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RNAse H – RNA/DNA RNAse H

:

 PAN3 
(1,5    0,1  Tris 

pH 8.5 20% ) 

: A)     
1.    EIAV  SUMO    

 E. Coli BL21*  RIL.
2.     37    0,1 mM IPTG.  SUMO, 

     E. coli  BL21*.
3. EIAV  SUMO       20  .
4.    RNAse       

      Index, Cryo  Crystal    Hampton.  
5.  RNAse       Coot  

       Pymol.

  EIAV RT
(0,1 M BICINE pH 9,0  2% 1,4 

10 %  20 000)
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27,0

TNRc (RIL)                    TNRc 
(BL21)

     70 
   57

135+95
62 

100
57

26

)      
1.         

E. Coli BL21*  RIL.
2.     37    0,1 mM IPTG.
3. ) Pan3S       .
        b) Pan2-Pan3   ,   

.
        ) BLV         

.
        d) TnRC  ,   .
        e) UvRC   .
4.         

 Pan3   EIAV RT.


