Supporting Information Table 1

	OTU ID#
	Taxonomy
	Mean Decrease in Accuracy (%)

	440
	Streptococcaceae
	1.49%

	759
	Streptococcus [infantis]
	1.19%

	897
	Gemellaceae
	1.05%

	894
	Haemophilus [parainfluenzae]
	1.04%

	589
	Streptococcus
	0.970%

	281
	Streptococcaceae
	0.888%

	8
	Brevibacillus
	0.837%

	1040
	Granulicatella
	0.809%

	976
	Gemellaceae
	0.804%

	244
	Actinomyces
	0.775%




Supplementary Table 1:  OTUs identified through supervised machine learning (randomForest) to discriminate between best and worst nitrate reducing groups.  The OTU ID#, taxonomic classification, and mean decrease in sample classification accuracy upon removal of the OTU from the dataset are listed.
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