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S1A Fig. Annotated spectrum of the identified phosphopeptide containing pSer260 (incl.
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta
score as an approximation for site localization). Y-ions are shown in red and b-ions are shown in
blue. The table indicates the masses of b-and y-ion masses, which have been matched by the
Mascot software.
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S1B Fig. Annotated
spectrum of the identified
phosphopeptide contain-
ing pSer274 (incl. precur-
sor mass, charge state,
precursor mass error in
ppm, Mascot score and
Mascot Delta score as an
approximation for site
localization). Y-ions are
shown in red and b-ions
are shown in blue. The
table indicates the masses
of b-and y-ion masses,
which have been matched
by the Mascot software.
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fied phosphopeptide
containing pSer278 (incl.
precursor mass, charge
state, precursor mass error
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by the Mascot software.
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S1D Fig. Annotated spectrum of the identified phosphopeptide containing pSer312 (incl.
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score
as an approximation for site localization). Y-ions are shown in red and b-ions are shown in blue.
The table indicates the masses of b-and y-ion masses, which have been matched by the Mascot

software.
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S1E Fig. Annotated spectrum of the identified phosphopeptide containing pThr404 (incl.
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score
as an approximation for site localization). Y-ions are shown in red and b-ions are shown in blue.
The table indicates the masses of b-and y-ion masses, which have been matched by the Mascot
software.
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S1F Fig. Annotated spectrum of the identified phosphopeptide containing pSer412 (incl.

precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score
as an approximation for site localization). Y-ions are shown in red and b-ions are shown in blue.
The table indicates the masses of b-and y-ion masses, which have been matched by the Mascot
software.
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S$1G Fig. Annotated spectrum of the identified phosphopeptide containing pSer423 (incl. precursor
mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score as an approxi-
mation for site localization). Y-ions are shown in red and b-ions are shown in blue. The table indicates
the masses of b-and y-ion masses, which have been matched by the Mascot software.
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2562.0236(1281.5164(2544.9991|1273.0032|2544.0150|1272.5112 462.2358| 231.6316| 445.2293| 223.1183| 444.2453| 222.6263
2649.0576(1325.0325{2632.0311|1316.5192|2631.0471|1316.0272 333.2132| 167.1103| 316.1867| 158.5970| 315.2027| 158.1050
2777.1526(1389.0799(2760.1260|1380.5667|2739.1420|1380.0747 246.1812| 123.5942| 229.1547| 115.0810
V| 118.0863| 39.5468
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S1H Fig. Annotated spectrum of the identified phosphopeptide containing pSer461/462 (incl.
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score as
an approximation for site localization). Y-ions are shown in red and b-ions are shown in blue. The
table indicates the masses of b-and y-ion masses, which have been matched by the Mascot software.
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