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When do drunk ribosomes drop off the mRNA?

Results
Abstract Normal conditions
The error rate of the protein synthesis is crucial for the , S
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investigate the dependence of the ribosome drop-off Structured and unstructured fragments Frequent and rare codons
probability on the properties of mMRNA seguence and
structure. Ethanol treatment
We reproduced this procedure and obtained similar o —
results. Further, we demonstrated the dependence of st [ 4] T -
drop-off rates on codon usage in normal conditions.  §s e, T -
Ethanol influences the drop-off rates dependent on ¢~ ""55-\;\,“ A B e
secondary structure, codon usage and occurrence of £ T = -
internal start-codons. g BRI .
1 = = some etlhanol | . l | ik C " -::i\.“\-r 5 -
NaaseHWe PUBOCOM OMUCHIBAETCH YPOBHEHUEM A 1= -
Ren The rafe of drop-off in condifions with The comparison between no-ethanol and ethanol
f(n)=A-e and without efhanolireaiment o it frequent codons: D — bins with fare codons

rae f(n) — KOAMYECTBO PUOOCOM HA YHOCTKE HOMEP N,
R — MApamMeTp, ONPEeAESAIOLLIMM BEPOITHOCTb NMAAEHMS Dependence on internal start codons and SD-sequence
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Materials and methods I e T e I
Fragments with high abundance of Fragments with high abundance of
AAS OHOAM3A Mbl MCMOAB3OBOAM AQHHbIE Ribo-seq wm inner starf codons inner shine-balgamo sequence
RNA-seq Escherichia coli MGI1655 B HOPMAAbHbIX Conclusions
YCAOBMAX U MPU AODABAEHMM STAHOAQ [2].
. . l l . o PE3yAbTAOTbl  MPUMMEHEHMI  HOBOIO METOAQ,
BIN 1 } BIN 2 : BIN3 | BIN4 { BIN 5 i OMUCAHHOTO B CTAThE [1], BOCMPDOU3BOAMMBDI.
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| 3 o BEpOATHOCTL MOAEHUA PUOOCOM B HOPMAAbHbIX

| | | YCAOBMAX HE 30BUMCUT OT CTPYKTYPUPOBAHHOCTU
ORF 2 AUG o—s . " MPHK, HO YBEAMYMBOETCH MPU MCMOAb3OBAHUM B
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i MPHK peAKmnx KOAOHOB.
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|5’ 3 oB YCAOBMAX JISTAHOAOBOIO CTPECCA BEPOIATHOCTL

i i i i i NOAEHUS PUOOCOM YBEAUYMBAETCH; NMPOU STOM DoAee
4YYBCTBUTEAbHbI  PUOOCOMbI,  HOXOAJLLMECHS  HO
CTPYKTYPUPOBAHHbIX M HO «ObICTObIX) YH4OCTKOX MPHK.

Pacyetbl OCYLLUECTBAIAMCbL C TMOMOLLBID CKPUMTOB,

HOMMCAHHbIX HO 43bike Python. o B YCAOBMIX BTOHOAOBOTO CTPECCA YBEAMYMBOAETCH

BELOATHOCTb TMOAEHMA PUOOCOM HA  YYOCTKOX,
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