S2 Table. List of cyt b haplotypes, which together with haplotypes listed in S1 Table, used in variable sites distribution analysis
	GenBank assecion №
	Length of cyt b fragment (bp)
	References

	AB096810
	402
	[14]

	AB096811
	402
	[14]

	AB096812
	402
	[14]

	AB096813
	402
	[14]

	AB096814
	402
	[14]

	AF264182
	319
	Unpublished

	AF264183
	319
	Unpublished

	AF264184
	319
	Unpublished

	AF264185
	319
	Unpublished

	AF264186
	319
	Unpublished

	AF264187
	319
	Unpublished

	AF264188
	319
	Unpublished

	AF427332
	1081
	Unpublished

	AF427333
	1081
	Unpublished

	AF427334
	1081
	Unpublished

	AJ311144
	971
	Michaux et al., 2002

	AJ311145
	971
	Michaux et al., 2002

	AM945740
	1068
	[16]

	AM945741
	1059
	[16]

	AM945742
	1000
	[16]

	AM945743
	1067
	[16]

	AM945744
	1059
	[16]

	AM945745
	1060
	[16]

	AM945746
	1059
	[16]

	AM945747
	1009
	[16]

	AM945748
	1066
	[16]

	AM945749
	1068
	[16]

	AM945750
	1050
	[16]

	AM945751
	1068
	[16]

	AM945752
	1059
	[16]

	AM945753
	1055
	[16]

	AM945755
	1050
	[16]

	AM945838
	1078
	[16]

	AM945839
	1078
	[16]

	AM945845
	1078
	[16]

	AM945846
	1078
	[16]

	AM945847
	1078
	[16]

	AM945848
	1078
	[16]

	AM945850
	1063
	[16]

	AY263609
	264 at the 5' end; 340 at the 3' end
	Doyle et al., 2003

	AY532796
	392
	Unpublished

	EU349733
	1140
	Rowe et al., 2008

	GQ260167
	435
	Schegel et al., 2009

	GQ260169
	364
	Schegel et al., 2009

	GQ260170
	364
	Schegel et al., 2009

	GQ260171
	436
	Schegel et al., 2009

	GQ260172
	258
	Schegel et al., 2009

	GQ260173
	410
	Schegel et al., 2009

	GQ260174
	600
	Schegel et al., 2009

	GQ260176
	438
	Schegel et al., 2009

	GQ260177
	258
	Schegel et al., 2009

	GQ260178
	364
	Schegel et al., 2009

	GQ260179
	387
	Schegel et al., 2009

	GQ260180
	405
	Schegel et al., 2009

	GQ260181
	407
	Schegel et al., 2009

	GQ260182
	408
	Schegel et al., 2009

	GQ260183
	437
	Schegel et al., 2009

	GQ260184
	438
	Schegel et al., 2009

	GQ421162
	258
	Schegel et al., 2009

	GQ421163
	438
	Schegel et al., 2009

	GQ421164
	413
	Schegel et al., 2009

	HQ343384
	744
	Unpublished

	HQ343385
	744
	Unpublished

	HQ343386
	744
	Unpublished

	HQ343387
	744
	Unpublished

	HQ343388
	744
	Unpublished

	HQ343389
	744
	Unpublished

	HQ343390
	744
	Unpublished

	HQ343391
	744
	Unpublished

	HQ343392
	744
	Unpublished

	HQ343393
	744
	Unpublished

	HQ343394
	744
	Unpublished

	HQ343395
	744
	Unpublished

	HQ343396
	744
	Unpublished

	HQ343397
	744
	Unpublished

	HQ343398
	744
	Unpublished

	HQ343399
	744
	Unpublished

	HQ343400
	744
	Unpublished

	HQ343401
	744
	Unpublished

	HQ343402
	744
	Unpublished

	HQ343403
	744
	Unpublished

	HQ343404
	744
	Unpublished

	HQ343405
	744
	Unpublished

	HQ343406
	744
	Unpublished

	JF318967
	627
	Schegel et al., 2012

	KT278778
	833
	Kim, Park, 2015

	KT278779
	833
	Kim, Park, 2015

	KT278780
	833
	Kim, Park, 2015

	KT278781
	833
	Kim, Park, 2015

	KT278782
	833
	Kim, Park, 2015

	KT278783
	833
	Kim, Park, 2015

	KT278784
	833
	Kim, Park, 2015

	KT278785
	833
	Kim, Park, 2015

	KT278786
	833
	Kim, Park, 2015

	KT278787
	833
	Kim, Park, 2015

	KT278788
	833
	Kim, Park, 2015

	KT278789
	833
	Kim, Park, 2015

	KT278790
	833
	Kim, Park, 2015

	KT278791
	833
	Kim, Park, 2015

	KT278792
	833
	Kim, Park, 2015

	KT278793
	833
	Kim, Park, 2015

	KT278794
	833
	Kim, Park, 2015

	KT278795
	833
	Kim, Park, 2015

	KT278796
	833
	Kim, Park, 2015

	KT278797
	833
	Kim, Park, 2015

	KT278798
	833
	Kim, Park, 2015

	KT278799
	833
	Kim, Park, 2015

	KT278800
	833
	Kim, Park, 2015

	KT278801
	833
	Kim, Park, 2015

	KT278802
	833
	Kim, Park, 2015

	KT278803
	833
	Kim, Park, 2015

	KT278804
	833
	Kim, Park, 2015

	KT278805
	833
	Kim, Park, 2015

	KT278806
	833
	Kim, Park, 2015

	KT278807
	833
	Kim, Park, 2015

	KT278808
	833
	Kim, Park, 2015

	KT278809
	833
	Kim, Park, 2015

	KT278810
	833
	Kim, Park, 2015

	KT278811
	833
	Kim, Park, 2015

	KT278812
	833
	Kim, Park, 2015

	KT278813
	833
	Kim, Park, 2015

	KT278814
	833
	Kim, Park, 2015

	KT278815
	833
	Kim, Park, 2015

	KT278816
	833
	Kim, Park, 2015

	KT278817
	833
	Kim, Park, 2015

	KT278818
	833
	Kim, Park, 2015

	KT278819
	833
	Kim, Park, 2015

	KT278820
	833
	Kim, Park, 2015

	KT278821
	833
	Kim, Park, 2015

	KT278822
	833
	Kim, Park, 2015

	KT278823
	833
	Kim, Park, 2015

	KT278824
	833
	Kim, Park, 2015

	KT278825
	833
	Kim, Park, 2015

	KT278826
	833
	Kim, Park, 2015

	KT278827
	833
	Kim, Park, 2015

	KT278828
	833
	Kim, Park, 2015

	KT278829
	833
	Kim, Park, 2015

	KT278830
	833
	Kim, Park, 2015

	KT278831
	833
	Kim, Park, 2015

	KT279080
	1092
	Unpublished

	KT279081
	1092
	Unpublished

	KT279084
	1092
	Unpublished

	KT279089
	1092
	Unpublished

	KT279090
	1092
	Unpublished

	KT279091
	1092
	Unpublished

	KT279092
	1092
	Unpublished

	KT279093
	1092
	Unpublished

	KT279094
	1092
	Unpublished

	KT279099
	1092
	Unpublished

	KT279100
	1092
	Unpublished

	KT279101
	1092
	Unpublished

	KT279102
	1092
	Unpublished

	KT279103
	1092
	Unpublished

	KT279107
	1092
	Unpublished

	KT279108
	1092
	Unpublished

	KT279115
	1092
	Unpublished

	KT318765
	897
	Unpublished

	KT318766
	897
	Unpublished

	KT318775
	897
	Unpublished

	KT318777
	897
	Unpublished

	KT318784
	897
	Unpublished

	KX519422
	897
	Unpublished

	KX519424
	897
	Unpublished

	KX519425
	897
	Unpublished

	KX066073
	1140
	Unpublished

	KX756201
	399
	Kim et al., 2018

	KX756202
	399
	Kim et al., 2018

	KX756203
	399
	Kim et al., 2018

	KX756204
	399
	Kim et al., 2018

	KX756205
	399
	Kim et al., 2018

	KX756219
	374
	Kim et al., 2018

	KY753942
	1140
	Steppan, Schenk, 2017

	MG748165
	1071
	Liu et al., 2018

	MG748166
	1071
	Liu et al., 2018

	MG748167
	1071
	Liu et al., 2018

	MG748169
	1071
	Liu et al., 2018

	MG748170
	1071
	Liu et al., 2018

	MG748175
	1071
	Liu et al., 2018

	MG748182
	1071
	Liu et al., 2018

	MG748183
	1071
	Liu et al., 2018

	MG748184
	1071
	Liu et al., 2018

	MG748200
	1071
	Liu et al., 2018

	MG748234
	1071
	Liu et al., 2018

	MG748235
	1071
	Liu et al., 2018

	MG748236
	1071
	Liu et al., 2018

	MK329437
	1046
	Ge et al., 2019

	MK329442
	1046
	Ge et al., 2019

	MK329443
	1046
	Ge et al., 2019

	MK329444
	1046
	Ge et al., 2019

	MK329445
	1046
	Ge et al., 2019

	MK329446
	1046
	Ge et al., 2019

	MK329447
	1046
	Ge et al., 2019

	MK329448
	1046
	Ge et al., 2019

	MK329463
	1046
	Ge et al., 2019

	MK329464
	1046
	Ge et al., 2019

	MK329469
	1046
	Ge et al., 2019

	MK329470
	1046
	Ge et al., 2019

	MK329472
	1046
	Ge et al., 2019

	MK329487
	1046
	Ge et al., 2019

	MK329488
	1046
	Ge et al., 2019

	MK329489
	1046
	Ge et al., 2019

	MK329490
	1046
	Ge et al., 2019

	MK329503
	1046
	Ge et al., 2019

	MK329504
	1046
	Ge et al., 2019

	MK329505
	1046
	Ge et al., 2019

	MK329528
	1046
	Ge et al., 2019

	MK329529
	1046
	Ge et al., 2019

	MK329540
	1046
	Ge et al., 2019

	MK329545
	1046
	Ge et al., 2019

	MK329546
	1046
	Ge et al., 2019

	MK329548
	1046
	Ge et al., 2019

	MN122887
	1140
	Unpublished
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