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	Transporter class
	Sensitivity
	Specificity
	Accuracy
	MCC

	Amino acid
	82.86
	83.43
	83.27
	0.62

	Anion
	65.00
	67.33
	66.67
	0.30

	Cation
	75.00
	73.38
	73.85
	0.45

	Electron
	85.00
	80.00
	81.43
	0.58

	Protein/mRNA
	71.43
	76.00
	74.69
	0.44

	Sugar
	73.33
	79.33
	77.62
	0.50

	Other
	72.50
	63.80
	66.29
	0.33

	Non-transporter
	83.33
	74.10
	78.12
	0.57
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