
pSer260

S1A Fig. Annotated spectrum of the identified phosphopeptide containing pSer260 (incl. 
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta 
score as an approximation for site localization). Y-ions are shown in red and b-ions are shown in 
blue. The table indicates the masses of b-and y-ion masses, which have been matched by the 
Mascot software.
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pSer274

S1B Fig. Annotated 
spectrum of the identified 
phosphopeptide contain-
ing pSer274 (incl. precur-
sor mass, charge state, 
precursor mass error in 
ppm, Mascot score and 
Mascot Delta score as an 
approximation for site 
localization). Y-ions are 
shown in red and b-ions 
are shown in blue. The 
table indicates the masses 
of b-and y-ion masses, 
which have been matched 
by the Mascot software.

S1B Fig.



pSer278

S1C Fig. Annotated 
spectrum of the identi-
fied phosphopeptide 
containing pSer278 (incl. 
precursor mass, charge 
state, precursor mass error 
in ppm, Mascot score and 
Mascot Delta score as an 
approximation for site 
localization). Y-ions are 
shown in red and b-ions 
are shown in blue. The 
table indicates the masses 
of b-and y-ion masses, 
which have been matched 
by the Mascot software.

S1C Fig.



pSer312

S1D Fig. Annotated spectrum of the identified phosphopeptide containing pSer312 (incl. 
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score 
as an approximation for site localization). Y-ions are shown in red and b-ions are shown in blue. 
The table indicates the masses of b-and y-ion masses, which have been matched by the Mascot 
software.
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pThr404

S1E Fig. Annotated spectrum of the identified phosphopeptide containing pThr404 (incl. 
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score 
as an approximation for site localization). Y-ions are shown in red and b-ions are shown in blue. 
The table indicates the masses of b-and y-ion masses, which have been matched by the Mascot 
software.

S1E Fig.



pSer412

S1F Fig. Annotated spectrum of the identified phosphopeptide containing pSer412 (incl. 
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score 
as an approximation for site localization). Y-ions are shown in red and b-ions are shown in blue. 
The table indicates the masses of b-and y-ion masses, which have been matched by the Mascot 
software.

S1F Fig.
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S1G Fig.
pSer423

S1G Fig. Annotated spectrum of the identified phosphopeptide containing pSer423 (incl. precursor 
mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score as an approxi-
mation for site localization). Y-ions are shown in red and b-ions are shown in blue. The table indicates 
the masses of b-and y-ion masses, which have been matched by the Mascot software.



pSer461/462

S1H Fig. Annotated spectrum of the identified phosphopeptide containing pSer461/462 (incl. 
precursor mass, charge state, precursor mass error in ppm, Mascot score and Mascot Delta score as 
an approximation for site localization). Y-ions are shown in red and b-ions are shown in blue. The 
table indicates the masses of b-and y-ion masses, which have been matched by the Mascot software.

S1H Fig.
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