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TORTE - Terminal Oligopyrimidine
Regulatory Translational Element

N3 ctaTtbu [Hsieh u pap., Nature, 2012, PubMed ID: 22367541] Mbl 3Haem

0 npennonoxuTensHoi ctpyktype 5' UTR mTOR-3aBMcMMbix MRNA: HaioeH TORTE > 10 HykneoTnaoB HENOCPeOCTBEHHO

Hag MaXkopHbIM cTapToM (RPL28)
TOP (terminal oligopyrimidine tract) - kopotkaa CT-6oratas nuaepHyto
nocnenoBaTenibHOCTb, COCTOSAWAs U3 5-Tn u 6onee HYKNeoTUMAOB B HaYane

HanaoeH Hebonbwon TORTE (6-10 HykneoTMaoOB) HaA,

5" UTR ' 75 Ma>kOpHbIM cTapToM (EEF2)
PRTE (pyrimidine-rich translational element) - CT-6oratas 19 W HaineH TORTE HaZ ansTepHATUBHbIM CTApTOM
nocnenoBaTeNbHOCTb, cocToawas n3 10 n bonee HykNeoTMAOB B cepeanHe (RP525)
1 KoHUe nocnenoearensHocTn 5°UTR m He HalgeH BbipaxerHbit TORTE (NCNL)
Kpome moeo, asmopamu 8b108U2a10C6 hpeonosoxeHue, ymo PRTE-He umeem
no3UUUOHHbIX npednodymeHul no nokanusauuu 8 5 UTR.
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27632/59911 = 0.46 B nonoreHoOMHOM Habope mMRNA.
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O all hCAGE data from Kanamori et al. 2011 [min:-0.77 max:174 scale:-174..174] mapnorm_tpm sum 5end FEkd
TectoBag BbIbOpKa 90 n3 144 1 un3 144
Bce reHoMHble mMRNA 33244 n3 59911 10800 n3 59911
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PerynapHoe BbipaxeHue /[CT]+HAG]?[CT]+[AG]?[CT]+/ OueHKa TOUHOCTY KapTUPOBAHUS CTAPTOB TPAHCKPUIILIUU
HlononHUTeNbHO KOHTpPONMpoBanu ANnHy (He MeHee 12 6ykB). mo Bb1oopke mTOR-3aBucumbix mRNA
CrapTt B 6a3e AaHHbIX Yncno
YactoTel PRTE-coaoepxalumnx nocnenoBaTenbHOCTEN: KapTUPOBaH C TOYHOCTbIO: nocnenoBaTeNIbHOCTEN
90/(144-1) = 0.63 B TecToBOM BbIOOpPKE; - 10 10 HYK/JeoTMIOB 63

33244/(59911-10800) = 0.68 B reHoMHbIX MRNA;
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