[ Fiaiage pfiaindis sfiedindly fiudiudly fiuiind

10BJ10BJ10BJIOBJI0BJ:0B

LA a s a_awooas

Laboratory of functional P()Ilna German, Dana LatOrtseva,

and comparative genomics SMTB ;{ FOUNDATION
Aleksey Popov

>>A BOY OR A GIRL, DAPHNIA-STYLE

oeHTuuKkaunsa reHoB, OTBETCTBEHHbIX 3a onpegeneHne nonay Daphnia magna
DENTIFICAaTION OF Genes resPoNsIiBLe FOI seX
DeTerminartion 1IN DalPHMIa maacGra

AIMS

e Haintn SNPs (ogHOHYKeoTngHble nonnmopdusmesl), accoummpoBaHHsle ¢ NMP/MP
doeHoTUNamu

e Boccos3gatb 0bnacTb XpoMOCOMbI, cogepaLlyto 60nbWMHCTBO HanageHHbIX SNPs, ¢
NOMOLLbIO KapTUPOBaHNA Ha peddepPeHCHbIN reHOM

e BbiOpaTb reHbl B orpaHM4eHHOW obnacTtu

GeNneTIC sex DeTerminaTion (GSD) IS THOUGH TO evolLve From environmenTat * Buibpath KaHAMAATHBLIE eHbl, ANDPEPEHLINANEHO KCMPECCUPYIOLLIMECS B (DEHOTUMAX
sex DeTerminaTion (ESD). ANIMAaLs WITH MixXeD sex DeTerminaTtion, FOr exameLe, NMP/MP

DaPHNIa Macna, are a GOOD SUBJECT TO STUDY earLy evenTsS assoclated WITH
THE TransITiIoON From ESD (matLe-probucer (MP) PHENOTYPEe) TO GSD
(NONMaLe-probucer (NMP) PHEeNoOTYPEe) mecHanIsms.

INTropucTION

CuuTtaeTtcs, 4To reHeTndeckoe onpeaernenne nona (GSD) nosenseTcsa B npoLecce 3BOMoUNM U3 CpeaoBoro onpeaeneHus
nona (ESD). [lns nay4yeHns paHHUX MexaHn3mMoB, cBA3aHHbIX ¢ nepexogom oT ESD (male-producer (MP) dpeHoTtun) k GSD
(nonmale-producer (NMP) doeHOTUM), NOOXOOAT XUBOTHbIE, OONagatoume CMeLLaHHbIM onpeaerneHmem nosa, Hanpumenp,
Daphnia magna.

e FIND SNPS (SINGLE NUCLeOoTIDeE POLYMOrPHISM)
assoclareb WITH NMP/MP PHEeENOTYPES

o ReCONSTIrUCT CHromaosormat LocCl conTtalning tTHe
MaJOritTy OF FOUND SNPS BY MakPPING TO THe rerFerence
Genome

o SclLeCT CanbDIiDaTe Geres 1IN THese LoC

o [DEMNTIFY CanbDiDaTtTe Genes DIFFerenTially exXPresseD 1IN

M eTH O D s PHENOTYPES NMP/MP
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SIGNIFICaNT Genes

CONCLUSIONS anbD PerspPpecCcTives

* bbino HanageHo 290 SNPs, accoummnpoBaHHbix ¢ NMP/MP deHoTnnamm

» bonblUMHCTBO accouunpoBaHHbiX SNPs nexat B nepuyeHTpoMmepHon obnactn xpomocomsl 3 (0T 5.9 M6 go 10 M0O)
* B NMP obnactun 6b1n obHapyxeH 401 reH

« C nomoLbo gaHHbIX 0 anddepeHumansHoOW akcnpeccumn bbuirio otobpaHo 11 kKaHaMOaTHbIX FTEHOB

- We FOUMND 290 SNPS associarteD WITH THe NMP/MP PHeENOTYPES

- THE MOST assodciareb SNPS IS AFrom 59 MB TO 10 MB Perl-cenTromeric reGlon OF CHromosome 3

- THE NMP reGlon COmpePrises 401 Genes
- OF THEeSe 11 Genes are DIFFerenTially exXpresseD IN THe NMP anb MP DaPHNIas
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