S1 Figure: Data Analysis Procedure
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For each datapoint:
» Deflection (nm) = signal (V) x deflection sensitivity (nm/V)
Force = Deflection x cantilever spring constant
» Distance = initial distance — piezo movement + deflection
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S1: Post-measurement data processing for estimating the biomechanical properties of a single
oocyst. We corrected for linear drift of the baseline during approach. For linear fitting, we
iterated over the last n points (n > 8) of the force-distance curves, calculating the R2-value
(RSQ) of the fit for each n. Then, for each n a fit quality parameter fq(n) = (RSQ(n) — 0.995) *
n was calculated and we choose the fit with the largest value of fq(n). We considered this value
a reasonable trade-off between a high R2-value for the linear fit and a maximum number of
points to be included in the final (near)-linear part of the force-distance curves.



