages (I and IIa) (p <0.05). (B-E) There was no significant association between the six miRNAs and tumor invasive depth, nodal status, gender and age.
[bookmark: _GoBack]
image1.tiff
P=0.6715

o
]
- "
_|

20

(8)

p<0.05

T T T
v o [7:) o
‘I

=

9109s sl

r
(=]
~N

(A)

i) ) i) )
2 2

21098 s

g
~
]
o
n
Qo
T T T
o wn o o
b -~ =
o 2109 s
=
T | o
_| =
~
=
ST H =
n
a
| ©
L -
r T T
(=3 w0 o o
—_ -~ -
O 2109s s
=

(E)

p=0.9246

207

T T
v o
=2 2

2109S Msu

age260

age<60




