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Capsella bursa-pastoris: from the beginnig to our time
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Capsella bursa-pastoris is a very common plant with the
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The aim of our project is to check whether the first S
hypothesis is true or not (assuming Cr and Co as Cbp’s
relatives), and in this case find out the evolution of both Co CopA CbpB ¢r At
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e Genome assembly of C.bursa pastoris consisted of | ccarmaas —>  RaxML —> origin origin
3042 scaffolds with N50 = 983589 bp. N e ”
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Results
The scaffolds are clearly defined towards one subgenome. This
histogram shows Capsella bursa-pastoris has two clear The purifying selection acting on genes of subgenome A (related
subgenomes: Capsella rubella and Capsella orientalis. to C.orientalis) is weaker when comparing it to the genes of
subgenome B (related to C.rubella).
Division of scaffolds by subgenomes Division of scaffolds by subgenomes
Evolutionary ways of paralogs
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Changing alignment parameteres has had almost non effect 0.0 0.5 10 15 20 25 30

on our results, what means we've achieved consistent and
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stable results. P

Relability of origin prediction for contigs
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;% :Q £ PR Capsella bursa-pastoris is an allotetraploid.
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