Howrard Hughes
bladical Insttuta

Participants: Darina Karpova, Anastasia
Ivanenko, Nikolai Sokolov

LabStaff Yaroslav Demenchuk
Supervisor: Nikolay Panyushev

Non-coding genome elements in sea urchin
embryonic development

Goals and objectives: Data cleaning:

Determine the origin of the e — B
transcripts found in single-cell

RNA-seq H

Find data

e Clean the data
e Assemble transcriptome
e Find non-coding transcripts in

transcriptome H

] ] ]
e Find [POSSI ble sources of repeat-derlved
]
n 0 . n . n " " . n
t ra SC r I pts Human Mouse Rat Drosophila Wiorm Yeast Arabidopsis Ecoli rRNA T Phix Lambida Vertors Adapters S purpuratus No hits
] One hitone genome ' Multiple hirs\one genome [ One hit\multiple genomes M Multiple hirsimultiple genomes [ Mo hits
100 SRR2080901.tagged_filter_screen
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