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Genome-wide significant viral SNPs

B: chronic hepatitis B virus infection
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Genome-wide significant viral SNPs

C: susceptibility to hepatitis B infection measurement
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Genome-wide significant viral SNPs

D: Hepatitis C virus infection
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Genome-wide significant viral SNPs

E: chronic hepatitis C virus infection
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Genome-wide significant viral SNPs

F: Epstein-Barr infection
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Genome-wide significant viral SNPs

G: Herpes Zoster
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Genome-wide significant viral SNPs

H: HIV infection
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Genome-wide significant viral SNPs

J: susceptibility to shingles measurement
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Genome-wide significant viral SNPs

K:Influenza
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Genome-wide significant viral SNPs

L: Susceptibility to mumps measurement
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