PekoHCTpyKUus perynsaumm metabonnamMma MeTMoHMHa

BeegeHue MeToabl

Perynaumsa  metabonuama METUOHMHA Yy  DakTepun
ocyulectensgetrca daktopamu  TpaHckpunuum  MetR
(LysR cemencteo) n MetJ.

Llenbto Hawenm paboTbl ObINO PEKOHCTPYUpPOBaTb
perynoHel MetR n Metd B pasnnyHbIX TaKCOHOMUYECKNX

[Tonck romonoros ocyllecTBnanca ¢ nomowbo nporpammbl BLAST. PekoHCTpyKUUA perynoHoB, MOWUCK
optonoros, noctpoeHne npodunen (PWM) ocywecTtenanmce npu nomown RegPredict. [Ona kaxgoun
TaKCOHOMMYECKOW rpyrnbl ObIN NOCTPOEH CODCTBEHHLIN NPOodUsib. [Nonck NoTeHUManbHbIX MOTUBOB CBA3bIBAHUS
OCYLLEeCTBNANCA METOAOM PUSTIOreHeTn4eckoro pyTnpuHTUHra. NpnHagnexHoCTb reHa K perynoHy npoeepsanach
METOA40M MNPOBEPKN COOTBETCTBUS.

rpynnax, CcpaBHUTb WX Mexagy cobon u paHee  [Ona BblpaBHUBaAHUA OENKOBLIX W  HYKNEOTUAHbIX MOCMeaoBaTefibHOCTEM Ucnonb3oBanacb nporpamma
ONMUCaHHbLIMU perynoHamm Enterobacteriales mn MUSCLE. Ona noctpoeHns punoreHeTu4ecknx OepeBbeEB Mbl MOSib30BannUCcb naketom nporpamm Phylip, a
Shewanellaceae, npocnegnTb 9BOMIOLUMOHHBLIE Takke nporpammont Dendroscope anga mx Busyanmsaumun. Ouarpammbl LOGO 6bini nonyyeHsl npu noMoLLn
N3MEHEHUS. WebLogo. Kpome Toro, mbl nonb3oBanucb Takumm 6asamu paHHblX, kKak NCBI, RegPrecise, KEGG,

MicrobesOnline, GLAMM, SEED.

Ta6bnuua 1. CTpoeHue perynoHoB metabonuama metuoHnHa MetJ n MetR
CuHum uBeToM nokasaHa perynauusa Metd, kpacHbiMm — MetR, dpnoneTtoBbiM — ABOMHAsA perynsauums; + — rex
npucyTcTeyeT B reHome, 0 — OTCyTCTBME OpTOosiora
Table 1. Structure of the MetJ and MetR regulons of methionine metabolism
Blue color denotes MetJ regulation, red — MetR, violet — dual regulation; + the gene is present, 0 — no
orthologous genes in genome

Pesaynbrarthbl

Mbl pekoHcTpyupoBanu peryrnoHbl MetR n Metd ansa Bcex BeIDpaHHbIX rpynn 6akTepun n BbISIBUNN NX MOTUBbI CBA3bIBAHUS.
bbinio nokasaHo, Yto MetR BcTpevaeTca Bo MHornmx cemencteax Proteobacteria, HO y3kocneunduyeH U perynupyet marsbin y4acToK
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B 10 e Bpems MetJ Obin obHapykeH Tonbko cpean Gammaproteobacteria, ogHako perynupyet 00nbLUyto YaCTb reHOB
MeTabonnama MeTUOHMHA. [1pn 3TOM B AaHHbIX TakcoHax MetR, kak npaBuno, Haxoautcs nog perynaunen Metd. OtecyTtctBne Metd Bo
MHOIMMX rpynnax 6akrepum rno3sBonseT npearnorioxXnTb HanMumMe Apyrnx perynaropos metabonmama MeTUOHUHA.

Kpome TOro, B psige Betaproteobacteria n Pseudomonadaceae 6binn obHapyxeHbl aBa 6nn3knx LysR-perynatopa, roMonornyHbixX
MetR. nsa H1X Takke OblNu naeHTUPNUNPOBaHbI MOTUBbLI CBSI3bIBAHUA U PEKOHCTPYMPOBaHbI perynoHsl. B coctaB obounx perynoHos
BXoaunu reHbl metC, a Takke elle oaHon uuctaTtmoH beta-nuassbl. Y npeacrasutenen Pseudomonadaceae perynoH Takxe BKIoYarn
reHbl acnaprtaTt aMmnHoTpaHcdepasbl 1 ABC-TpaHcnopTepa aMUHOKUCIIOT.
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Puc. 2. ®dunorpamMmbl TpaHCKpUNLUUOHHLIX ¢pakTopoB MetJ n MetR
[Moka3aHbl TakcoHOMUYeckue rpynnbl U anarpammbl LOGO MOTMBOB CBA3bIBAHUS
Fig. 2. Phylogenetic trees of MetJ and MetR transcription factors
Taxonomic groups and LOGO diagrams of binding motifs are shown
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