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Introduction

Yenose4deckasa mutoxoHapuanbHasa OHK koaupyeT 2 pPHK, 22 TPHK 1 13 6enkos,
Bcero 37 reHoB. OHAaKO MOMMUMO HUX ObIIN HaNAEHbI FreHbl KOANPYIOLNE 3 KOPOTKNX
nenTtunoa (Humanin, MOTS-C, Gau), npeanoJjioXXnTeNbHO y4aCTBYOLWNUX B
peTporpangHon curHanmsauunmn. Mbel NpoaHaIM3NPOBa N IBOJIIOLMOHHYIO CTabnnbHOCTL
y>Xe N3BECTHbIX CUTHaNIbHbIX MeNTUA0B 1 MONbITaJINCb BbIABUTb HOBbIX KaHANOATOB Ha
3TY POJib.

[lpoBeCTn BbipaBHMBaHMeE reHOB HecyLW KX nocnegoeatesbHoCcT Humanin, MOTS-c
n Gau, npocsiegnTb NX 3BOJIIOUMNOHHYIO UCTOpUID. NOeHTUpUMpoBaTbh TaKCOHDI
nMewLuine 3T NnenTuabl

HanTn BCe BO3MOXXHble OTKPbITble paMkun cyutbiBaHusa (OPC, ORF) B
MUTOXOHOPWaJIbHbIX TeHOMaXx pa3HbIX BUOOB, NMPoaHaIn3npoBaTh UX
KOHCEPBATUBHOCTb. OLLEHNTb CTabMNbHOCTb JIYHLUMNX KaHONOATOB.

Align genes harboring Humanin, MOTS-c and Gau reading frames. Reconstruct
their evolutionary history. Identify taxa having these peptides.

Find all possible sORFs in mitochondrial genomes of different origins. Analyze their
conservation. Assess stability of candidate peptides.

Human mtDNA encodes two rRNAs, 22 tRNAs, and 13 proteins subunits, 37 genes at all.
Recently, genes encoding three short peptides have been discovered,the latter likely
iInvolved in retrograde signalling. We analyzed evolutionary stability of already known
signal peptides and tried to find new ones.
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Conclusions and perspectives

BbipaBHMBaHMA nocnenosatesibHocten Humanin, MOTS-C n Gau oka3anncb KoHcepBaTuUBHbIMK B rpynnax Mammalia, Primates n Animalia cooTBeTCTBEHHO.

[10 BblpaBHMBaHUAM obnacTen, cogep>xawmx KoHcepBaTmBHble ORF, Ob1/In 0TOBpaHbl BEPOATHbIE KaHAUAAThl Ha POJib MENTUAO0B peTporpagHon curHanmnsaunn. na ORF 6binn
OblIM MpoaHaIN3NPOBaHbl OCHOBHbIE NapaMeTpbl (Hanndmne nocnepoBaTenbHocTen LanHa-AansrapHo (LUA), wnunekn B 5'-UTR (5’-HeTpaHcnnpyemasa obnactb PHK), GC-
coctaB, dN/dS, cTabunbHOCTb).

[MnaHnpyeTcsa npoaHann3npoBaTb bonbliee kKonmyectso ORF cpeaun y>XKe HanaeHHbIX Ha aHHOTUPOBAHHbLIX MOCJ/IEA0BATE/IbLHOCTAX U MPOBECTU NMOUCK B MeXXIreHHbIX 0bs1acTax,
BblAENNTb Hanbosiee 3Ha4YMMbIe NapaMeTpbl OJ19 Npeacka3aHus nenTuaoB peTporpagHon CUrHanm3saumnm, a TakXXe npoaHannsnpoBaTb AaHHble RNAseq o8 noaoTBep)XaAeHns
Hann4msa coorTeeTcTBYOWMX MPHK B MuToXoHgpunsax.



