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Figure S1. Physical maps of the modular expression (pHsal-E) and reporter
(pHsal-GFP) vectors. The main features of the vectors are represented, along with
their relative positions. Both pHsal-E and pHsal-GFP are formed by the cargo, a mev®
resistance marker and an origin for autonomous replication in H. salinarum and a
fragment with the Ap® resistance marker (bla gene) and the ColE1 replication origin for
replication and selection in E. coli hosts. A) pHsal-E, which has a strong expression

system based on the Pzero promoter. B) pHsal-GFP, which has a GFP reporter gene
for promoter probing in H. salinarum.



