GreenBraid vector

" PaqCl Eco31l Eco3ll ] PaqCl

1' ACCTGCNNNNACCTNGAGAC CNNNNNNNNNNNNNNNNNNNNGG TCTONGTATY - NNNNGCAGGTGEm pMP116
‘GTGGACGNNNNIG(JAN( FCTGGNNNNNNNNNNNNNNNNNNNNCCAGAGNCATA NNNNCGTCCAC

22 paeci g et o, g P g ey

Y1 Eco31l n PaqCl PaqCl B___—l Eco31l mpMPﬁB

Y2 Eco31l L—_—n PaqCl PaqCl ﬂ Eco31l mpMP119
Reverse
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S1 Fig. Schematic overview of all GB destination plasmids and their name.
Key components and cloning sites of the GreenBraid destination plasmids (pGB). The
PaqCl/Aarl and Eco31l recognition sites are depicted as arrows, and the corresponding

overhangs as filled boxes with the overhang in lower letters.



