Supplemental Table 1. Unadjusted association with diLQTS by normalized PGS.  Shown is mean±standard deviation.  After Bonferroni correction, only QT interval PGS had statistically significant association at P < 0.0025.  

	PGS
	Cases (N = 281)
	Controls (N = 2219)
	F-score (df = 1)
	P-value

	QT interval1
	0.2124±0.9541
	-0.0269±1.0027
	14.36
	0.0002

	High-density lipoprotein cholesterol (HDL)2
	-0.1567±0.9612
	0.0198±1.0033
	7.8
	0.0053

	Apolipoprotein A2
	-0.1409±0.9808
	0.0178±1.0012
	6.3
	0.0122

	Systolic blood pressure3
	0.1271±1.0285
	-0.0161±0.9954
	5.12
	0.0237

	Diastolic blood pressure3
	0.1247±0.9809
	-0.0158±1.0015
	4.93
	0.0265

	Abdominal aortic aneurysm4
	0.1161±1.0307
	-0.0147±0.9953
	4.27
	0.0388

	Apolipoprotein B2
	0.1102±0.967
	-0.014±1.0034
	3.85
	0.0498

	Low-density lipoprotein cholesterol (LDL)2
	0.1037±0.946
	-0.0131±1.0061
	3.41
	0.0649

	C-reactive protein2
	0.0836±0.9324
	-0.0106±1.0079
	2.22
	0.1368

	Hypertension2
	0.0804±1.0627
	-0.0102±0.9916
	2.05
	0.1525

	Dilated cardiomyopathy5
	-0.0697±0.9979
	0.0088±1.0001
	1.54
	0.2148

	Myocardial infarction2
	0.0668±1.0337
	-0.0085±0.9956
	1.41
	0.2347

	Total cholesterol2
	0.0629±0.9541
	-0.008±1.0056
	1.25
	0.2631

	Atrial fibrillation6
	0.0468±1.0345
	-0.0059±0.9956
	0.69
	0.405

	Triglycerides2
	0.0392±0.976
	-0.005±1.0031
	0.49
	0.4858

	Heart failure2
	0.0293±1.0295
	-0.0037±0.9964
	0.27
	0.6018

	Lipoprotein(a)3
	-0.0245±1.0501
	0.0031±0.9937
	0.19
	0.6624

	Ischemic stroke7
	-0.0201±0.9231
	0.0025±1.0095
	0.13
	0.7213

	Coronary artery disease8
	-0.0078±1.0106
	0.001±0.9989
	0.02
	0.89

	Venous thromboembolism9
	0.0052±0.9847
	-0.0007±1.0021
	0.01
	0.9256
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Supplemental Figure 1. Probability of diLQTS for QT PGS by Race
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Supplemental Table 2. Demographics by race/ancestry.
	
	Caucasian ancestry 
(N = 1942)
	African-American ancestry
(N = 253)
	P value

	Cases of diLQTS (%)
	219 (11.3%)
	27 (10.7%)
	0.778

	Age in years (SD)
	46.4 (15.5) 
	54.9 (15.6)
	< 0.001

	Female sex (%)
	1091 (56.2%)
	128 (50.6%)
	0.093

	AF diagnosis (%)
	356 (18.3%)
	22 (8.7%)
	< 0.001

	HF diagnosis (%)
	305 (15.7%)
	44 (17.4%)
	0.490

	Amiodarone (%)
	96 (4.9%)
	11 (4.4%)
	0.679

	Dofetilide
	62 (3.2%)
	0 (0%)
	N/A*

	Levofloxacin (%)
	164 (8.4%)
	13 (5.1%)
	0.069

	Propofol (%)
	97 (5.0%)
	11 (4.4%)
	0.654


*Note: No African-American subjects were treated with dofetilide.  AF = Atrial fibrillation; HF = Heart failure.



Supplemental Figure 2. Distribution of QT PGS by Race.
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Supplemental Table 3. MIC values for top 50 diagnoses and procedures
	Diagnosis Name
	Code
	MIC

	Long QT syndrome
	I45.81
	0.02797087

	Cardiogenic shock
	R57.0
	0.01690698

	Paroxysmal atrial fibrillation
	I48.0
	0.01485181

	42731:Atrial fibrillation:Atrial fibrillation
	427.31
	0.01447922

	Unspecified atrial fibrillation
	I48.91
	0.01336928

	4280:CHF NOS:Congestive heart failure, unspecified
	428
	0.01079934

	Fluid overload, unspecified
	E87.70
	0.01037194

	Persistent atrial fibrillation
	I48.1
	0.01029909

	Hypokalemia
	E87.6
	0.01022961

	Cardiomyopathy, unspecified
	I42.9
	0.00993387

	Ventricular tachycardia
	I47.2
	0.00962243

	Acute respiratory failure with hypoxia
	J96.01
	0.00913735

	Acute systolic (congestive) heart failure
	I50.21
	0.00909394

	Heart failure, unspecified
	I50.9
	0.00734338

	78551:Cardiogenic shock:Cardiogenic shock
	785.51
	0.00711517

	Acute posthemorrhagic anemia
	D62
	0.00678216

	Coagulation defect, unspecified
	D68.9
	0.00605528

	Unspecified atrial flutter
	I48.92
	0.00596559

	42821:Ac systolic hrt failure:Acute systolic heart failure
	428.21
	0.00594635

	Long term (current) use of anticoagulants
	Z79.01
	0.005791

	4254:Prim cardiomyopathy NEC:Other primary cardiomyopathies
	425.4
	0.00573829

	Acute on chronic systolic (congestive) heart failure
	I50.23
	0.00553179

	Thrombocytopenia, unspecified
	D69.6
	0.0055163

	Acute kidney failure, unspecified
	N17.9
	0.00529571

	Hypertensive heart disease with heart failure
	I11.0
	0.00513147

	Dependence on respirator [ventilator] status
	Z99.11
	0.00478056

	27669:Fluid overload NEC:Other fluid overload
	276.69
	0.00472414

	Pleural effusion, not elsewhere classified
	J90
	0.00471793

	Shock, unspecified
	R57.9
	0.00471696

	4275:Cardiac arrest:Cardiac arrest
	427.5
	0.00464291

	Hyperglycemia, unspecified
	R73.9
	0.00463212

	Acidosis
	E87.2
	0.00462996

	Severe sepsis with septic shock
	R65.21
	0.00453273

	Other acute postprocedural pain
	G89.18
	0.00452157

	Chronic systolic (congestive) heart failure
	I50.22
	0.00440642

	Cardiac arrest, cause unspecified
	I46.9
	0.00433264

	Hypertensive heart and chronic kidney disease with heart failure and stage 1 through stage 4 chronic kidney disease, or unspecified chronic kidney disease
	I13.0
	0.00432472

	51881:Acute respiratry failure:Acute respiratory failure
	518.81
	0.00425784

	7906:Abn blood chemistry NEC:Other abnormal blood chemistry
	790.6
	0.00414818

	Nonrheumatic mitral (valve) insufficiency
	I34.0
	0.00410056

	Atherosclerotic heart disease of native coronary artery without angina pectoris
	I25.10
	0.00401017

	Acute kidney failure with tubular necrosis
	N17.0
	0.0036534

	41010:AMI anterior wall,unspec:Acute myocardial infarction of other anterior wall, episode of care unspecified
	410.1
	0.00363468

	9095:Lte efct advrs efct drug:Late effect of adverse effect of drug, medicinal or biological substance
	909.5
	0.00361522

	Sick sinus syndrome
	I49.5
	0.00360046

	Long term (current) use of aspirin
	Z79.82
	0.00347241

	Dilated cardiomyopathy
	I42.0
	0.00343085

	ST elevation (STEMI) myocardial infarction involving left anterior descending coronary artery
	I21.02
	0.00342541

	Patient room in hospital as the place of occurrence of the external cause
	Y92.230
	0.00341356
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