
Supporting Table S1. Attributes of the SFV positions covered by Fragment I as obtained from the human reference genome NCBI36/hg18.  

Position in Fragment I 972 1209 1702 1820 1926 2481 

Position in chrY DAZ1 23723516 23723279 23722786 23722668 23722562 23722007 

 DAZ2 23784408 23784645 23785138 23785256 23785362 23785917 

 DAZ3 25359587 25359350 25358857 25358739 25358633 25358078 

 DAZ4 25409643 25409880 25410373 25410491 25410597 25411152 

Specific variant A T T C G - 

Specificity DAZ1 DAZ2 DAZ2 DAZ4 DAZ1 - 

Non-specific variant(s) G C C A A G/T 

Variant ratio 1A:3G 1T:3C 1T:3C 1C:3A 1G:3A 2G:2T# 
# DAZ1/2: G, DAZ3/4: T 

 


