Table S2 IP-10 and IFN-g mRNA upregulations and IP-10 protein expression in individual donors in expression profile analysis 

	 
	Time (hours)
	0
	2
	4
	6
	8
	10
	12
	18
	24
	48

	 
	 
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.

	IP-10 mRNA (fold change)
	Donor 1
	4.1
	0.0
	1.0
	0.5
	4.6
	0.2
	19.3
	2.5
	138.7
	4.1
	124.3
	11.0
	39.6
	5.2
	112.7
	14.3
	 
	 
	 
	 

	
	Donor 2
	0.7
	0.1
	0.5
	0.1
	24.3
	0.5
	121.9
	0.0
	36.9
	1.8
	34.3
	3.7
	35.4
	4.5
	8.6
	1.6
	19.6
	0.3
	4.3
	0.6

	
	Donor 3
	1.6
	0.0
	1.8
	0.1
	1.0
	0.0
	44.4
	0.6
	290.3
	18.5
	48.4
	2.3
	111.8
	13.2
	67.9
	3.0
	47.6
	2.3
	3.1
	0.4

	
	Donor 4
	0.9
	0.0
	0.3
	0.1
	7.2
	0.5
	39.6
	2.3
	77.5
	3.8
	88.6
	13.4
	3.3
	0.1
	27.8
	0.4
	14.5
	1.4
	10.8
	0.3

	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	 
	Time (hours)
	0
	2
	4
	6
	8
	10
	12
	18
	24
	48
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	IFN-γ mRNA (fold change)
	Donor 1
	1
	0.6
	0.6
	1.2
	5.2
	2.8
	4.1
	2.5
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	
	Donor 2
	0.8
	0.3
	1.4
	6.5
	8.1
	7.1
	3.4
	2.1
	1.9
	0.2
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	
	Donor 3
	0.4
	0.6
	1
	0.1
	13.4
	0.6
	28.2
	0.7
	0.8
	0.1
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	
	Donor 4
	0.6
	0.9
	1.6
	1.1
	2
	2.2
	15
	1.3
	0.5
	0.1
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	 
	Time (hours)
	0
	4
	8
	12
	18
	24
	48
	 
	 
	 
	 
	 
	 

	 
	 
	Average
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	Ave
rage
	Std dev.
	 
	 
	 
	 
	 
	 

	IP-10 Protein (ng/ml)
	Donor 1
	0.0
	0.0
	0.0
	0.0
	2.3
	0.0
	7.3
	0.3
	11.2
	0.1
	15.1
	0.4
	22.5
	0.4
	 
	 
	 
	 
	 
	 

	
	Donor 2
	0.0
	0.0
	 
	 
	10.7
	0.0
	28.8
	0.7
	35.9
	0.9
	43.8
	1.2
	47.5
	1.4
	 
	 
	 
	 
	 
	 

	
	Donor 3
	0.0
	0.0
	 
	 
	10.7
	0.0
	28.8
	0.7
	35.9
	0.9
	43.8
	1.2
	47.5
	1.4
	 
	 
	 
	 
	 
	 

	
	Donor 4
	0.2
	0.0
	 
	 
	3.3
	0.0
	7.7
	0.2
	11.9
	0.2
	14.2
	0.8
	10.8
	0.7
	 
	 
	 
	 
	 
	 




[bookmark: _GoBack]IP-10 mRNA upregulation was analysed in duplicates and IFN-g in singlets. The data provided is the calculated mRNA upregulation in fold change using the ΔΔCt equation. The IP-10 protein is analysed in duplicates. 
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