	Pathogen
	Type
	Target Gene
	Forward Sequence #1 (5'-3')
	Reverse Sequence #1 (5'-3')
	Probe Sequence (5'-3')
	Source

	16S
	Control
	 
	TGCAAGTCGAACGAAGCACTTTA
	GCAGGTTACCCACGCGTTAC
	CGCCACTCAGTCACAAA
	(1)

	18S
	Control
	 
	 
	 
	 
	 

	Acanthamoeba spp.
	Bacteria
	18S rRNA
	CCCAGATCGTTTACCGTGAA
	TAAATATTAATGCCCCCAACTATC
	CTGCCACCGAATACATTAGCATGG
	(2)

	Adenovirus 40/41 
	Virus
	Hexon b
	AACTTTCTCTCTTAATAGACGCC
	AGGGGGCTAGAAAACAAAA
	CTGACACGGGCACTCT
	(3)

	Ancylostoma duodenale
	Helminth
	ITS-2
	GAATGACAGCAAACTCGTTGTTG
	ATACTAGCCACTGCCGAAACGT
	ATCGTTTACCGACTTTAG
	(3)

	Ascaris lumbricoides
	Helminth
	ITS1
	GCCACATAGTAAATTGCACACAAAT
	GCCTTTCTAACAAGCCCAACAT
	TTGGCGGACAATTGCATGCGAT
	(3)

	Astroviridae
	Virus
	Capsid
	CAGTTGCTTGCTGCGTTCA
	CTTGCTAGCCATCACACTTCT
	CACAGAAGAGCAACTCCATCGC
	(3)

	Balantidium coli
	Protozoan
	ITS-1
	TGCAATGTGAATTGCAGAACC
	TGGTTACGCACACTGAAACAA
	CTGGTTTAGCCAGTGCCAGTTGC
	(4)

	Blastocystis spp.
	Protozoan
	18s rRNA
	TGGTCCGRTGAACACTTTGGAT
	CCTACGGAAACCTTGTTACGACTTCA
	CTTCCTCTAAATGRTAAGATT
	(3)

	Bovine herpesvirus (BHV)
	Control
	gB
	TGTGGACCTAAACCTCACGGT
	GTAGTCGAGCAGACCCGTGTC
	AGGACCGCGAGTTCTTGCCGC
	(5)

	Bovine respiratory syncytial virus (BRSV) 
	Control
	MS2g1
	GCAATGCTGCAGGACTAGGTATAAT
	ACACTGTAATTGATGACCCCATTCT
	ACCAAGACTTGTATGATGCTGCCAAAGCA
	(6)

	Campylobacter jejuni/coli 
	Bacteria
	cadF
	CTGCTAAACCATAGAAATAAAATTTCTCAC
	CTTTGAAGGTAATTTAGATATGGATAATCG
	CATTTTGACGATTTTTGGCTTGA
	(3)

	Clostridium difficile
	Bacteria
	tcdB
	GGTATTACCTAATGCTCCAAATAG
	TTTGTGCCATCATTTTCTAAGC
	CCTGGTGTCCATCCTGTTTC
	(3)

	Cryptosporidium spp.
	Protozoan
	18S
	GGGTTGTATTTATTAGATAAAGAACCA
	AGGCCAATACCCTACCGTCT
	TGACATATCATTCAAGTTTCTGAC
	(3)

	Cyclospora cayetanensis
	Protozoan
	18s rRNA
	AAAAGCTCGTAGTTGGATTTCTG
	AACACCAACGCACGCAGC
	AAGGCCGGATGACCACGA
	(3)

	E. coli O157:H7
	Bacteria
	rfbE
	TTTCACACTTATTGGATGGTCTCAA
	CGATGAGTTTATCTGCAAGGTGAT
	CTCTCTTTCCTCTGCGGTCCT
	(3)

	E. coli ybbW
	Bacteria
	 
	TGATTGGCAAAATCTGGCCG
	GAAATCGCCCAAATCGCCAT+F20
	CCGCCGAAAACGATATAGATGCACGG
	(7)

	Entamoeba histolytica
	Protozoan
	18S
	ATTGTCGTGGCATCCTAACTCA
	GCGGACGGCTCATTATAACA
	TCATTGAATGAATTGGCCATTT
	(3)

	Enteroaggregative E. coli aaiC
	Bacteria
	aaiC
	ATTGTCCTCAGGCATTTCAC
	ACGACACCCCTGATAAACAA
	TAGTGCATACTCATCATTTAAG
	(3)

	Enteroaggregative E. coli aatA
	Bacteria
	aatA
	CTGGCGAAAGACTGTATCAT
	TTTTGCTTCATAAGCCGATAGA
	TGGTTCTCATCTATTACAGACAGC
	(3)

	Enterobius vermicularis
	Helminth
	5S rRNA
	CAAACAACTGCATCACCAATAAC
	AGTGTAGAGCAATAAGCAGTAAAG
	TACCAACAACACTTGCACGTCTCTTCA
	(8)

	Enterococcus spp.
	Bacteria
	 
	GAGAAATTCCAAACGAACTTG
	CAGTGCTCTACCTCCATCATT
	TGGTTCTCTCCGAAATAGCTTTAGGGCTA
	(9)

	Enteropathogenic E. coli bfpA+
	Bacteria
	 bfpA+
	TGGTGCTTGCGCTTGCT
	CGTTGCGCTCATTACTTCTG
	CAGTCTGCGTCTGATTCCAA
	(3)

	Enteropathogenic E. coli eae+
	Bacteria
	eae+
	CATTGATCAGGATTTTTCTGGTGATA
	CTCATGCGGAAATAGCCGTTA
	ATACTGGCGAGACTATTTCAA
	(3)

	Enterotoxigenic E. coli heat-labile
	Bacteria
	LT
	TTCCCACCGGATCACCAA
	CAACCTTGTGGTGCATGATGA
	CTTGGAGAGAAGAACCCT
	(3)

	Enterotoxigenic E. coli STh
	Bacteria
	STh
	GCTAAACCAGYAGRGTCTTCAAAA
	CCCGGTACARGCAGGATTACAACA
	TGGTCCTGAAAGCATGAA
	(3)

	Enterotoxigenic E. coli STp
	Bacteria
	STp
	TGAATCACTTGACTCTTCAAAA
	GGCAGGATTACAACAAAGTT
	TGAACAACACATTTTACTGCT
	(3)

	Giardia spp.
	Protozoan
	18S
	GACGGCTCAGGACAACGGTT
	TTGCCAGCGGTGTCCG
	CCCGCGGCGGTCCCTGCTAG
	(3)

	Helicobacter pylori
	Bacteria
	ureC
	GACACCAGAAAAAGCGGCTA
	AGCGCATGTCTTCGGTTAAA
	TCACTAAAGCGTTTTCTACC
	(3)

	Hepatitis A
	Virus
	5' NCR
	TCACCGCCGTTTGCCTAG
	GGAGAGCCCTGGAAGAAAG
	TTAATTCCTGCAGGTTCAGG
	(10)

	Hepatitis G
	Control
	 
	CGGCCAAAAGGTGGTGGATG
	CGACGAGCCTGACGTCGGG
	AGGTCCCTCTGGCGCTTGTGGCGAG
	 

	Human Mitochondrial DNA
	MST Marker
	 
	CAATGAATCTGAGGAGGCTAC
	CGTGCAAGAATAGGAGGTG 
	ACCCTCACACGATTCTTTACCTTTCACT
	(11)

	Human-specific HF183 Bacteroides 16S rRNA genetic marker
	MST Marker
	 
	ATCATGAGTTCACATGTCCG
	CTTCCTCTCAGAACCCCTATCC
	CTAATGGAACGCATCCC
	(12)

	Necator americanus
	Helminth
	ITS-2
	CTGTTTGTCGAACGGTACTTGC
	ATAACAGCGTGCACATGTTGC
	CTGTACTACGCATTGTATAC
	(3)

	Norovirus GI
	Virus
	ORF1-ORF2
	CGYTGGATGCGNTTYCATGA
	CTTAGACGCCATCATCATTYAC
	TGGACAGGAGATCGC
	(3)

	Norovirus GII
	Virus
	ORF1-ORF2
	CARGARBCNATGTTYAGRTGGATGAG
	TCGACGCCATCTTCATTCACA
	TGGGAGGGCGATCGCAATCT
	(3)

	Plesiomonas shigelloides
	Bacteria
	gyrB
	CCGCCGTGAAGGCAAAG
	GCTACCGGCTCACCCAGAT
	CACACCCAAGAATAC
	(3)

	Rotavirus
	Virus
	NSP3
	ACCATCTWCACRTRACCCTCTATGAG
	GGTCACATAACGCCCCTATAGC
	AGTTAAAAGCTAACACTGTCAAA
	(3)

	Salmonella enterica
	Bacteria
	ttr
	CTCACCAGGAGATTACAACATGG
	AGCTCAGACCAAAAGTGACCATC
	CACCGACGGCGAGACCGACTTT
	(3)

	Sapovirus I, II, IV, V
	Virus
	 
	GAYCASGCTCTCGCYACCTAC
	CCCTCCATYTCAAACACTA
	CCRCCTATRAACCA
	(13)

	SARS-CoV-2
	Virus
	N1 gene
	GACCCCAAAATCAGCGAAAT
	TCTGGTTACTGCCAGTTGAATCTG
	ACCCCGCATTACGTTTGGTGGACC
	(14)

	Shiga toxin producing E. coli Stx1
	Bacteria
	stx1
	ACTTCTCGACTGCAAAGACGTATG
	ACAAATTATCCCCTGWGCCACTATC
	CTCTGCAATAGGTACTCCA
	(3)

	Shiga toxin producing E. coli Stx2
	Bacteria
	stx2
	CCACATCGGTGTCTGTTATTAACC
	GGTCAAAACGCGCCTGATAG
	TTGCTGTGGATATACGAGG
	(3)

	Shigella spp. and enteroinvasive E. coli
	Bacteria
	ipaH
	CCTTTTCCGCGTTCCTTGA
	CGGAATCCGGAGGTATTGC
	CGCCTTTCCGATACCGTCTCTGCA
	(3)

	Strongyloides stercoralis
	Helminth
	dispered
repetitive
sequence
	TCCAGAAAAGTCTTCACTCTCCAG
	TGCGTTAGAATTTAGATATTATTGTTGCT
	TCAGCTCCAGTTGAACAACAGCCTCCAA
	(3)

	Trichuris trichiura
	Helminth
	18S rRNA
	TTGAAACGACTTGCTCATCAACTT
	CTGATTCTCCGTTAACCGTTGTC
	CGATGGTACGCTACGTGCTTACCATGG
	(3)

	Yersinia enterocolitica
	Bacteria
	lytA
	TGATTCACCAGCAGCAATAC
	GGCATCATGAAAGGCGG
	TGTCGGTTTCTCCTTCCAGG
	(3)

	Zika Virus
	Virus
	 
	CAGACTGCGACAGTTCGAG
	AGAAACTCTCGYTTCCAAATCC
	CCTGTTGATACTGTTGYTAGCTYTCGCTTC
	(15)
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